
Additional File 8 Alignment of known FT/FT-like and MFT genes and a set of other angiosperm and 
gymnosperm sequences. Japanese larch open reading frames are shown in green. Kuril larch open reading frames 
are shown in blue.

Consensus

MFT and TFL1: Populus tichocarpa (XP_002321507)
MFT1: Arabidopsis thaliana (NP_173250)

MFT1: Selaginella_moellendorffii (FE510546)

LkFTL2: LK_I_c41088_26002
LgFTL2: LG_I_c00659_00108

PtFTL2: Pinus taeda (jcf7180063156922(Avia et al.2014))
PsFTL2: Pinus sylvestris (AIJ02007)
PgFTL2: Picea glauca (GO363760)
PaFTL2: Picea abies (ABQ85553)

PtFTL1: Pinus taeda (jcf7180063169013(Avia et al.2014))
PcFTL1: Pinus contrta (GT229995)

PgFTL1: Picea glauca (DR546754)
PaFTL1: Picea abies (AEH59567)

FTL1: Ginko biloba (EX932314)

FT: Arabidopsis thaliana (Q9SXZ2)
TFL1: Arabidopsis thaliana (NP_196004)
MFT2: Selaginella_moellendorffii (FE451588)

Mother of FT and TFL-like1: Pinus sylvestris(AIJ2001)
MFT-like : Pinus armandii (ALH21947)
MFT1-like : Picea abies (AEH59565)
LgMFT-like : LG_T_009821_c00_g01_i01.p1
LkMFT-like : LK_I_c16100_79332
MFT-like: Ginko biloba (ANS56341)
MFT2-like: Picea abies (AEH59566)

LgFTL1: LG_T_045884_c00_g02_i01.p1
LkFTL1: LK_T_019312_c00_g01_i01.p1


