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No family (170) @CXCL(2) @RL1(2) MUL120(2) @ US12(10) @ Betagamma ORF (7) @BGPCR(8) (D UL14(2) [DUS2(1) @BUS29(1)

@ Core Gene (38) (D duTPase (6) CRL11(13) @US1(3) @B US22(13) @ Cyclooxygenase-2 (3) (0 016 (2) WUL25(2) DUSE(3)



