Additional file 1: PCRs programs and primers used for amplification and sequencing
PCRs cycles for SSU of initial denaturation at 94°C during 5min. Followed by 35 cycles of: (i) 94°C for 30sec; (ii) 60°C for 1min and (iii) 72°C for 2min. Final extension step at 72°C for 7 minutes. PCRs for ITS, 5.8S and partial LSU were performed as described in (Hoef-Emden & Melkonian 2003).
Table 1: Primers used for PCR and sequencing reactions
	Primers for SSU PCR
	

	
	Sequences of oligonucleotides (5’- 3’)
	

	18S5'
	CCA CCT GGT TGA TCC TGC CAG T
	(Sogin 1990)

	18S 3'
	GAT CCT TCT GCA GGT TCA CCT ACG GAA
	(Sogin 1990)

	Primers for SSU sequencing 
	

	18S5'
	CCA CCT GGT TGA TCC TGC CAG T
	(Sogin 1990)

	528F
	CGG TAA TTC CAG CTC C
	(Sogin 1990)

	1055F
	GGT GGT GCA TGG CCG
	(Bellorin et al. 2002)

	18S 3'
	GAT CCT TCT GCA GGT TCA CCT ACG GAA
	(Sogin 1990)


	536R
	GAA TTA CCG CGG CTG CTG
	(Bird et al. 1992)

	1055R
	CGG CCA TGC ACC ACC
	(Bird et al. 1992)

	Primers for ITS1 and 2, 5.8S and partial LSU PCR

	SSU1400F
	CTG CCC TTT GTA CAC ACC GCC CGT C
	(Hoef-Emden & Melkonian 2003)

	ITS05R-700
	TAC TTG TTC GCT ATC GGT CTC T
	(Hoef-Emden & Melkonian 2003)

	Primers for ITS1 and 2, 5.8S and partial LSU sequencing

	SSU1400F
	CTG CCC TTT GTA CAC ACC GCC CGT C
	(Hoef-Emden & Melkonian 2003)

	ITS03F-700
	CGA TGA AGA ACG YAG CGA
	(Hoef-Emden & Melkonian 2003)

	28S5’R
	ATA TGC TTA ART TCA GCG GGT
	(Bellorin et al. 2002)

	ITS05R-800
	TAC TTG TTC GCT ATC GGT CTC T
	(Hoef-Emden & Melkonian 2003)
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