	Table S3 BUSCO evaluation result for genome assembly of Dendroctonus valens

	Species
	Complete (%)
	Fragmented (%)
	Missed genes (%)
	Ratio

	Dendroctonus valens
	C:95.2%[S:86.6%,D:8.6%]
	1.00%
	3.80%
	1579/1658

	Dendroctonus ponderosae
	C:95.3%[S:89.7%,D:5.6%]
	3.00%
	1.70%
	1581/1658

	Tribolium castaneum
	C:99.3%[S:99.1%,D:0.2%]
	0.50%
	0.20%
	1647/1658

	Anoplophora glabripennis
	C:99.1%[S:98.1%,D:1.0%]
	0.40%
	0.50%
	1643/1658

	Leptinotarsa decemlineata
	C:94.7%[S:93.4%,D:1.3%]
	3.30%
	2.00%
	1569/1658

	Hycleus cichorii
	C:99.4%[S:99.3%,D:0.1%]
	0.50%
	0.10%
	1647/1658



