
metagenomeSeq metagenomeSeq
filtered

metagenomeSeq
featureModel baySeq DESeq2 edgeR Negative

Binomial GLM t−test Log t−test Wilcoxon Permutation ALDEx2
t−test

ALDEx2
Wilcoxon

0.25

0.50

0.75

1.00

0.25

0.50

0.75

1.00

0.25

0.50

0.75

1.00

10%
 cases

25%
 cases

50%
 cases

0.5 2 5 10 0.5 2 5 10 0.5 2 5 10 0.5 2 5 10 0.5 2 5 10 0.5 2 5 10 0.5 2 5 10 0.5 2 5 10 0.5 2 5 10 0.5 2 5 10 0.5 2 5 10 0.5 2 5 10 0.5 2 5 10
Spike−in magnitude (additive)

A
re

a 
un

de
r 

th
e 

R
O

C
 c

ur
ve

 (
A

U
C

)


