catalytic activity

nucleotide binding

binding

hydrolase activity
transferase activity

kinase activity

protein binding

RNA binding

DNA binding

transporter activity

nucleic acid binding
structural molecular activity
translation factor activity, RNA binding
signal transducer activity
receptor activity
carbohydrate binding
enzyme regulator activity
molecular function

lipid binding

nuclease activity
transcription factor activity, sequence-specific DNA binding
motor activity

cellular process

biosynthetic process
nucleobase-containing cmpd metabolic process
cellular protein modification process
cellular component organization
transport

protein metabolic process

catabolic process

carbohydrate metabolic process

lipid metabolic process

response to stress

translation

metabolic process

response to abiotic stimulus

signal transduction

generation of precursor metabolites and energy
biological process

cell cycle

photosynthesis

cellular homeostasis

response to endogenous stimulus
multicellular organismal development
DNA metabolic process

response to external stimulus
response to biotic stimulus
anatomical structure morphogenesis
cell differentiation

post-embryonic development
secondary metabolic process
regulation of gene expression, epigenetic
flower development

embryo development

cell growth

cell death

reproduction

tropism

pollination

membrane
cytoplasm

plastid

nucleus
intracellular
cytosol

ribosome
thylakoid
mitochondrion
endoplasmic reticulum
nucleolus
nucleoplasm
plasma membrane
Golgi apparatus
cell

cytoskeleton
extracellular region
vacuole

endosome

cellular component
cell wall
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Additional file 7
Summary of GO categories corresponding to molecular function, biological processes, and

cellular compartments, and the number of orthogroups with annotations assigned to each.





