% of the 419,024 SNPs
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Mean Coverage for the 419,024 SNPs identified by discoSnp on 4 pea lines
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Mean Coverage for the 213,030 SNPs selected by post-discoSnp filtering

% of the 88,851 SNPs
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Mean Coverage on 48 RILs for the 88,851 SNPs
polymorphic between the ‘Baccara’ and ‘PI1180693’ parental lines
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Mean Coverage on 8 pea lines for the 88,851 SNPs
polymorphic hetween the ‘Baccara’ and ‘PI1180693’ parental lines




