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Supplementary Material 4. Molecular Phylogenetic analysis by Maximum Likelihood method. A, Based on the encoding nucleotide sequences; B, Based  on the translated sequences. All positions 
with less than 95% site coverage were eliminated, that is, fewer than 5% alignment gaps, missing data, and ambiguous bases were allowed at any position. Evolutionary analyses were conducted 
using MEGA7. Box, Sequences from Tetracladium sp.
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Verticillium dahliae (XP 009655688) - glucoamylase Protein

Tetracladium_sp.

Verticillium longisporum (CRK43309) - hypothetical protein

Rosellinia necatrix (GAP83733) - putative glycoside hydrolase family 15 protein

Thielavia terrestris (XP 003650932) - glycoside hydrolase fam
ily 15 protein

Eutypa lata (XP 007792239) - putative glycoside hydrolase family 15 protein

Coniochaeta ligniaria (OIW
25851) - glycoside hydrolase family 15 protein

Pestalotiopsis fici (XP 007841723) - Glucoamylase Protein
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0.8

Trichoderma gamsii (XM 018800231) - glycosyl hydrolase family 15 CDS

Tetracladium
_sp.

Sclerotinia sclerotiorum (1095455401) - hypothetical protein CDS

Phialocephala scopiformis (XM 018209661) - starch-binding glucan 14-alpha-glucosidase CDS

Trichoderma atroviride (XM 014085315) - glycoside hydrolase family 15 protein CDS

Botrytis cinerea (XM 001557491) - hypothetical protein CDS
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