[bookmark: _Toc372877150][bookmark: _Toc373332216][bookmark: _GoBack]Additional file 3 – Summary of the de novo assembly of the transcriptome of susceptible and lufenuron-resistant strains of S. frugiperda 
	
	Assembly

	
	

	Number of transcripts
	18,506

	Min. Size
	100

	Max. Size
	6,517

	Total bases
	14,337,437

	Size > 1000
	4,945

	Mean size of transcripts
	774.75

	N50
	996

	N90
	411




