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Target alignment and screening of Molecular docking
Table S1 Molecular docking results of receptor proteins and compound 3
	Docking receptors 
	H-bonds
	Binding energy
(kcal/mol)
	Residual interactions
(D‧‧‧H–A)

	Vp_PDF
	5
	-8.23
	NH(Gln47)‧‧‧O
OH(Gly84)‧‧‧O
NH(Leu86)‧‧‧O
NH(His127)‧‧‧O
NH(His131)‧‧‧O

	Vp_PDH
	2
	-6.90
	OH‧‧‧O(Ala225)
NH(Lys187)‧‧‧O

	Vp_VopJ
	3
	-7.64
	NH(Met159)‧‧‧O
NH(Leu201)‧‧‧O
NH(Pro206)‧‧‧O

	Vc_PDF
	5
	-7.97
	OH‧‧‧O(Asp42)
NH(Asn43)‧‧‧O
OH(Asp96)‧‧‧O
OH(Asp96)‧‧‧O
OH‧‧‧O(Tyr225)

	Vc_MurB
	4
	-7.87
	OH‧‧‧O(Gln183)
OH‧‧‧O(Ala185)
NH‧‧‧O(Glu346)
NH(Glu346)‧‧‧O

	Vc_VchA
	1
	-6.66
	OH‧‧‧O(Gly58)

	Vv_PDF
	4
	-7.97
	NH‧‧‧O(Asn43)
NH(Asn43)‧‧‧O
NH(Cys91)‧‧‧O
OH‧‧‧O(Val94)

	Vv_WbpP
	2
	-6.96
	OH‧‧‧O(Pro150)
NH‧‧‧O(His305)


Vp: V. parahaemolyticus, Vc: V. cholerae, Vv: V. vulnificus.
PDF: peptide deformylase, PDH: proline dehydrogenase, VopJ: V. parahaemolyticus
MurB: UDP-N-acetylenolpyruvoylglucosamine reductase, VchA: V. cholerae carbonic anhydrase, WbpP: UDP-GlcNAC C4 epimerase.
D‧‧‧H–A: donor‧‧‧hydrogen–acceptor.
Table S2 Molecular docking results of receptor proteins and compound 4
	Docking receptors
	H-bonds
	Binding energy
(kcal/mol)
	Residual interactions
(D‧‧‧H–A)a

	Vp_PDF
	2
	-5.22
	OH‧‧‧O(Asn68)
NH‧‧‧O(Tyr106)

	Vp_PDH
	3
	-7.15
	NH(106)‧‧‧O
NH‧‧‧O(Tyr106)
OH‧‧‧O(Glu157)

	Vp_VopJ
	2
	-6.73
	OH‧‧‧O(Glu203)
NH(Lys144)‧‧‧O

	Vc_PDF
	3
	-7.84
	NH‧‧‧O(Gly90)
NH(Gly90)‧‧‧O
OH‧‧‧O(Gly134)

	Vc_MurB
	3
	-7.28
	OH(Arg227)‧‧‧O
OH(Asn239)‧‧‧O
NH‧‧‧O(Leu123)

	Vc_VchA
	3
	-5.98
	NH(Asn90)‧‧‧O
NH(Gln165)‧‧‧O
OH‧‧‧O(Ser197)

	Vv_PDF
	4
	-7.57
	NH‧‧‧O(Gly90)
NH(His133)‧‧‧O
OH(Glu134)‧‧‧O
NH(His137)‧‧‧O

	Vv_WbpP
	 3
	-7.52
	NH(Gln201)‧‧‧O
OH‧‧‧O(Asn204)
NH(Ala209)‧‧‧O


Vp: V. parahaemolyticus, Vc: V. cholerae, Vv: V. vulnificus.
PDF: peptide deformylase, PDH: proline dehydrogenase, VopJ: V. parahaemolyticus
MurB: UDP-N-acetylenolpyruvoylglucosamine reductase, VchA: V. cholerae carbonic anhydrase, WbpP: UDP-GlcNAC C4 epimerase.
D‧‧‧H–A: donor‧‧‧hydrogen–acceptor.






Table S3 Molecular docking results of receptor proteins and compound 5
	Docking receptors
	H-bonds
	Binding energy
(kcal/mol)
	Residual interactions
(D‧‧‧H–A)a

	Vp_PDF
	1
	-5.70
	NH‧‧‧O(Met1)

	Vp_PDH
	2
	-6.84
	NH‧‧‧O(Lys94)
NH(Lys94)‧‧‧O

	Vp_VopJ
	1
	-6.34
	NH(Lys144)‧‧‧O

	Vc_PDF
	3
	-7.84
	NH(Ile45)‧‧‧O
NH(Gly46)‧‧‧O
NH(Leu92)‧‧‧O

	Vc_MurB
	2
	-7.33
	NH‧‧‧O(Leu123)
NH(Arg227)‧‧‧O

	Vc_VchA
	3
	-5.70 
	NH(Asn160)‧‧‧O
NH(Gln165)‧‧‧O
OH‧‧‧O(Arg198)

	Vv_PDF
	2
	-7.36
	NH‧‧‧O(Gly90)
OH(Gly90)‧‧‧O

	Vv_WbpP
	2
	-7.03
	NH(Glu201)‧‧‧O
NH(Ala209)‧‧‧O


Vp: V. parahaemolyticus, Vc: V. cholerae, Vv: V. vulnificus.
PDF: peptide deformylase, PDH: proline dehydrogenase, VopJ: V. parahaemolyticus
MurB: UDP-N-acetylenolpyruvoylglucosamine reductase, VchA: V. cholerae carbonic anhydrase, WbpP: UDP-GlcNAC C4 epimerase.
D‧‧‧H–A: donor‧‧‧hydrogen–acceptor.










Fungal materials
The ITS RNA sequence data for this strain was listed as follows: 5’-CCGAGGTCACCTGGATAAAAATTTGGGTTGATCGGCAAGCGCCGGCCGGGCCTACAGAGCGGGTGACAAAGCCCCATACGCTCGAGGACCGGACGCGGTGCCGCCGCTGCCTTTCGGGCCCGTCCCCCGGAATCGGAGGACGGGGCCCAACACACAAGCCGGGCTTGAGGGCAGCAATGACGCTCGGACAGGCATGCCCCCCGGAATACCAGGGGGCGCAATGTGCGTTCAAAGACTCGATGATTCACTGAATTTGCAATTCACATTACGTATCGCATTTCGCTGCGTTCTTCATCGATGCCGGAACCAAGAGATCCGTTGTTGAAAGTTTTAAATAATTTATATTTTCACTCAGACTTCAATCTTCAGACAGAGTTCGGGGGTGTCTTCGGCGGGCGCGGGCCCGGGGGCGTGAGCCCCCCGGCGGCCAGTAAAGGCGGGCCCGCCGAAGCAACAAGGTAAAATAAACACGGGTGGGAGGTTGGACCCAAAGGGCCCTCACTCGGTAATGATCCTTCCGCAGGTTCCCCTACGGA-3’. The GenBank number was OP536848.
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Figure S1 HRESIMS spectrum for compound 1
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Figure S2 UV spectrum for compound 1
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Figure S3 1H NMR spectrum for compound 1
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Figure S4 13C NMR spectrum for compound 1
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Figure S5 HRESIMS spectrum for compound 2
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Figure S6 UV spectrum for compound 2
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Figure S7 1H NMR spectrum for compound 2
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Figure S8 13C NMR spectrum for compound 2
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Figure S9 HRESIMS spectrum for compound 3
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Figure S10 UV spectrum for compound 3
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Figure S11 1H NMR spectrum for compound 3
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Figure S12 13C NMR spectrum for compound 3
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Figure S13 HRESIMS spectrum for compound 4
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Figure S14 UV spectrum for compound 4
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Figure S15 1H NMR spectrum for compound 4
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Figure S16 13C NMR spectrum for compound 4
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Figure S17 HRESIMS spectrum for compound 5
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Figure S18 UV spectrum for compound 5
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Figure S19 1H NMR spectrum for compound 5
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Figure S20 13C NMR spectrum for compound 5
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Figure S21 HRESIMS spectrum for compound 6
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Figure S22 UV spectrum for compound 6
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Figure S23 1H NMR spectrum for compound 6
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Figure S24 13C NMR spectrum for compound 6
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Figure S25 HRESIMS spectrum for compound 7
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Figure S26 UV spectrum for compound 7
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Figure S27 1H NMR spectrum for compound 7
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Figure S28 13C NMR spectrum for compound 7
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