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Figure S1. Representative cropped agarose gels of CR1/CR2 amplicons obtained for Struthio
camelus (a), Rhea pennata (b), Rhea americana (¢) and Crypturellus tataupa (d). The numbering of
amplicons separated in the agarose gel corresponds to the reaction numbered in Table S1. The
numbers of PCR fragments, which were finally sequenced, are underlined. Lane M - GeneRuler 1 kb
DNA Ladder (Thermo Scientific). Original uncropped and unprocessed gels are presented in Fig.
S13a-d.




Figure S2. Sequence comparison of two copies of tRNA-Pro, ND6, tRNA-Glu genes and control region, found
in this study as duplicated, with appropriate sequences of mitogenomes previously deposited in GenBank and
showing a typical avian gene order. The alignments are shown for Struthio camelus (a), Rhea americana (b),
Rhea pennata (c) and Crypturellus tataupa (d). Dots indicate residues identical in the obtained copies with
those in the single sequence previously published. Genes for tRNA-Pro are marked in yellow coloring, NADH
dehydrogenase subunit 6 in cyan coloring, tRNA-Glu in grey shading, and control regions in red fonts. In the
case of Crypturellus tataupa only two obtained copies are compared to each other because the previously
published mitogenome of these taxa is incomplete and it does not contain any of the analyzed genes or the
control region. The sequences were aligned with MUSCLE [125] in MEGA [124].



Struthio camelus: tRNA-Leu/16S rRNA (MH264503)

GATAACAGTANTCCACTOGTCT TAGGAACCACCCATCT T6GTGCAACTCeAAG T AANAG T AG TG GARACCACACTACT T TTCAACACCTCCCT T T TACTCACACTAR TAAT TCTTCT TACACCARTCCTCC TGCCCCTCOTATCGACAR AR CTCCARAACACACCC T TAATTAT TACARCCACTGT CARARTAGCC T TCT T TACAAGCATCATCCCAACAACCATCT TCATCTACT CAGGAACAGAAGC AR T TATT TCCCACT GG TACTGAAGTTTCACCCCCARTCTCA
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TARATACCTTTATTATCACTTCCACTGACTTTCT TAACACCACCAGGAT TAATCCCCTATATCAGTACAAACACATGATTTCACCATCARTCACATCTT TTACT TATACTCTT TACATACCATC) TTAATAATTT T

CTGTCGTTGITTICAACTATAGRARCAACTTATC ‘CCCCCCATGTATTATTGTAC CTTATGGAAACAGTAATAGCTTCARTACCCGTACTAAATACTACCC TGATATACCGGACATGTTCATGGTARATCE GATAACTCTCATTTAATG

TACTAGGACTACAACTGTCACAATCTCTAGCCAA TGGATTTCTTARTCTAGCAC ACCCGCTGCACCACATA ACTGGTTCCTAAGTCAGGGCCATTARTAGAT TAATCCATTCACGTTCCCCTTTARAAGACATCTGGTAT TGT TCTTARTCGCGACATGTG
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ACCARA ACGAGCACAAACGC ATA TAATCCACGATT A
TAACATAGGACCGTCT! ACCCACTAR: SCARTA

ARARAACAGCARAGATCAACCCTTGTACCTTTTGCATCATGATTTAG CTATTATTGAGCAR TCCTAACTTACCCCTCCCGGCATCCACTARCCTTAMTGAGGARAGCTAGGARCTATTT
CAACCAARTAARRATTCAATAI AATCTATGA ACATTATATATTATTAACAGCCTAACTTATA ccer AAT)

AGeTCCTTT CTCCATT
CTGTTAACC A

Rhea americana: ND5/16S rRNA (MK696563)

- BTGGCCCCCAATATCCGARRATCCCACCCCCTACTAARARTTATCARCAGCTCS

ATGAAAGAGCATGAGAGAACTATTTATGTATTAT

CACTTCCTTGTACTARACC
TGA

TCCTCGETTATCGICTCTC!
TCTTTGTTGTATIGATCC)

TACATAANTTCCATTATATATGTACTACATTCAATATATGGACTARACCCATTATARTGTATTAARA
c; GAGCTTAACAGG: TCTCTATTTARTCGT (CGGGAATGTGATCACTGGTATCAGATGGATTTCTTGATAGTGCA
GCCATTTCTCGG: CTTTTTTTTTTGGGGGATCT A GTARC

TATATTTATTCGATTCTCAARTTAC

[ GGATCAGAAAGCCCACTTTAAG

AGTATAGGC

cre TTGCATCATGA
CT6TGGE

pes

AAGGAACTAGGCARATC]

TTCAACGGCCGCGGTATCCTARCCGTGCARAGGTAGCG

GGCCCGACTGTTTAC

cerreacees GCCTGCCCAGTGACTC

Rhea pennata: ND5/16S rRNA (MK696564)

o7, CTATTCCGT. ACTATGTAAGATTAGCCGGACATGGGACT TTAATAGGACTGAGGACATC ACCCTGGA GATAGTACCA
AGGATCATTCTTTCCCCCTACCCCGGTCCATARC TTGGACACTTGRTGCCTCTGETTCCTACTICAGGGCCATTICTCAGTAGT TCCCCAGAGCCTA.
GCAT" TGCATCAACATTAGATTTTGGGACTTCC

1A ATGTATTATTGTACATICATTTCTTGIC

TGGAAGTAGTATCCGGTATGCTCCATC

GaT TCAGGGCCATT! ATTGTTATATGICACC:
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TCAGGGTACE

TTCGATTCTTA

(CTCTGATGCACTTGCATC:

TCGCATTCGC

CAGCGTC G GATA GACTTAG CCAGCTAGCTAAGACCARA
GACCGTCTTGAAGCCTA TR GCACCTAGTATAGE
AGCAAGARAACCCAAGCATAACK CCCCCCCGAARCCCAAGCGAGCTACTTACGAGCAG GGAAGACTTGTTAGTAGAGGTGARAAGCC) CTGGGTGATAGCTGGTTGCCTGTGAAATGRATCTTAGT CTCCCCTARAGAT ATC &

TIGCATCATGAT TTARGCTT

TCCATTGGAGCAAACCCGTCTCTGTGACARAAGAG

Ter

‘GTGGGCCT TCCARARACATCGTGACCCCCTCACCCTTARCAGGCCAACCTATGAATATAGGAGTATCANTGCTAGARTGAG!

CCTTCTCTTA

TTTCTAGAARGATTARAATC:

Crypturellus tataupa: ND5/12S rRNA (MK696562)

Jparr

CAARAC

(CCTACCTGTTAGTTCAATATAACRAATTTACCCC

CATCAGAARAAGAGGACTCARACCTCTACC TCCAGC TCCCAARGC TGATATTCTCOAC TARACTATCTTCTGACT TCC CC TAAC ST ACAGAGOCCGAATACTCCCATARGAGACCOS

ATGGGTACTCACA,

GCCGATTART GTTTGCGTATTTGTAGT T
CARAAAAATTITTTTTGAAARRAARATTTTTTTTTTICAARCATCATTTTACCT

ATTTGGACA

AT

ACCTAGTATTCAACAACCTTCACGTCTCCAC

AGTATGCGGA

CTTAAATTACATATATTTGTACACTGTACATTTAAATTACTTACCTCATGATGTCTACTCCTCATAGCARAGC TCC TACTCCAGATAATARTCCATGT TCTAAGACCA
AT CTTATTCCCTARACGTCCCATTICARTAGACATTTGGT ATGCACCATTTTATTICGTTACTCCGGEATTICTACTITICCGTCCN
A TACTTATTTTCCTTTAA

GCATTTGGTTAGTAT

CATTTTTCCATTATATTT B

GAGCCTG: A1CG

Figure S3. Sequences of mitogenomic fragments amplified and sequenced in this study for Struthio camelus
(MH264503), Rhea americana (MK696563), Rhea pennata (MK696564) and Crypturellus tataupa
(MK696562). Genes for tRNA-Leu are marked in bold,

, tRNA-Pro in yellow coloring, NADH
dehydrogenase subunit 6 in cyan coloring, tRNA-Glu in grey shading, 12S rRNA in blue fonts, tRNA-Val in
brown fonts, 16S rRNA in green fonts, tRNA-Phe are in bold and underlined, and control regions in red
fonts.




Figure S4. Cropped agarose gels of potential NUMTs amplified for Dromaius novaehollandiae (a)
and Casuarius casuarius (b) with the use of primers designed for detection of CR1/CR2 fragments.
The numbering of lanes corresponds to the reaction numbered in Table S1. Lane M - GeneRuler 1 kb
DNA Ladder (Thermo Scientific). Original uncropped and unprocessed gels are presented in Fig.
S13eandf.
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Figure S5. Comparison of selected sequence associated with reannotation of Palacognathae mitogenomes.
Eudromia elegans gene for tRNA-Pro with the last 200 nucleotides of the control region (a); Emeus crassus,
Dinornis giganteus and Anomalopteryx didiformis control region 5' spacers (b); Probosciger aterrinus
(MH133970.1), Eolophus roseicapilla (MH133971.1) and Cacatua moluccensis (MH133972.1) ND6 pseudogenes
(¢); Anomalopteryx didiformis ND6 gene with control region 5' spacer (d); Emeus crassus ND6 gene with control
region 5' spacer (e); Dinornis giganteus ND6 gene with control region 5' spacer (f). Sequences rich in G and A
residues are marked in a red box. The sequences in b and ¢ were aligned with MUSCLE [125] in MEGA [124],
whereas those in a, d, e and f using the optimal global:local algorithm (glsearch) form FASTA package version
36.3.8g[127].
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Figure S6. Sequence comparison of two Eudromia elegans control regions. Dots indicate residues identical in the
compared copies. Dots indicate residues identical in the compared sequences. Sequence repeats present in both
control regions are marked in red and blue boxes.The sequences were aligned with MUSCLE[125]in MEGA[124].
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Figure S7. Influence of removing partitions with the highest substitution rate on alignment and
tree parameters: the number of parsimony informative sites and mean distance (a) as well as mean
support values (b). The mean phylogenetic distance was obtained from MrBayes tree. The mean
support values were calculated from posterior probabilities received in MrBayes and PhyloBayes as
well as SH-aLRT and non-parametric bootstrap percentages obtained in IQ-TREE. The posterior
probabilities were scaled to 100%.
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Figure S8. Maximum parsimony (a, ¢) and maximum likelihood (b, d) reconstruction of ancestral states and mapping
of mitogenomic duplications onto the Palacognathae tree topology t1 based on sequences of mitochondrial genes (a,
b) and the Palacognathae tree topology t2 supported by nuclear markers in coalescent-based approaches (c, d). In
contrast to Fig. 6, this approach assumes that Anomalopteryx didiformis, Emeus crassus and Dinornis giganteus
already lost mitogenomic duplication. The area of colors at nodes in b and d corresponds to the probability of the given
state, single or duplicated region. Two-colored branches correspond to the equal probability of two states, single or
duplicated region. The probability value for a more likely state was also given at these nodes. Mk1 model was applied

for ML approach.



Figure S9. Annotated and reannotated duplicated gene orders in mitogenomes of Neoaves and Galloanserae deposited in
GenBank for: Alca torda (CM018102.1), Antrostomus carolinensis (MN356120.1), Calypte anna (CM016612.1), Cariama
cristata (CM020379.1), Catharus ustulatus (CM020378.1), Colius striatus (MN356125.1), Ketupa blackistoni (LC099104),
Ketupa flavipes (LC099100.1), Leptosomus discolour (MN356135.1), Merops nubicus (CM020464.1), Melanereps aurifrons
(CM022134.1), Morus serrator (GU071056.1), Nyctibius grandis (CM023771.1), Pterocles burchelli (MN356340.1 ), Pterocles
gutturalis (CM020177.1, MN356147.1), Puffinus Iherminieri (MH206162.1), Rynchops niger (MN356248.1), Sterna hirundo
(CM020500.1), Thalassarche chlororhynchos (MN356342.1), Uria aalge (MN356418.1) and Urocolius indicus (MN356373.1).
. CYIGCHIOMENBNRNEANEOIBNIRAG, tRNA-Thr in green

, tRNA-Pro in yellow coloring, NADH dehydrogenase subunit 6 in cyan coloring, tRNA-Glu in grey shading, 12S rRNA
in blue fonts, tRNA-Phe in bold fonts, and control regions in red fonts. Pseudogenes are in italics and underlined.
Microsatellites present within Pterocles gutturalis mitogenomes between tRNA-Thr gene and tRNA-Pro pseudogene or tRNA-Thr
gene and ND6 pseudogene are marked in brown.

Alca torda (Charadriiformes/Alcidae) mitogenome from ND5 to 12S rRNA (CM018102.1 - annotated)
GO-FD in Figure 8

TCCACGATTC.

AAC] TCCATTGCCTCAGAAAAAGAGGACTTAAACCTCTATCTCCAACTCCCAAAGCTGGTGTTTTACACTAAACTACTTTCTGGTCCCCCTCCC
CCCTAAACCGCTCGAATAGCTCCACGAGTTAGTCCACGTACTAACTCCAGCACAACAAACAAAGTCAGCAACAGCCCCCAACCCGCTACCAAAAACATTCCAACACCACAAGAATAAAACATTGCTACCCCACCAAAATCTAACCGAACAGAAAACATACCAACACTATCAACA
GTAACCACCCCAAAATCCCAACATTCAACAAACCCACCAATAACCATCCCCACCATCAATACTCCAACAAAACCTGCCCCATACCCAATAACCCGTCAATCCCCCCAAGCCTCAGGAAAAGGATCTGCCGCCAAAGACACAGAATAAACAAAAACTACCAACATCCCTCCCAAG
TATACTATAAACAACACCAGGGACACAAAAGAAATACCCAAACTTAACAACCACCCACACCCCGCAACAGAAGCCAGCACCARACCTACCACCCCATAATATGGTGAGGGATTAGATGCAACTGCCAAACCCCCCAACACAARACATAAACCTAARRAAAACATAAAATAAGTC
ATAGCAATTTCTGCTTGGCTTTTCTCCAAGACCAGTGGCCTGAAAAGCCACTGTTGTCAACTTCAACTACAGAAACTGCACGCCCCCCCCCCCCTACCCCCCCCTAGCCCCCCCCCCCCCTACCCCCCACAGCATGATCGACGCATGACGATAGATGCGAACGTARATATTCCC
ATGTCCCTTATTGCATTAACCCATTATCCTCATTAAACATACAAGACCATGTTTAATAGTCATTAATATCCAAACAGGCATACCCCCTCCAAACTCATCCCTTCTTCCAGAGGACTCTCAAGCCCAATGGGAGCAGAAATCCATTACAATATACGTACTAATACCATTTCCTAC
TACCTCCTT )

CCAGCTTCAGGACCATTCTTTCCCCCTAC, “TTGCTCTTTT! TCTGGTTC _TC.
GGCACTTTTGGTTCCTTTTTTTTTTCTCTAACCTTCAATAAGCCCTTCCAGTGCACCGAGGTGTACACAATCTATTGACGTGAGCATCTCATGGTATTCGTCCGGATCTTGGCCCTCAGGAGTACCTGAATGTCAAGGTTGAAGGATTGGGGGAATCATTTTTACACTGATGCA
CTT T T CTCTTATTCAT TT! 'ATTTAGTGAATGCTTGCTH TAATTTTTCAATTTTCATTTC TAACTTTCTAAACAAC TAGTAGATTTTA AAAAATTGACCATGATCAAATCACGATTTTTGTC. ATTT

-TCCATTGCCTCAGAAAAAGAGGACTTAAACCTCTATCTCCAACTCCCAAAGCTGGTGTTTTACACTAAACTALl TTCTGGTCCCCCTCCCCCCTARACCGCTCGAATAGCTCCACGAGTTAGTCCACGTACTAACTCCAGCACAACARACARAGTCAGCAACAGCCCCC
AACCCGCTACCAAAAACATTCCAACACCACAAGAATAAAACATTGCTACCCCACCAAAATCTAACCGAACAGAAAACATACCAACACTATCAACAGTAACCACCCCAAAATCCCAACATTCAACAAACCCACCAATAACCATCCCCACCATCAATACTCCAACAAAACCTGCCC
CATACCCAATAACCCGTCAATCCCCCCAAGCCTCAGGAAAAGGATCTGCCGCCAAAGACACAGAATAAACAAAAACTACCAACATCCCTCCCAAGTATACTATAAACAACACCAGGGACACAAAAGAAATACCCAAACTTAACAACCACCCACACCCCGCAACAGAAGCCAGCA
CCAAACCTACCACCCCATAATATGGTGAGGGATTAGATGCAACTGCCAAACCCCCCAACACAAAACATAAACCTAAAAAAAACATAAAATAAGTCATAGCAAL TTCTGCTTGGCTTTTCTCCAAGACCAGTGGCCTG. GCCACTGTTGTCAACTTCAACTACAGAAACTGC

CCTACCCCCCCCATGCAAGTGCTCTCTAC TGTGGGCTTGTACATTACACTACCAT CATAAATACATACAATCCATGTTCCAAAACCATTAATATACACACAG! TAACCCTGAATCTTCCACACTTCCCCTTCAGAGGACTCT
CAA( AR AAR ATTACAATATACGTACTAATACCATTTCCTACCTAGTTTATACATACCGACC CAAGATACGACAGTGCTTGGGTACCTCCTTGCCTGGTGTAGGAGCAT
TTAATCGAGCTCCTCACGTGAAATCAGCAACCCGGTGTCTGGAAGATCCTACGCTACCAGCTTCAGGACCATTCTTTCCCCCTACACCCCTAGCCCATCTTGCTCTTTTGCGC!

ATCTATTGACGTGAGCATCTCATGGTATTCGTCCGGATCTTGC
TGGTTATG ACACTCTTATTCAT TT (‘ATAATTTTT(‘AF\TTTTCP\TTT('CTCTAP\CTTTCT
AGTAGATTTTACCTAAAAATTGACCATGATCAAATCACGATTTTTGTCACGTATTTTATCATCATCTTTATCACTTACAAATAG 'AAAGTTCCATTAATAA AAGACATTCACAATCTGTCTTCATATACTCGAAAAACATAACCTAAACTATAA,

AAAAFCAA/“AAA/“AACAAACAA/“AAA/“AACAAACAA/“AAA/“AACAAACAA/“AAA/“AACAAACAA/“AAA/“AACAAACAA/“AAA/“AACAAACAA/“AAA/“AACAAACAAPAAAPAACAAACAAPAAA/“F\A(‘AP\A(‘AP\CP\AP\CP\A(‘AP\CTTGTCTTCGTAGCTTACCGATTMT
GGCACTGAAGATGCCAAGATGGCTGCCATTCATGCACCCGAAGACAARAGACTTAGTCCTAACCTTACAGTTAGTTCTTGCTARAACATATACATGCAAGTATCCGCGCTCCAGTGTARATGCCCTCAGCCCTTCACTC G. GAG! CGGGTAT! G TCACAGT
TGTAGCCCAAGACGCCTTGCTCAGCCACGCCCCCACGGGTACTCAGCAGTAGTTAACATTAAGCAATAAGTGCAAGCTTGACTTAGTTACAGCAATTCAAGGGTCGGTARATCTTGTGCCAGCCACCGCGGTCACACAAGAGACCCARATTAACCGTATGTCGGCGTAAAGAGT
GGTACTACGATATCATGATAACTAGGATTGAAATGCGGCTAGGCTGTCATAAGCTCAAGACGCACTTARAGCCATCTTTAAGATGATCCTAGCATCTTTGATCAATTTAATTCCACGARAGCTAGGGCACARAACTGGGATTAGATACCCCATTATGCCTAGCCCTARATCTTGA
TGCTTACCACACCAAAGCATCCGCCTGAGAACTACGAGCACAAACGCTTAARACTCTAAGGACTTGGCGGTGCTCCARACCCACCTAGAGGAGCCTGTTCTATAATCGATAACCCACGATTCACCCGACCACCCCTTGCCAGAGCAGCCTACATACCGCCGTCGCCAGCTCACC
TCCCCTGAGAGCCCTACAGTGAGCACAATAGCCTAAACCCGCTAATAAGACAGGTCAAGGTATAGCCTATGGGGTGGAAGARATGGGCTACATTTTCTACAATAG CCCACG. GAG! ATG CAGTCCCCG GGCGGATTTAGCAGTAAAGTAGGACAATAGAG
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ACTTTATCAAAATCCCTATAAAACAAATCCAATACCTAAACTTTCATGTTTTATTACCCCAAGCCTTATTTTCCCCCCCH
ATGTATAATGTACATTACATTATCTGTATACTATACAATACTGGGTTCCAGAAAAGCACCTGTAATTACGCTAAGACTAAGCCT TCGGATAAACCTTCCTAGGACAACATTC CATTAATGAAACA A
TTATCAGTAATACTAAACCCATACGATGGCTTTAAATATAATGGACTTATCAATTCTGTCCGAGGATACGGAAGTGTTTGGAAAACATGATATCAATGGTAACCGGACAAAAATGACGCAACTCTTATAGGACCAATTTCAAGTATTAGGTTATTTATTAATCGATC!
GTGAAATCAGCAACGCACCGTATAAAAGATCCTACGTTACTAGCTTCAGGACCATTCTTTCCCCCTACACCCTAGCACAACTTGCTCTTTTGCGCCTCTGGTTCCTCGGTCAGGGCCATGTCTTGGTTTAC ACTCTGCTTTCTCTTCACAGAGCCATCTGGTAGG! ”TC
CAGATTGTTTTTCATTTTAGTCCGTGATCGCGGCATCTGGTAGTCTTTAGCGCGGCTGGTTCCTTTTTTTTTTGGGGCTCCTTCACTCTACCCTTCCAGTGCACCGGGTGAATACAATCTATAGACGTGAGCATACACTGGGTTACGGCCTATTTCTCATCTTCAGGCGCGGCT
TGGTGTCATGGTTGACGTGTATGTGGAATCATTTTTACACTGATGCACTTTGGTTTCCATTCAGTTTAAGTGTAGCCTTGCAAGCTCCTATTTATGATGCTATTTGGTGAATGTTCGCAGGACATAACAATCTTACTCTTACACCTCATTCATCTCCTCTAACTTTTTARACAA
CACTAGGAARATTTTAACCAAAAAATTAATTACATTTTTATCAAAATTTTATTCCCTTCTTTCATTCTTTGTTATCCCTARATTTTCATTAATGTCATCAAACCACTCCAACCCTACACCTCAGGAAAAGAGGACTTAAACCTCCATCTCCAACTCCCAAAGCTGGCATTTTACA
TTAAACTATCTCCTGCCCGCCCGCCGGCCGACCACAAATCACCTAACCGCTCGAATCGCCCCCCGAGATAAACCCCGTACTAACTCCAGCACAACAAATAAAGTCAACAACAACCCTCATCCAGCTACCAARAAACAAGCCCACCCCACAAGAATAAAACATAGCTACCCCGCTA
ARATCCATCCGAACAGAAAATAAACCTCCATTATCAACAGTAATTACCCCAAGCCCTAACCCTCAAAATCCACTAACTATAACCCCAATAGCTAGTACTAAAACARACCCCGCCCCATACCCGACAACACGCCAATCTCCCCAAGTTTCAGGAAATGGATCAGCAGCCAARGAC
ACAGAATATACAAAAACCACTAACATTCCCCCTAAATAGACCATAAACAATACTAATGACACAAAAGACATGCCCAAACTTAATAACCAACTACACCCTACAACAGATGCTAACACTAAACCCACCACCCCATAATACGGAGACGGATTAGATGCTACCGCTAATCCCCCCAGA
ATAAAACAAACCCCTAAAAAAAGTACGAAATAAGTCATTATAATTCCCGCTTGGCTTCTCTCCAAAATCTGCGACTTGAAAAATCGCTGTTGTAATTCAACTACGAGAACTTTCACTCTAAAACACTTTGATAAARACACCTTCACATCCCTTCCCCCCCCCCCTACCCCCCCCC
CCCCCCCCCCCTAACARAACAACARARCAACARAACAACARARCAACARALCAACARAACAACARAACAACARARCAACARAACAACARAACAACARALCAAGTCTCCGTAGCTTACAAACAAAGCACAGCACTGAAGATGCTGAGACGTTGACACACACAACCAGAGACARAA
GACTTAGTCCTAACCTTACCGTTAATTCCTGCCAAACATATACATGCAAGTATCCGCGACCCAGTGTAARATGCCCTAGACCCCTTACTAAGACAAAAGGAGCGGGCATCAGGCACACCCAAGACTGTAGCCTAAGACGCCTTGCTTAGCCACACCCCCACGGGCATTCAGCAGT
AATCAACATTAAGCAATAAGTGTAAACTTGACTTAGTTATGGCAACTACCTAGGGTCGGTAAATCTTGTGCCAGCCACCGCGGTCATACAAGAGACCCAAATTAACTGTAATACGGCGTAAAGAGTGGTACGATGCTATCATAACAACTAAGATCG TACAATTGAGCTGTC
GTAAGCTTAAAATGTACTTAAGACCTCCCTTAACACGATCTCAGCCCCAATGAACAATTTCACTACCACGAAAGCTAGGACACAAACTGGGATTAGATACCCCACTATGCCTAGCCCTAAATCCTGACACTTATCTAACCARAGTGTCCGCCTGAGAACTACGAGCACARACGC
TTAAAACTCTAAGGACTTGGCGGTGCCCTARACCCACCTAGAGGAGCCTGTTCTATAATCGATAATCCACGATCCACCCAACCGCTTCTTGCCAGAGCAGCCTACATACCGCCGTCGCCAGCCCACCTCATTGAGAGCACAATAGTGGGCCARATAGCTTTACCGCTAACAAGA
CAGGTCAAGGTATAGCCCATGAAGCGGAAGAAATGGGCTACATTTTCTAGCATAGAAAACCCACGGACAGAGGCATGAAACTGCCTCCAGAAGGCGGATTTAGCAGTAAAGCGGGATAATCAAGCCCCCTTTAAGATGGCACTGGGGCACGTACATACCGCCCGTCACCCTCCT
CAARAAAGCTCTATCAAACCTCATAATTTAATATGTTAATTAGCCAAAGATGAGGTAAGTCGTAACAAGGTAAGTGTACCGGAAGGTGTACTTAGCATA
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Calypte anna (Caprimulgiformes/Trochilidae) mitogenome from ND5 to 12S rRNA (CM016612.1 - annotated)
GO-FD in Figure 8




JACCARACACCTA)

T2 TACTCTARTACT T TATAAAAACAT T GECCTTGTAAGCCARAGARTCAAGACTATACCCOTTCTTAGAGET TCGCCCCAACTATCAGAAAAAAAGGACTCARACCTCTATCTCCAACTCCCAAAGCTGGCAT TTTCCATTARACTATTTTCTGGCCCCCC
CCCGGCCGCTTTARACCGCCCGAATGGCCCCACGGGATARGCCCCGCACAAGCTCTARAACAACAAACAATGTCAGCAACAACCCCCACCCCGCARCTARRARACAATCCTGCCCCCCARGAATARAAAAGCGCCGCCCCGCCARAATCCATACGARACARAAAACATCTCCACTC
CATCAACAGTCCCCACCCCAAACTTCCAATCCATAGCAGGACCCCCCACTACTACCCCTAAAACTAGAACTAACACAAAACCAAATCCATATCCCATAACCCGCCAATCTCCCCAAGTCTCTGGAAATGGATCTGCAGCCAGAGACACTGAATAGACAAAGACCACCAACATCC
CCCCCAAATARACCATARATAACACCAACGACACAARAGAAAGCCCAAGACTTATTAACCACCCACAGCCAACAATAGAAGACAGTACCARACCTACAACTCCATAGTARGGAGATGGATTAGACGCAACTGCCARCCCCCCTAATACGARACACAACCCCARRAACAACATAR
BATATATCATAATTTCTGCCTGGCCTCTATCCAAGCCCTATGGCTTGAARAGCCATCGTTGTCTTCCTCAACTACAGAAACAACT TCGTATACCCCCCCTCCCCCCATATTATGGGGACTCT TCTAATTCATTGCTATGTACGCTTTGCAT TAACTAT TATTGTCCACATTCAA
TTAATTAATGTATATCCAAATAACTACTATAACAGTACATAACCCATTTATAATCATATAGTACATAAACCATGACAACTAAGATAGACATAAGATTGTCTTAAATTCATACCTACCCACGTARATTTACTGTAATGACCTATCCAACAGTACAACTCTATCAATACTAARACC
ATAAACTLCTCAAATLAACTCAACCACTCTTTALCATACCAACCCCCTCTCAACTACATACCTTTLACTCCTCACTCACLACAATACTCLCAALAACTCTTCAACTALTTALAACLAAACTACTAFLTTATCTATTAFTCLFTCTTLTLALFAFAAATLALCAALFLALCLCAT
AAAATGTCCTAAGTCACTAGCTTCAAGTGCATTCTTCCCCCCTARACCCTAGCACAACTCGCACTTTTGCGCTACTGGTTCCTATGTCAGGGCC, G, TTCCCC. GAATTCTCTTC. GGCATTTGGTTGGCGTCTCGTATTTCATTCTATTCTTGGCCGGG
TLALCTTLCTTTTTACCCCCCTTCCTTLTTTTTTTTTTCTCCATAACTTLAACCCCCLCTCLCCTCCLTAALCLCCACCATACAATCTCTTCALCTCACLATCCCTCCCLCLCCCCCLTTTTCTCTLCTTLAAFLATTLCTTAATFATACLFTTTCATCTCTTATCCATCTCAT
TTTAGCACTGATGCACTTTGGATAGCATTTGGTTATGGTATTCTCACATACCTACTAAGCTATGTTGCTTTTTAGTTTATGGTCTCCGGACATATTTTACAACTTTTA TTCCTCTAACTTTCTAACCAA CA( A GTTATAATTTTATCATCATTCATCA
TATTTTCATLGTGTATTTTATTCTTLAATATTAATLTATATTCAALACCGGGGTTACATTAAnAnG TAACACCGTTTGTCATCGTGTTTATCATGTTAAATTTCACAC AC A ACTAATGGA.

TAATECTCTARTACT T TATARARACATTCCGCCTTCTARGCCARACAATCARGACTATACCCOTTCTTAGAGT TCGCCCCAACTATCAGAAAAAAAGGACTCAAACCTCTATCTCCAACTCCCARAGCTGGCATTTTCCATTA
AACTATTTTCTGGCCCCCCCGGCCGCTTTAAACCGCCCGAATGGCCCCACGGGATAAGCCCCGCACAAGCTCTAAAACAACAAACAATGTCAGCAACAACCCCCACCCCGCAACTAAAAACAATCCTGCCCCCCAAGAATAAAAAAGCGCCGCCCCGCCAAAATCCATACGAAC
ARAAAACATCTCCACTCCATCAACAGTCCCCACCCCAAACTTCCAATCCATAGCAGGACCCCCCACTACTACCCCTAAAACTAGAACTAACACAAAACCAAATCCATATCCCATAACCCGCCAATCTCCCCAAGTCTCTGGAAATGGATCTGCAGCCAGAGACACTGAATAGAC
AAAGACCACCAACATCCCCCCCAAATAAACCATAAATAACACCAACGACACAAAAGARAGCCCAAGACTTATTAACCACCCACAGCCAACAATAGAAGACAGTACCAAACCTACAACTCCATAGTAAGGAGATGGATTAGACGCAACTGCCAACCCCCCTAATACGARACACAA
CCCCAAAAACAACATAAAATATATCATAATTTCTGCCTGGCCTCTATCCAAGCCCTATGGCTTGARAAGCCATCGTTGTCTTCCTCAACTACAGARACAACTTCGTATACCCCCCCTCCCCCCATATTATGGGGACTCTTCTARTTCATTGCTATGTACGCTTTGCATTAACTA
TTATTGTCCACATTCAATTAATTAATGTATATCCAAATAACTACTATAACAGTACATAACCCATTTATAATCATATAGTACATAAACCATGACAACTAAGATAGACATAAGATTGTCTTAAATTCATACCTACCCACGTAAATTTACTGTAATGACCTATCCAACAGTACAACT

CTATCAATACTAAAACCATAAAGTCCTGAAATCAACTGAAGCAGTCTTTACCATACGAAGGGGCTCTCAAGTACATACGTTTCAGTGGTCACTCACCAGAATAGTGCGAACAACTCTTGAAGTACTTACAACCAAAGTACTAGGTTATCTATTAGTCGGTCTTCTCACGAGAAA
TCAGCAACGCACCGCATAAAATGTCCTAAGTCACTAGCTTCAAGTGC CCCCCTAAACCCTAGCACAACTCGCACTTTTGCGCTACTGGTTCCTATGTCAGGGCCATAACAAGATAATTCCCCAAAGAATTCTCTTCAAAAGGCATTTGGTTGGCGTCTCGTATTTCA
TTCTATTCTTGGCCGGGTCACCTTCCTTTTTAGCGCGGTTGGTTCTTTTTTTTTTCTGGATAACTTCAACGGGCCCTCCGGTGGCTAACGCGGAGCATACAATCTCTTGACCTGAGCATCGGTGGCCCCCGGGCCTTTTCTCTCCTTCAAGGATTGCTTAATGATACGGTTTCA
TGTGTTATCGATCTCATTTTAGCACTGATGCACTTTGGATAGCATTTGGTTATGGTATTCTCACATACCTACTAAGCTATGTTGCTTTTTAGTTTATGGTCTCCGGACATATTTTACAACTTTTACACTTCCTCTAACTTTCTAACCAACACCACTGGAGTTCTAAGTTATAAT
TTTATCATCATTCATCATATTTTCATCGTGTATTTTATTCTTCAATATTAATCTATATTCAACACCGGGGTTACATTARAAAGTTAACACCGTTTGTCATCGTGTTTATCATGTTAAATTTCACACACAAACACCATAAAATTACTAATGAAACCCCCCTAGAAARATTTAAGA
CACCACAAACCCATCCCAACAAACAAACAAACAAACAAACAAACAAACAAACAAACAAACAAACAAACAAACAAACAAACAAACAAACAAACAAACAAACAAACARACARACARACARAACARACARACARACARACARACARACAARACARACARACARACARACARACARACAG
CCACCCCAAACTGTCCATGTAGCTTAGCCAAAGCATAGCACTGAAGATGCTAAGACGACACTAATAAAATGTCCATGGACAAAAGACTCAGTCCTAACCTTACCGTTGATTGTTACCAAACATATACATGCAAGTATCCGCGCCCCAGTGTARATGCCCTCAGACACCTTACCA
AGACAAAAGGAGCAGGTATCAGGCACACCACGACTGTAGCCCAAAACACCTTGCTCAGCCACACCCCCACGGGTACTCAGCAGTAATTAACATTAAGCAATAAGTGTAAACTTGACTTAGTTATGGTARACCTAAGGGCTGGTTAATCTTGTGCCAGCCACCGCGGTCATACAA
GAAACCCAAACCAACGGCAGCACGGCGTAAAGAGTGACATGACAATATCCTCCAAGCTAAGATCGAAACACAACTGAGCTGTCATAAG! GATGTGCAGAAGAACCCC, GAAGGTCCTAGCTAACACGACTTAATTACTGTCACGAAAGCTAAGACACARACTGGGA
TTAGATACCCCACTATGCTTAGCCCTAAATCTTGACACTTCCCCGACCAAAGTGTCCGCCTGAGAACTACGAGCACARACGCTTAAAACTCTAAGGACTTGGCGGTGCCTCARACCCACCTAGAGGAGCCTGTTCTATAATCGATAACCCACGCTACACCCGGCCGCTCTTTGC
ACATTCAGCCTACATACCGCCGTCGCCAGTCCACCTATCCTGAAAGAACAACAGTGAACGCAATAGCCTTAACCACGCTAAAAAGACAGGTCAAGGTATAGCCAATAGAGCGGAAGAAATGGGCTACATTTTCTAACTTAGAAAACTACGAAAGGGGACATGAAACCACCCCCA
GAAGGCGGATTTAGCAGTAAAGTTGGATCATAGTGCCATCTTTAAACCGGCCCCGGGGCACGTACATACCGCCCGTCACCCTCCTCGCARGCTACTCACATGAGTAATTAACACTAACTCCTAGCCARAGATGAGGTAAGTCGTARCAAGGTAAGTGTACCGGAAGGTGCACTT
AGCACAC

Cariama cristata (Cariamiformes/Cariamidae) mitogenome from ND5 to 12S rRNA (CM020379.1 - annotated)
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TTCCTTCTTTTTCCCCTCAGAAAGAGGGGACTTAAACCCCCATCGCCAGCTCCCAAAGCTGGCATTTTTGCGCTAAACTACTCTCTGACC
TCCCCTCACCGCCCGAATCGCCCCCCGCGACAAACCCCGCACAACTTCCAGCACTACAAACAGAGCCAACAGCAACCCCCACCCCGCCACTAAAAACATCCCCACCCCATACGAATAAAGCACAGCCACCCCACTAAAATCTAAACGAACAARAAATACACCCCCTCCATCGAC
AGTCACCACCCCAAACTTCCAACCCTCAACAAACCCCCCCACAATCACCCCCATAGCAAGCACTARAACAAACCCTGCACCATACACCACAACCCGTCAATCCCCCCAAGCCTCCGGAAACGGGTCCGCCGCCAACGACACAGAATARACAARAACCACCAACATGCCCCCTAA
GTAGATCATAAACAGCACTAACGATACAAAAGAAACCCCCAGACTCAATAATCACCCACACCCCACAGCTGACCCTAATACCAAACCAACCACCCCATAGTACGGAGACGGATTAGAAGCAACTGCCAGCGCCCCAAGAACGAAACAAACCCCTAAAAATGATACAAAATAAGC
E CACATTCTCGCTTGGCTTTTCTCCAAGGTCTGTGGTCTGAAAAACCACCGTTGACTAATCTCAACTACAAGAACACGCAAAATAAGTACATTCTTCTCCCCGCCCCCCCCCCCCCCTTCCCCCCC TGTATTATTGTACATTAACTTATCTACCCCATATACATAC
TATGCATGTACTATATACGCCACAATGTTTAACAACCATTCATCAACATTCCACATACTACATTCAAGGAACAAT gC‘T“”ACTATA A”ATAA”TA”CTA”C CQA”A‘ ‘ACTGCTCTCVCAC‘CTCCA”C”AAGGA””‘CC”CAAA GCTGAATGGTCCAGGARATGCT
ACAACAAACCTACTAARACCATATCCCTGTTAACTTATACTCTACCAGCTTTCCTCGAATACGACAGTGCTTAGCTACAAACCCTGAATGGTAACCAGACATATCCTATAATCTCTATTAAGACGGTCACACCTTGCGACTTTCTCGTTGTATCGGTTTCAGGTATCAGGTTAT
TTATTGATCGAACTTCTCACGTGARATCAGCAACCCGGTGTTAGTARGATCCATCATGACTAGCTTCAGGCCCACTCTTTCCCCCTACACCCCTAGCACAACTTGCGCTTTTGCGCCTCTGGTTCCTCGGTCAGGGCCATCTCAACGTTTATCTCTATGATCTTGCTCTTCACC
GATACATCTGGTTGGCCATAACTCACCATTTTAGTCCGTGATCGCGACATTTTCTCTCTTCTTCTCTATTGGTTCTCTTTTTTTTGGGGGGTCTTCAGGCAGCCCTTCAGAGTGGATAACGGTGAATACAATCTAAGACCTGGGCATCTCATGGTCGGCGGTCGGAACTTGGCC
CTCAGGGATCCACTAATGTCATGGTTTAACGGATATGCGGTCTCACCTTTACACTGATGCACTTTGTCTTCCATTCAGCTTTGGTGTGCCCACCCTCCCAGCTTGATGGTGCTATTTAGTGAATGCTTGCTGGACATACT TATATAAGTTCACCTTTCCTTTGAGTTGTCGCCC
TATTCTGCTGAACAAACTAGTAATTTCTAGCCAACTAGGCAAAACACCAAGCCACAAAACATCACATTACACCATACTGCACCATATACCCACCTTTATGTGTACTTTTCATATCTTCTCATATACCACCAACACTARAGT TACAGTAACARATCAACCATTCCACTTCTTTAC
TTCTCCATCCATTATCCCTCACACTCTCCCACAATGTTTTAAATAACATTCATTTTATTTTTATTTTTACTCTTATTTTCATTCTTATCTTCACCCTTATCTCTATCTATTCACCCTTATTCCGCTTAATTTCACTTACTTTTATTTTTATTTTTACTTTATATTTTTTTTATT
TTTACTCTTATTTTCATTCTTATCTTCACCCTTATCTCTATCTATTCACCCCTTATTTCCGCTTAATTCACTTACTTTATTTTTATTTGAATTATTTTTTATTTTTACTCTTATTTCATTCTATCTTCACCTTATCTTATCTTTTTATTTTAATTTCACACACTTTTATTTTTA
TTTTTTACTTTTATTTTTTATTTTTACTTTTATTTTTTATTTTACTCTTATTTTCATTCTTATCTTCACCCTTATCTCTATCTATTCACCCCTTATTTCCGCTTAATTTCACTTACTTTTATTTTTTATTTTTACT TTTATTTTTTAT TTTTACTTTTAT TTTTTATTTTTACT
TTTATTTTTTATTTTTACTCTTATTTTCATTCTTACCTTCACCCTTATCTCTATCTATTCACCCCTTATTTCCGCTTAATTTCACTTACTTTTATTTTTTATTTTTACTTTTATTTTTTATTTTTACTCTTATTTTCATTCTTATCTTCACCCTTATCTCTATCTATTCACCCC
TTATTTCCGCTTAATTTCACTTACTTTTATTTTTTATTTTTACTTTTATTTTTTATTTTTACTTTTATTTTTTATTTTTACTTTTATTTTTTATTTTTACTCTTATTTTCATTCTTACCTTCACCCTTATCTCTATCTAT TCACCCCTTATTTCCGCTTAATTTCACTTACTTT
TATTTTTTATTTTTACTTTTATTTTTTATTTTTACTCTTATTTTCATTCTTATCTTCACCCTTATCTCTATCTATTCACCCCTTATTTCCGCTTAATTTCACTTACTTTTATTTTTTATTTTTACTTTTATTTTTTATTTTTACTCTTATTTTCATTCTTACCTTCACCCTTAT
CTCTATCTATTCACCCCTTATTTC TAATTTCACTTACTTTTATTTTTTATTTTTACTTTTATTTTTTATTTTTACTCTTATTTTCATTCTTACCTTCACCCTTATCTCTATCTATTCACCCCTTATTTCCGCTTAATTTCACTTACTTTTATTTTTACTCTTATCTTTAC
TTCTATCTCATCCTCATTCCT.

TACTCTAATAGT T TACAAARAACATTGGTCT TGTARACCAAAGAACGGAGATCATGOCCCTOOTTAGAGET T TCCTTCTTTTTCCCCTCAGARAGAGGGGACT TAAACCCCCATCGCCAGCTCCCARAGCTGGCATTTTTGCGCTAA
ACTACTCTCTGACCTCCCCTCACCGCCCGAATCGCCCCCCGCGACARACCCCGCACAACTTCCAGCACTACAAACAGAGCCAACAGCAACCCCCACCCCGCCACTARARACATCCCCACCCCATACGAATAAAGCACAGCCACCCCACTAARATCTAAACGAACAAAARATACA
CCCCCTCCATCGACAGTCACCACCCCAAACTTCCAACCCTCAACAAACCCCCCCACAATCACCCCCATAGCAAGCACTAAAACAAACCCTGCACCATACACCACAACCCGTCAATCCCCCCAAGCCTCCGGAAACGGGTCCGCCGCCAACGACACAGAATAAACAAAAACCACC
AACATGCCCCCTAAGTAGATCATAARACAGCACTAACGATACAAAAGAAACCCCCAGACTCAATAATCACCCACACCCCACAGCTGACCCTAATACCAARCCAACCACCCCATAGTACGGAGACGGATTAGAAGCAACTGCCAGCGCCCCAAGAACGARACARACCCCTARARAT
GATACAARATAAGCCATAGCACATTCTCGCTTGGCTTTTCTCCAAGGTCTGTGGTCTGAAAAACCACCGTTGACTAATCTCAACTACAAGAACACGCAARATAAGTACATTCTTCTCCCCGCCCCCCCCCTTCCCCCCCCATTATGTGTTGTTGTACATTAACCTACTTCCCCC
ATATACATATTATGTATGTACTATATATACTACAATGCCTAACAACCATTCATTCATATTCCACATACTACATTCAAGGAACAATCATGCATGTACTATAGACATAATTACCTACCACGACAATAACTGCTCTCCCACACTCCACCCAAGGACTAGCTCAAAGCTGAATGGTCC
AGGAAATGCTACAACAAACCTACTAAAACCATATCCCTGTTAACTTATACTCTACCAGCTTTCCTCGAATACGACAGTGCTTAGCTACAAACCCTGAATGGTAACCAGACATATCCTATAATCTCTATTAAGACGGTCACACCTTGCGACTTTCTCGTTGTATCGGTTTCAGGT
ATCAGGTTATTTATTGATCGAACTTCTCACGTGAAATCAGCAACCCGGTGTTAGTAAGATCCATCATGACTAGCTTCAGGCCCACTCTTTCCCCCTACACCCCTAGCACAACTTGCGCTTTTGCGCCTCTGGTTCCTCGGTCAGGGCCATCTCAACGTTTATCTCTATGATCTT
CCTCTTCAF CATAFATCTGCTTGCCCATAACTCACCATTTTAGTC TCATC CATTTTCTCTCTTFTTCTCTATTCGTTCTCTTTTTTTTGGGGGGT“TTFAHGFAGCF“TTFAGAGTGGATAAFGGTG ATACAATCTAAGACCTGGGCATCTCATGGTCGGCGGTCG

GATCCACTAATGTCA' 'TAAC TTACACTGATGCACTTTGTCTTCCA' CACCCTH CTTGATGGTGCTATTTAGTGAATGCTTGCTGGACATACTTATATAAGTTCACCTTTCCTTTGA
CTTCTCCCCCTATTCTCCTCAAFAAAACTACTFATTTCTACCCAACTACCFAAAACACCAACCCACAAAAFATCACATTAFAFCATACTCCAFCATATACCCACCTTTFTCTCTFCTTTTCATATCTTCTCATATACCAFCAACAFTAAACTTACACTAACAAATCAACCATTC
CACTTCTTTACTTCTCCATCCATTATCCCTCACACTCTCCCACAATTTTTARATAACATTCATTTTATTTTTTATTTTTACTCTTATTTTCATTCTTATCTTCACCCTTATCTCTATCTATTCACCCCTTATTTCCGCTTAATTTCACTTACTTTTATTTTTTATTTTTACTTT
TATTTTTTATTTTTACTCTTATTTTCATTCTTATCTTCACCCTTATCTCTATCTATTCACCCCTTATTTCCGCTTAATTTCACTTACTTTTATTTTTTATTTTTACTTTTATTTTTTATTTTTACTCTTATTTTCATTCTTATCTTCACCCTTATCTCTATCTATTCACCCCTT
ATTTCCGCTTAATTTCACTTACTTTTATTTTTTATTTTTACTTTTATTTTTTATTTTTACTTTTATTTTTTATTTTTACTCTTATTTTCATTCTTATCTTCACCCTTATCTCTATCTATTCACCCCTTATTTCCGCTTAATTTCACTTACTTTTATTTTTTATTTTTACTTTTA
TTTTTTATTTTTACTCTTATTTTCATTCTTATCTTCACCCTTATCTCTATCTATTCACCCCTTATTTCCGCTTAATTTCACTTACTTTTATTTTTTATTTTTACTTTTATTTTTTATTTTTACTTTTATTTTTTATTTTTACTCTTATTTTCATTCTTATCTTCACCCTTATCT
CTATCTATTCACCCCTTATTTCCGCTTAATTTCACTTACTTTTATTTTTATTTTTACTTTTATTTTTTATTTTTACTCTTATTTTCATTCTTATCTTCACCCTTATCTCTATCTATTCACCCCTTATTTCCGCTTAATTTCACTTACTTTTATTTTTTATTTTTACTTTTATTT
TTTATTTTTACTCTTATTTTCATTCTTATCTTCACCCTTATCTCTATCTATTCACCCCTTATTTCCGCTTAATTTCACTTACTTTTATTTTTTATTTTTACTTTTATTTTTTATTTTTACTCTTATTTTCATTCTTACCTTCACCCTTATCTCTATCTATTCACCCCTTATTTC
CGCTTAATTTCACTTACTTTTATTTTTTATTTTTACTTTTATTTTTTATTTTTACTCTTATTTTCATTCTTACCTTCACCCTTATCTCTATCTATTCACCCCTTATTTCCGCTTAATTTCACTTACTTTTACTTTTACTCTCATCCTCATTTTTCACCCACCATTATCCCARAC
TCCCACTTCCCCACAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTAACAAACCAATTAACAAACCAATTTAACAAACCAATTTAACAARACCAATTTA
ACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAAC
CAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAACCAATTTAACAAGGTCCCCATAGCTTACAACAAAGCATAACACTGAAGATGTTAAGACGCTGCTAAATGCATC! GAGACTTAGTCCTAACCTTGCCATTAAT
TCCCCGCTAAACATATACATGCAAGTATCCGCACGCCAGTGTAAATGCCCACAGCCGCCTTACCAAGGCAAAAGGAGCAGGCATCAGGCGCACTTACGACTGTAGCCCAAGACGCCTTGCTTAGCCACACCCCCACGGGAACTCAGCAGTAATTAACATTAAGCAATGAGTGTA
AACTTGACTTAGTTATAGCAACCCAAGGGCCGGTAAATCTTGTGCCAGCCACCGCGGTCACACAAGAGGCCCAAATTAATCGCTAAACGGCGTARAGCGTGGCACTACCCTATCACAGCAACTAAGATCAAAATGCAATCGAGCTGTCATAAGCCTAAGCTGCACCARAGACCG
CCTTARAGATGATCTCAGCCCCTCTGATTGACTACGCCCACGARAGCCAGGGCACARACTGGGAT TAGATACCCCACTATGCCTGGCCT TARATCTAGATGCTCACCGTACCCAAGCATCCGCCCGAGAACTACGAGCACARACGCTTGARACTCTAAGGACTTGGCGGTGCCC
CAAACCCACCTAGAGGAGCCTGTCCTATAATCGATAACCCACGATACACCCGCCCGCTTCTTGCCAAAGCAGCCTATATACCGCCGTCACCAGTCCACCTCTGTH TAATAGTGGGCACAATAGCCCCCGCGCTAACAAGACAGGTCAAGGTATAGCCTATGAAGCGGA
AGAGATGGGCTACATTCTCTAAAATAGAGAACTCACGAAAGCGGGTGTGARATCACCCCCGGAAGGCGGATTTAGCAGTARAGTGGAATAATAAAGCCCCCTTTAAGTTGGCCCTGGGGCACGTACATACCGCCCGTCACCCTCCTCATAAGCTTCAACCGCCCATAGCTAATA
CGCCCACTAGCCAAAGACGAGGTAAGTCGTAACAAGGTAAGTGTACCGGAAGGTGCACTTAGCACA

Catharus ustulatus (Passeriformes/Turdidae) mitogenome from ND5 to 12S rRNA (CM020378.1 - annotated)

@
@
s
I
«Q
c
=
(]
o]




ITCCCCATAAACACTCAGAAAGAAAGGAATCAAACCTTCCTCACCAACTCCCAAAGCTGGTATTTTCAACTAARACTACTTTCTGACCCCTARACAG
CCCGAATAGCCCCCCGAGATAACCCCCGCACAAGCTCCAGTACCACGAACAACGTCAACAACAACCCTCACCCACCAATTAAAAACAGCCCCGCCCCCCACGAATAGAACTCAGCCACCCCACTAAAATCCAACCGAACCGAAGACAAACCGCCAGAATCCACTGTACCCCACC
CACCAACAACTCAGGCCCCGCTCCCARAACAACCCCCACCAGAACAACCAAACACATACCCAAACCATAACCAACAACCCCCCAATCTGCCCACGCCTCAGGATARGGATCCGCCGCCAGCGAAACCGAATAAACARACACCACCAACATACCTCCAAGATAAACCATCACCAG
CACCAAAGACACAAAAGAAACCCCCAAACTAACCAGTCAACCGCACCCAGCAACAGAAGCCAAAACCAACCCCACAACCCCATAATAAGGCGACGGGTTAGAAGCAACTGCCAACCCCCCCAAAACAAAGCATAACCCCAAAAATAAGACAAACTGCATCATARAATTCCCGCCC
EGGCTTTCTCCACGCATCTCCCCCCTCAAAACCCCCTCTTATACGAAATTTAACTACAAGAAC TCCTTACACCGCCGCCCCCCCTCGGCCCCCCCAGCATGTTTTCTCATGCTTTACAGGGTATGTACGTTCTGCATTAGGTATTTTTGCCCCATCAGACAGTA AATGTAGG
ATACTCCACGCGATACGGGTATGCTCTCCCAATTTAACTCAAACATGAACGCCCATGAGATAATGTTCGTGCCATCACCCTACTAGGGACACCTTTGTTTCAGGTACCATATAGCCCARATGATCCTACCTCCAGCCCAGGCCGCCGGCGTCGCTTAAGTTCGACACTGCTCCT
TTGTACCGACAATC! \A CGG. CACAG CTTTGTAACCTCC AATTGAATTCGCCCACCTCCAAGGGTCCCTTCCCGTCCAACCACTTTCAGGAACTCCCAAGCCAGAGAGCCTGGTTATCTATTGATCGTGTTTCTCACGAGAACCGAGCTA

CCCCGTGTCAGTTATACCTTCGGTTATTGGCTTCAAGGACATAACATCCCCCTACACCCTAGCCCAACTTGCTCT TCCTATTTCAGGGCCATAACTTGATCCATTCCTTCTCTCTTGCTCTTCACAGATACAAGCGGTCGGGATGAATACTCCTCATTCT
CT AAT! CATTC
ccC GCATACCCGGACAC GCTATTTAC

TTATCATGACATTTTCATACAAAATTAGCTAAATATTTTAATACATCTCCCTACCTCTAACCAAAGCATTCGTTATCATAACATTTACAAACAAACTTCCTCTATTTTCCCCCTATTARACAAACCAACAAACCCATACCATAACACCCACCCATCARCTAACAATCAACCARA
CATTTTAATACATTCCCCTACCCCTAACCGATATCATTCACTGTCACAATATTTACAAAAGCTTGCCCCATTCCCCCCCCTCCACTCGGACAAARACTTARCAGCGAGCARAACCCAAAAGAATAAGCCCCCACAAACACTCAGAAAGAAAGGAATCARACCTTCCTCACCAACT
CCCAAAGCTGGTATTTTCAACTAAACTACTTTCTGACCCCTAAACAGCCCGAATAGCCCCCCGAGATAACCCCCGCACAAGCTCCAGTACCACGAACAACGTCAACAACAACCCTCACCCACCAATTAARAAACAGCCCCGCCCCCCACGAATAGAACTCAGCCACCCCACTARA
ATCCAACCGAACCGAAGACAAACCACCAGAATCCACTGTACCCCCACCCACCAACAATTCAGGCCCCGCTCCCAAAACAACCCCCACCAGAACAACCAAACACATGCCCAAACCATAACCAACAACCCCCCAATCTGCCCACGCCTCAGGATAAGGATCCGCCGCCAGCGAAAC
CGAATAAACARACAGCACCAGCATTCCTCCAAGATAAACCATCACCAACACCARAGACACAARAGARACCCCTARACTAACCAGTCAACCGCACCCAGCAACAGAAGCCARAACCAACCCCACAACCCCATAATAAGGCGACGGATTAGAAGCAACTGCCAACCCCCCCARARC
AAAGCATAACCCCAAAAATAAGACAAACTGCATCATAAATTCCCGCCCGEGGCTTTCTCCAGCGATCTGCCGCCTCAAAAGCCCCTGTTATAGAAATTTAACTACAAGAACT CCTTACACCCCCCCCCAGTACGTCCCCCCCCCCAGCATGTTTTCTCATGCTTTACAGGGTATGT
> \TTAGGTATTTTTGC \TCAGACAGTACTATAATGTAGGATACTC ATACGGGTATGCTCTCCCAATTTAACTCAAACATGAACGCCCATGAGATAATGTTCGTGCCATCAC ATATAGC \TGAT
CCTACCTCCAGCCCAGGCCGCCGGCGTCGCTTAAGTTCGACACTGCTCCTTTGTACCGACAATCCATACAATATACGGATAACGTCACAGTACACCT TTGTAACCTCCAGGACAATTGAATTCGCCCACCTCCAAGGGTCCCTTCCCGTCCAACCACTTTCAGGAACTCCCAAG
TCTATTGATCGTGTTTCTCACGAGAACCGAGCTACCCCGTGTCAGTTATACCTTCGGTTATTGGCTTCAAGGACATAACATCCCCCTACACCCTAGCCCAACTTGCTCTTTTGCGCCACTGGTTCCTATTTCAGGGCCATAACTTGATCCATTCCTTC
GTCGGGATGAATACTCCTCATTCTCTCTCGTAATC CATTCCGACCGTCTCTGCACTTTTTCCTTTCTGGGGGTCTCTTC TATCTTCCTCTTGACATGTCCATCACATGTGCGCCT
AAACCGCATAACTTGTCATGGTCTCATGGTATAACC GCATACCCGGACACTGATGCACTTTGACCCCATTCACGAGGGGGAGGCTAT! CACCGGACATATTTAGATTGTTTCCCCTTTCTAGG
CACCAAAARATCATCATTTTTTTTATTCGTTTATTTTTATCATGACATTTTCATACAAAATTAGCTAAATATTTTARTACATCTCCCTACCTCTARCCARAGCATTCGTTATCATAACATTTACAAACAAACTTCCTCTATTTTCCCCCTATTAAACARA
c AARATCTTTACCTCCACACACACGTACACAAACAGTAATTCCCCTGACARATCACCCCAACTARAACCARACAARAACACARCACATGTCCCTGTAGCTTAATGAAAGCATGACACTGAAGATGTCAAGATGGCTGCCACACACACC!
TTAGTCCCAACCTTACTGTTAGTTGTTGCTAGGATTATACATGCAAGTATCCGCGCCCCAGTGAGGACGCCCTGGACACCTTACCCAAGGTAGATAGGAGCAGACATCAGGCACACCACCAACCGTAGCCCAAGACGTCTGGCAATGCCACACCCCCACGGGTTATCAGCAGTA
GTTAACATTAAGCAATGAGTGCAAACTTGACTTAGCCATAGCAAATCAGAGTCGGTAAATCCTGTGCCAGCCACCGCGGTCATACAGGAGACTCAAATTARCT TTATAACGGCGTARAGAGTGGTCGCATGCTATCCAAGTAGCTAAGATTAAAAAGCAACTGAGCTGTCATAA
GCCCAAGATGCTCATAAGGCCTCCGTCCTCAARGAAGATCTTAGAACAACGATCAATTGAATCCACGARAGCCAGGGCCCAARCTGGGATTAGATACCCCACTATGCCTGGCCCTARATCTTGATGCTCTACATTACCTGAGCGTCCGCCCGAGAACTACGAGCACAAACGCTT
ARAAACTCTAAGGACTTGGCGGTGCCCCAAACCCACCTAGAGGAGCCTGTTCTGTAATCGATAATCCACGATACTACCTGACCATTCCTTGCACGAATCAGCCTACATACCGCCGTCGCCAGCCCACCTTTCCTGACAGCCCAACAGTGAGCGCAATAGCCTAACCCGCTAGTAA
GACAGGTCAAGGTATAGCCTATGGAATGGAAGCAATGGGCTACATTTTCTAAGCTAGAACATACGGATAGGGATATGARACTGTCCCTGGAAGGCGGATTTAGCAGTAAAGAGGGACAATGGAGCCCTCTTTARGCCGGCTCTGGAGCACGTACATACCGCCCGTCACCCTCCT
CATAAGCGCCCCACACCCAATACCTAATAAGCCATTCAGCTAAAGATGAGGTAAGTCGTAACAAGGTAAGTGTACCGGAAGGTGCACTTAGGACAC

AATTTCCATCTAA,

Colius striatus (Coliiformes/Coliidae) mitogenome from ND5 to 12S rRNA (MN356125.1 - re-annotated)
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TACCTCCCCACCTCAACCAAAGGTCCCTCCCCAACATTTAACAGTTTCGCGGAGAGGGGCCTTTATTGCCCCACCCCCCTTAACCTCAACCAAAGGTCCCTC
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ATGTTTGAACTGAT TAGCATGTCAACGGATACGAACTCGA:! GCCATTTCTACCAATGTACTAAAAGAATCCATGGCACAAGGAATA
CAGACATAGATAACTTC! A C TGC' =C C TTTACCCCATCCCGCCAATCGTATCTAGGCAAAACCGCAGCATTTCTCGTAGTGCCGGTTTCTAAAGGACTGGGTTATTTATTAGTCGTGCACCTCACG
TGA? GACTTGCGCTTTTGCG B ATCTATAGGCGTTATCCCCA CTTGTCATTCACAGATACATCTGCTG. TATGTA
TCAACATTTGGCC! ) CGGCGGTGCGAGATGAGCTTACTATTGCGTGACGTGGGCATCGGTGG GGCCGATTCCTCTCTTTCCTTCGGTTTTACTGAATGA
G, B TGAT TTCTCATGTCTATATT? T TCAATTTATGAGGTTATTTAATTAAT “GTAGACATAAAAATTTTTATTTTTGCTTC TAACTTTTC C TGCCATCCCAGCTAGAGA
AATCTTCCTAGATACGACACTAAAAATTTTTAATTTTTA A TGTTCAAATTTTTTAT CTAATTT TAAAAAAAATT ATTTCATCAAAATTTTAAAAATTTTTCATATTATCTTCACGCAAATACCTTAGCAAATTT 'AAAATTT
TTCACTTCTCCACTATTTGATCCTTACCAAAAAATTCACATACAACATAGGCAAAATCACCCCATTACACCCCCCCTCACACCCCACCCCARAACTTATTCACCARACACCAARAARATCACCTACAATCCCCARCAAACTAGTACCTGATCAGAAAAAGAGGAATTAAACCCCT
ACCTCCAACTCCCAAAGCTGGTATTCTCTACTAAACTACTTTCTGCTTTATACCCCETACACCGCCCCARTCGCCCCCCCAGATARCCCACCAACCATTTCCAATACCACARACAGAGTTAACAACAGCCCCCACCCAGCCACTAGARAACAACCCTGCCCCTCATGAATAARAC
ATAGCCACCCCACTAAAATCCAACCGAACAAAAAACTCACCACCACTATCTACAACACCTACCCCAAACTTCCAATCCCCACTAACCCCGCCAATCAAGAACNCAATTACAAGCACCAACACCAACCCCAAACCATACCCCACTACCCGTCAATCCCCCCAAGCCTCAGGAARA
GGATCAGCCGCCAAGGCCACAGAATATACAAAAACCACCAGCATCCCCCCCAAATAAACCATAAACAACACCAAGGARACAAAAGACAACCCCAAACTCATTAACCACCCACATCCAACAACAGATGCTAACACCAACCCTACCACCCCATAATACGGAGACGGATTAGACGCA
ACAGCCAACCCCGCCAAAACCAAGCACACCCCCAARAAAATCACAAAATATGTCATAATAATTTCTGCTTGGCCTCTCTCCAAAACCTGCGGCCTGAAAAGCCGCCGTTGTCTAATTCAACTACAGAAACCTTACCCCAACAAACTTTTAGACCTCTATCCTAATCACCCCAAC
CTCACCCACAAAAACCTACAAAACATCTATTTAACTAAATTTTCTGCAAACCCACCTAAGAACTATCAAACAGACTAACCCACACCCACAATACTCCCCGATAAAACCCCCATCCCACAAAATCGCCTAACTATACAACTCCTACATGACTTCGCTACTAAACCACCTAACAAC
CCATACCATAAATTTGACTGTTCAAACGACCCTAACACCATACTTACCCTAAACCCCCCARACAAAAAATTATACCCCCCCGTCTTTGTAGCTTACCACAAAGCATAACACTGAAGATGTTAAGACGATGCACCACCGCACCCAAAGACAAAAGACTTAGTCCTAACCTTACAG
TTAGTTTTTACCAAGTATATACATGCAAGTATCTGCACTCCAGTGTAAATGCCCTAGTAACTTCACCAAAGACAAAGGAGCTGGTATCAGGCACACCCACCGTAGTAGCCCARAACACCTTGCTTTGCCACACCCCCACGGGTACTCAGCAGTAATTGACATTAAGCAATAAGT
GTAAACTTGACTTAGCTATGGTAAACAACCAGGGTTGGTARATCTTGTGCCAGCCACCGCGGTCATACAAGARACCCARATTAACTGTATACGGCGTARAGAGTGGCACAACAATATTARACTAACTAAGGCTARAACATAACCAAGCCGTCATAAGCCARAGTTACCCATARA
CTCACCCTAAAAACGACCTTAGTATTCATGATAAACCTATTGCCACGARAGCTATGACACAAACTGGGATTAGATACCCCACTATGCCTAGCCATARATCCAGATCCTCCACCCACCCGAGTATCCGCCCGAGAACTACGAGCACAAACGCTTARAACTCTARGGACTTGGCGG
TACCCCAAACCCACCTAGAGGAGCCTGTTCTGTAATCGATAACCCACGATACACCTAACCACTTCTAGCCAAAACAGCCTATATACCGCCGTCGTCAGTTTGCCTTAATTGAGAGTGCAACAGC, CACAATAACCACCACGCGCT, GACAGGTCAAGGTATAGCCCAT
GAAGTGGAAGAAATGGGCTACATTTTCTATAATAGAACATTCACGARAAGGGGTATGARATCTACCCCTAGAAGGCGGATTTAGCAGTARAARAAAGACAATARAACTTTTTTTAAGACGGCCCTGGGGTACGTACATACCGCCCGTCACCCTCCTCATATACTGCCCACCAATA
ATACTTAAT. CTAGC TAAG. GTAAGTCGT. GGTAAGTGTACTGGAAAGTGCACTTAGCATA

Fregetta grallaria (Procellariiformes/ Oceanitidae) mitogenome from ND5 to 12S rRNA (MN356296.1 - re-annotated)
O-FD in Figure 8

@

CCAAATTA]

CCACTAACCATAAACCACARACACACCTCAG, GACTTAAACCTTCATCTCCAACTCCCARAGCTGGCATTTTACATTAAACTATTC
TCTGACCACCCCTARACAGCCCGAAGAGTCCCACGCGACAACCCTCGTACAAGCTCCAGTACAACAAACAAAGTCAACAATAACCCCCACCCTGCCACCARARACATTCCTACACCCCACGAATARAANATGGCCACCCCACTARAATCCAACCGAACAGARAACATACCCCCA
CTATCAACAGTCCCCACATCCACCTTCCAACACTCAATGAATCCCCCAACAACACCCCCAATAACAAGCACAGAAACAAGCCCCACCCCATACCCTACAACATCCCAATCTCCCCAGGCCTCCGGARAAGGATCGGCCGCCAAAGACACCGAGTACACARAGACCACTAACATT
CCACCCAAATAGACCATAAACAGCACCAATGATACAAAAGAAATACCCAAACTCAACAATCACCCACACCCCACAACTGACCCTAATACCAAACCAACTACCCCATAATAAGGCGAAGGATTGGACGCAACTGCCAATCCTCCCAARACAAAGCATAACCCCAARAAARGGACA
BARTAAGTCATAGCAGTTTCCGCCTGGCCCCTCCCCAGGACTTGTGGCCTGARAAACCACCGTTGTAAATTTCAACTACAGARACCCCCARGACACTATCAATGGTACTTCGGACATTACTATATGGCTACCCCCCCTACCCCCCCAGGTACTGACATCAGCTATGTATATCGG
AATTACCTGGTCCATCGAGCATTACATGGTATGTGAGAGGTGCATGCAGTAGCATGTGCTAAATCCATGCCATGTARATARTACATTATATGTATATGTGTCGCATACATTNNATGCATGTATANCNTNCATAACATGTTAACGGATATACCCTACATCACCACCCCTCTACTT
TCAGGAAATGGCAGAGCTTCAATGATCCTTGGACATAACACAAACACTCCTCGCGCTARACCCATTCACCCTCTAGGTTATACTTGACAAGTCCCTAAGTATACGGCAGTGCTTAAGTACAAACTCTGTCACGGTAGCAGGACATAACCCTTCAATCACTTCTCGTAGGGCCGG
TATCTATCGGACTGGGTTATCTATTAATCGTTCTTCTCACGTGARATCAGCARCCCGGTGTATGAAAGACTCTGCGTTACCAGCTTCAGGACCATTCATTCCCCCTACACCCCTAGCACTACTTGCACTTTTGCGCCTCTGGTTCCTATGTCAGGGCCATAACTTGGTTARTCC
TACGACCTTGCTCTTTACGAATACATCTGGTTGGCTATATGCGAGCTTCTCACCCGTGATCGCGACATCTGGATAGCCTTTCCTCTTTTGGTTCCCTTTTTTTTTGGGGCGTCTTCAGGCAGCCCCTCCAGTGCGGAGCAGGTGATTCCAAGTTATAGACGTGAGCATCACATG
ACATGCGGCCTGATTTTGGTCCTCAGGTGTTACTGAATGAGACGGTTGAAGTATATGGGGAATCATCTTAACACTGATGCACTTTGCGTTGCATTTGGTTATGGTGTGTCCACAGACTATTTTATATGT TGCTAT T TGATGAATGCTTGTGGGACATGATTTTTCACTTTTACA
CTTCCTCTAACTTTCTAAACAACACTAGGAACTTTCAACTAATTTTTCACTACAATTTTTTTTCATTTTTTTTCATTTTTTCATCACACT TTTTTCACATACCATATCCGCTAARAATCCATTARTAAATCARAACCATTCCATCATCGTTTCATCATCGTTTCATCATCGTTT
CATCACCACCCACACCAAACAAATACTAGGAATATTTCTACTAAACTTTTACCATTTCTTTCCATCGTATTTTTATCACTCATTTTATGTGTGCARATGCGTGTATATCGACATTAATCAGCGCTGGAGT TACATTAATARATTTGATTTCCATTTCTTTTTCCCACACCACAT
R . .. o o o . o V. o e e 910 VY o e e o U Y Vo o oo o o Y VY e o o G o W o V0 e e o e Vo Ve
AGCCCTCTTCTCCCCCAACCTACTAGGAGACCCAGAGAACTTCACCCCAGCARATCCACTGGTTACACCCCCTCACATCARACCAGAGTGATACTTCCTATTCGCATACGCCATCCTACGCTCAATCCCCAACAAACTAGGCGGAGTACTAGCCTTAACCGCCTCCGTACTCAT

522 A G A A AT GG T T G AR AC O GANTGAAGACTACACCTCRTOTTAGAGT CC-.CTAACCATAAACCACAAACACACCTCAGARA
ARAAGGACTTAAACCTTCATCTCCAACTCCCAARAGCTGGCATTTTACATTAAACTATTCTCTGACCACCCCTAAACAGCCCCGAAGAGTCCCACGCGACAACCCTCGTACAAGCTCCAGTACAACAAACAAAGTCAACAATAACCCCCACCCTGCCACCAAARACATTCCTACAC
CCCACGAATAAAANATGGCCACCCCACTAAAATCCAACCGAACAGAAAACATACCCCCACTATCAACAGTCCCCACATCCACCTTCCAACACTCAATGAATCCCCCAACAACACCCCCAATAACAAGCACAGAAACAAGCCCCACCCCATACCCTACAACATCCCAATCTCCCC
AGGCCTCCGGAAAAGGATCGGCCGCCAAAGACACCGAGTACACAAAGACCACTAACATTCCACCCAAATAGACCATAAACAGCACCAATGATACAAAAGAAATACCCAAACTCAACAATCACCCACACCCCACAACTGACCCTAATACCAAACCAACTACCCCATAATAAGGCG
AAGGATTGGACGCAACTGCCAATCCTCCCAAAACAAAGCATAACCCCAAAAAAAGGACAAAATAAGTCATAGCAGTTTCCGCCTGGCCCCTCCCCAGGACTTGTGGCCTGARAAAACCACCGTTGTAAATTTCAACTACAGAAACCCCCARGACACTATCAATGGTACTTCGGAC
ATTACTATATGGCTACCCCCCCTACCCCCCCAGGTACTGACATC. ATGTATATCGGAATTACCTGGTCCAT TTACATGGTATGTGAGAGGTGCATGCAGTAGCATGTGCTARATCCATGCCATGTAAATAATACATTATATGTATATGTGTCGCATACATTNNAT
GCATGTATANCNTNCATAACATGTTAACGGATATACCCTACATCACCACCCCTCTACTTTCAGGAAATGGCAGAGCTTCAATGATCCTTGGACATARCACARACACTCCTCGCGCTARACCCATTCACCCTCTAGGTTATACTTGACAAGTCCCTAAGTATACGGCAGTGCTTA
AGTACARACTCTGTCACGGTAGCAGGACATAACCCTTCAATCACTTCTCGTAGGGCCGGTATCTATCGGACTGGGTTATCTATTAATCGTTCTTCTCACGTGAAATCAGCAACCCGGTGTATGARAGACTCTGCGTTACCAGCTTCAGGACCATTCATTCCCCCTACACCCCTA
GCACTACTTGCACTTTTGCGCCTCTGGTTCCTATGTCAGGGCCATAACTTGGTTAATCCTACGACCTTGCTCTTTACGAATACATCTGGTTGGCTATATGCGAGCTTCTCACCCGTGATCGCGACATCTGGATAGCCTTTCCTCTTTTGGTTCCCTTTTTTTTTGGGGCGTCTT
CAGGCAGCCCCTCCAGTGCGGAGCAGGTGATTCCAAGTTATAGACGTGAGCATCACATGACATGCGGCCTGATTTTGGTCCTCAGGTGTTACTGAATGAGACGGTTGAAGTATATGGGGAATCATCTTAACACTGATGCACT TTGCGTTGCATTTGGTTATGGTGTGTCC,
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ACTATTTTATATGTTGCTATTTGATGAATGCTTGTGGGACATGATTTTTCACTTTTACACTTCCTCTAACTTTCTAAACAACACTAGGAACTTTCAACTAATTTTTCACTACAATTTTTTTTCATTTTTTTTCATTTTTTCATCACACTTTTTTCACATACCATATCCGCTAAA
AATCCATTAATAAATCAAAACCATTCCATCATCGTTTCATCATCGTTTCATCATCGTTTCATCACCACCCACACCARACAAATACTAGGAATATTTCTACTAAACTTTTACCATTTCTTTCCATCGTATTTTTATCACTCATTTTATGTGTGCARATGCGTGTATATCGACATT
AATCAGCGCTGGAGTTACATTAATAAATTTGATTTCCATTTATTCATACACCCATCCACACAGCACATCAGCACCARAAACCAACGAACAATCAACAAACAAATCATAGGTARATCATAAGTAARATCATGAAGCAATCAACGAACGATCAACGAACAATCAACGAACAATCAAC

\AATCATAGGTAAATCATAAGTAAATCATGAAGCAATCAACGAACGATCAACGAACGATCAACGAACAATCAACAAACAATNCNANANCNANANANCNANANATCATAGGTAAATCATAAGTAAATCATGAAGCAATCAACGAACGATCAACGAACAATCAACGAACAAT
CAACGAACNATCAACAAACAAATCATAGGTAAATCATAAGTAARATCATGAAGCAATCAACGAACGATCAACGAACNATCAACNAACNAATCAACGAACNATCAACGAACNATCAACGANCNATCAAC C TCATAGGTAAATCATAAGTAAATCATGAAGCAATCAACGA
ACGATCAACGAACAATCAACGAACAATCAACAAACAAATCATAGGTAAATCATAAGTAAATCATGAAGCAATCAACGAACGATCAACGAACGATCAACGAACGATCAACGAACAATCAACAAACARATCATAGGTAAATCATAAGTAAATCATGAAGCAATCAACGAACGATCA
ACGAACGATCAACAAACAAATCATAGGTAAATCATAAGTAAATCATGAAGCAATCAACGAACTGTTCTTGTAGCTTACAATARAAGCATGGCACTGAAGATGCCAAGACGGTTAACCTATACACCCAAGAACAAAAGACTTAGTCCTAACCTTACCGTTAATTCTTGCTAGACAT
ATACATGCAAGTATCCGCATTCCAGTGTAAATGCCCTTAATCTCTTATAAAGACARAAGGAGCAGGCATCAGGCACACCCACAGTAGTAGCCCARGACGCCTTGCCTAGCCACACCCCCACGGGCACTCAGCAGTAATTGACCTTAAGCAATAAGTGAARRACTTGACTTAGTTA
TAGCAATATCACAGGGTTGGTAARATCTTGTGCCAGCCACCGCGGTCATACAAGAAGCCCAAATTAACTGTAATCCGGCGTAAAGCGTGGTACCACGATGTCACGACAACTAGGATCAAAGTGCAACTGAGCTGTCATAAGCCTAAGGTACACCTARATCCACCCTCAAGATGAT
CCTAGCACCCATGACCAATTAAACCCCACGAAAGCTAAGGTACAAACTGGGATTAGATACCCCACTATGCTTAGCCCTAAATCTCGATACTTTTCCCCCACCAGAGTATCCGCCCGAGGACTACGAGCACARAACGCTTARAACTCTAAGGACTTGGCGGTGCCCCAAACCCACC
TAGAGGAGCCTGTTCTGTAATCGATAACCCACGATGCACCCAACCGCCCCTTGCCGAGGCAGCCTACATACCGCCGTCGCCAGCCCACCTCTCTTGAGAG CAGTGGG CAGTCATCCCACT. GACAGGTCAAGGTATAGCCCATGAGGCGGAAGARAATGGG
CTACATTTTCT. TAG. TTTCACG GGATGTGAAAGCCGTCCCTGGAAGGCGGATTTAGCAGTAAAGTAAGATAATAAAGCCTACTTTAAGCTGGCCCTGGGGCACGTACATACCGCCCGTCACCCTCCTCATAAGCTATAAGCCATTARATACCTAATACACC

Ketupa blackistoni (Strigiformes/Strigidae) mitogenome from ND5 to 12S rRNA (LC099104 - re-annotated)
O-FD in Figure 8
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CCAACGACACAAAAGAGACCCCCAAACTTAATAGCCACCCACACCCAGAAACCGACCCCACCACTAACCCTAAAACCCCATARTATGGAGAAGGATTAGATGCTACCCCCAAACCCCCCAAAATAAACCCAACCCCTAAAAAAAGCACAAAATATGTCATGATCATATTTCTAC
CCGGACTCTATCCGAGGTCTGCGGCCTGAAAAGCCGCCGTTAACTGACCCTTAACTATAGAAACCCCTAATAAGGCAATCCCTCTGGCCCCCCCTTACCCCCCCGGCCCAGGGATTGCCCTTTATGCCGCTCGGGATGTATAATTGTGCATTAATCCATCTACCCCATAATACA
TAACATGCATGTACT. CACATACAATCCATGTAC, TACTCACCATTAATGTACCATATACATACAATCCATGTACTAAACTCATAAC TTAATGCCCT GAATATCCTACCCATGAC, GACACACATATCCATGTACAAT, TACCATCCATGTACAAT.
ACACACTATCCATGTACTATTAATACTCCAATTCATGGCACCAAGATATAACATCCATGCCTCTATAAACATACCATCCATGCTAATTAACTAACCATTC. CLLAPJLAhAhTLTATCLATGTALhALACLhThApuLAGuLAPAAJL TCGAATACTCTAGTCAACGGCTC
TAFTTTFAAFCFFTAATFAACTAATFCTFFFAFFTAAACFAFAFTATFTFFAFTFFTAFFTAAAFFATAAFTFTTFAFAATFTFTAATAFCFAAATCTFFFACTATAFCFATATCCTFAFAFCFC v; 5 GCATCTAGCCACGAATTGCTCGTTGTA
CCGGCTCCCARAGGAACAAGGTTATCTATTAGTCGGGCTTCTCACGTGAAATCAGCAAI PGTGTTAGTAAGATCCTCTACTCCTAPCTTCAPGCCCATTCTTTCCCCCTACACCCCTAGCCCTACTTGCACTTTTGCGCCTCTGPTTCCTTTTTCAPGPCCATCTCTCTATC
CATCCTCTCAACTTGCTCTTCACCGATACATCTGGTTGGCTATTGATCACCATTCTCCCTCTTAATCGCGACATCCTATAGTCCCTTCACTTTTGGTTCTCTTTTTTTTCTCTCGGCTTCACTCTGCCCTTCARGTGCAGCGGGTCCTACGGTTTGTGGACATGCGCATCTGGT
TATGCGCTGACAACTATTCTCGCCCTCCCCTGAACGCTCTGGTGTTATGGCGTARAGATATGGGGAATCACCTAAGCACTGATGCACTTTGTCTTCCATTCAGTCTTGGTATATCGTTCATAGTCTCTATTATGTTGCTATTTATTGAATGGTCACAGGACATGCACTATTATA
TCAACACTTCCTCTAACTTGTAAACAACGCCAGCAAAATTCAGCTAAAATTCGTTACAAATCTTAATCAAATTTTATCGTTAACTTCATTTATGTCGTCGGCACTCGAATTCCATTAATAATTTGATCATTCGTTTTACACGTTTTTATCCAAATTTTATTCGTARATTAAACC
CAAACTCCCCTACCAACGACATCATTCAAATTTCATTCGTAAATTAACACARACTCCCCTACCAACGACATCATTCARATTTCATTCGTAAATTAACACAAACTCCCCTACCAACGACATCATTCAAATTTCATTCGTARATTAACACARACTCCCCTACCAACGACATCATTC
AAATTTCATTCGTAAATTAACACAAACTCCCCTACCAACGACATCATTCAAATTTCATTCGTAAATTAACACAAACTCCCCTACCAACGCAAACATATAACACTTACGATTCACCTACCGCCCCCCC

C]

ICCACTCCTCAGAAAAAGAGGACTTAAACCTCTACCACCAACTCCCAAAGCTGGTATTCTCCACTARACTATTTTCTGATACCCCTAAACAGCCCGAATAGCCCCTCGAGACAACCCGCGCACAA
CCTCCAAGACAACAAATAAAGTCAACAACAATCCCCACCCCGCCACCAAAAATATTCCCACCCCCCGCGAGTAAAAAAGAGATACCCCACTAAAATCCAACCGAACARAAARCACACCCACACTGTCCACCGCATCTACCATAAACTCAAAACCCCCAACCATCCCCCACACAA
CCACCCCCACTACAAGTATCACAGCCAAGCCCACACCACGTCCCACAACACGCCAATCCCCCCAAGCCTCAGGAARACGGATCAGCCGCCAAAGCCACCGAATACACARACACCACTAACATCCCCCCCARATACACCATAAACAACACCAACGACACAAAAGAGACCCCCAAAC
TTAATAGCCACCCACACCCAGAAACCGACCCCACCACTAACCCTAAAACCCCATAATATGGAGAAGGATTAGATGCTACCCCCAAACCCCCCAAAATAAACCCAACCCCTAAAAAAAGCACAAAATATGTCATGATCATATTTCTACCCGGACTCTATCCGAGGTCTGCGGCCT
GAAAAGCCGCCGTTAACTGACCCTTAACTATAGAAACCCCTAATAAGGCAATCCCTCTGGCCCCCCCTTACCCCCCCGGCCCAGGGATTGCCCTTTATGCCGCTCGGGATGTACAGTTGTACATTAAACCATCTACCCCATAATACATGCCATACATGTACTAATCACATACAA
TTCATGTACATAATACCTACCATTAATGTGCTACGTATATACTAATCCATGCACTAATCCCATATACAATCCATGTACTAATTTCATGACATTAATGCCCCAAGAATATCCTATTCATGAC CGACATACCATCCATGT. T, CACACTATCCATGTACTATTAATA
CTCCAATCCATGGCACCAAGATATAACATCCATGCCTCTATAAATATACCATCCATGCTAATTAACTAACCATTCATGCCCAAGGATATTCTATCCATGTACTACACCTTTAACCAGCCARAAAGGATCGAATACTCTAGTCAACGGCTCTACTTTCAAGGCCTAATCAAGTAAT
GGTCCCACCTAAAGCACAGTATCTCCACTCGTACCTAAACCATAACTCTTCACAATCTGTAATAGGCAAATGTCCCAGTATACGGATATGCTCAGACGGGARAACCACGCAGCTGTAACAGTGCATCTAGCCACGAATTGCTCGTTGTACCGGCTCCCARAGGAACAAGGTTAT
CTATTAGTLEwECTTCTCACGTGAAATCACCAACCCGCTCTTACTAACATCCTCTACTCCTAGCTTCAGCCCCATTCTTTCCCCCTACACCCCTACCCCTACTTGCACTTTTwaCLTLTwLTTLLTTTTTLA C‘CCATCTCTCTATCCATCCTCTCAACTT‘CTCTTCACC”
TATTGATCACCATTCTCCCTCTTAATCGCGACATCCTATAGTCCCTTCACTTTTGGTTCTCTTTTTTTTCTCTCGGCTTCACTCTGCCCTTCAAGTGCAGCGGGTCCTACGGTTTGTGGACATGCGCATCTGGTTATGCGCTGACAACTATTCTCGCCC
TFFFFTCAAFCFTFTFCTCTTATFCFCTAAAFATATCFCFAATFAFFTAACFAFTFATCFAFTTTFTFTTFFATTFAFTFTTCFTATATF GTTCATAGTCTCTATTATGTTGCTATTTATTGAATGGTCACAGGACATGCACTATTATATCAACACTTCCTCTAACTTGTARAC
AACGCCAGCAAAATTCAGCTAARARATTCGTTACAAATCTTAATCAAATTTTATCGTTAACTTCATTTATGTCGTCGGCACTCGAATTCCATTAATAATTTGATCATTCGTTTTACACGTTTTTATCCARATTTTATTCGTAAATTAAACCCARACTCCCCTACCARCGACATGTC
CTNGTAGCTTATAAATAAAGCATGGCACTGAAGATGCCAAGACGGCCCCCGCACACCCGAGGACARAAGATTTAGTCCCAACCTTACTGTTAATTCTTACCAGACACATACATGCAAGCATCCACACCCCAGTGTAAATGCCCCTCTACCCTACCCCCAGGGTGGAGGGAGCGE
GCAT! G CCCCGTAGCCC. GCCTTGCGCCAGCCACACCCCCACGGGTACACAGCAGTAGTTAATATTAAGCAATGAGCGTAAGCTTGACTTAGTTATGGTAACACCTTCCCTCAGGGCCGGTARATCTTGTGCCAGCCACCGCGGTCACACARGAGACCCAA
ATTAACCGTACACGGCGTAAAGAGTGGGACCACAGTATCCCCCAAACTAGGATTAAAATGCAACCTAAGCCGTTATAAGCCAAAGATGCACTAAAAACCACCCTTAAGACGATCCTAGCCCTATTAAGATAAATTGCCCCCCACGAAAGCCAGGACTCAAACTGGGATTAGATA
CCCCACTATGCCTGGCCCTARATCCCAATGCTCGCCACCACTTGAACATTCGCCAGGGTATTACGAGCACAAACGCTTAAAACCCTAAGGACTTGGCGGTGCCCCARACCCACCTAGAGGAGCCTGTCCTATAATCGATAACCCACGATACACCCAACCACCCCTTGTCAAACA

Ketupa flavipes (Strigiformes/Strigidae) mitogenome from ND5 to 12S rRNA (LC099100.1 - re-annotated)
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CCAATGACACAAAAGAAACCCCCAAACTTAATAACCACCCACACCCAGAAACTGACCCCACCACTAACCCTAAAACCCCATARTATGGAGAAGGGTTAGACGCCACCCCCAAACCCCCTAAAACAAACCCGACCCCTAAAAARAAGCACAAAATATGTCATACTCATTTCTACTC
GGACTCTATCCGAGGTCTGCGGCTTGAAAAGCCGCCGTTAACTAACCCTTAACTATAGAAACCCCTAGTARAGGCAGTCCCTCTAGCCCCCCCTTACCCCCCCGGCTCAGGGATTGCCCTTTATGCCACTCGGGATGTATAATCGTGCATTARACCATTTACCCCATAATACAT
ACCATGCATGTACTAATCACATACTATCCATGTACGCAATACATACTATTAATGTACTATATACATACAATTCATGTACCCATCACATACCATTAATGTCCTAAGAACACTCTATCCATGAC, AAGATATATTATCCATGTACGATAAACATACTATCCATGTACTATTAAC
ACTTTAATTCATGGCACAAAGATATATTATCCATGCTCTCTCAAACATACCATCCATGTAATATAACTAACTATCCATGCTCAATGATATTCTATCCATGCACTACACCCTGAACAGCCAACAGGATCGAATATTCTAGTCAACGGCTCTACTTTCAAGGTCTAATCAAGTAAT
AGTCCCACCTAAAGTACAGTATCTGTCCTCGTACCTAAACCATAACTCTCCACAACCTGTAATAGGAATATGTCCC, ATACGGATATGCTTAAATAGACAGCCTATGAAGTTGTAGCAGTACATATCAGTTACGAATCTCTCGTCGTGCCGGCTTCTGAAGAACAAGGTTAT
TTATTGATCGAGCTTTCTCACGTGAAATCAGCACCCTGGGGGTGTCAAGTAAGAATCCATCACGCCCCAGCTTCCAGGCCCATTCTTTCCCCCTACACCCCTAGCCCTACTTGCACTTTTGCGCCTCTGGTTCCTATATCAGGGCCATCTCTCTTTTCATCCTCTCAACTTGCT
CTTCACCGAGACATCTGGTTGGCTATTTATCATCATCGTCTCTCTTAATCGCGGCATCCGATAGTCCCTTTACTTTTGGTTCCCTTTTTTCTCTTTCGTCTTCACTCTGCCCTTCAAGTGCGGCGGGTCCTATGGTTTGTGGACATGCGCATCTGGTTATGCGTTATCAACTAT
TCTCGCCCTCCCGGACGCTTTGGTGTTATGGCGTAAAGATATGGGGAATCACCTAGACACTGATGCACTTTGTCTTCCATTCAGTCTTGGTATATCGTTCATAGTCCCTATTATGTTGCTATTTATTGAATGGTCACAGGACATGCACTATTATATCAACACTTCCTCTAACTT
ACTAACAACACTACTAAAATTCACCCAAAATTCCTTACAAATCTTAATCAAATTTTATCCTTAACATCATTCATGTCGTCGGCRCTGCACTTCCATTAATAATTCGATCATTCGTTTTACATGTTTTTTATCFAAATTTTATTCCTAAATTAAAFCFAAAFTFCFCTAFCAAFG
ACACGTATCTAAATTTTATTCGTAAATTAAACCCAAACTCCCCTACCAACGACACGTATCTAAATTTTATTCGTAAATTAAACCCARACTCCCCTACCAACGACACGT. AAATTTTATTC

GTAAATTAAACCCAARACTCCCCTACCAACGACACAATCCAATCAAAACATCCCTCCTTTCCACG mAnCACCCCAAAACTAACn(‘,TAnCnCTCCTACCCCAACAACCF«CCAAAATGCAGCACC_
[TAATTCTAACATGAATCGGCAGICAACCAGTAGAACACCCCTTTATCATTATCGGCCAATTAGCCTCCATTACCTACTTCACAACAATCCTCGTTCTCTTCCCTGTAATCAGCACCTTAGAARACARACTACTAAACTACTAR

CTCCCCCACTCAGAARAAGAGGACTTAAACCTCTACCACCAACTCCCAAAGCTGGTATTCTCCACTAAACTATTTTCTGATACCCCTAANCAGCCCGAATAGCCCCCCGAGACAACCCACGCACAACCTCCAARACA
ACAAATAAAGTCAACAATAATCCCCACCCCGCTACCAAAARACATTCCCACCCCCCACGAATAAAAAAGAGAAACCCCACTAAAATCCAACCGGACAAAARACGCACCCACACCATCTACCGCATCCACTATGAACTCAAAACCCCCAACCACCCCCCACACAACCACCCCCACT
ACAAGCACCGCAACCAAGCCCACACCACGCCCCACAACACGTCAATCCCCTCAAGCCTCCGGAAACGGATCAGCCGCCAAGGCTACTGAGTACACAAACACCACCAACATCCCCCCCARATACACCATAAACAGTACCAATGACACAAAAGAAACCCCCAAACTTAATAACCAC
CCACACCCAGAAACTGACCCCACCACTAACCCTAAAACCCCATAATATGGAGAAGGGTTAGACGCCACCCCCAAACCCCCTARAACAAACCCGACCCCTAAAARAAGCACAAAATATGTCATACTCATTTCTACTCGGACTCTATCCGAGGTCTGCGGCCCGAARAGCCGCCGT
TAACTAACCCTTAACTATAGAAACCCCTAGTAAAGGCAGTCCCTCTAGCCCCCCCTTACCCCCCCGGCTCAGGGATTGCCCTTTATGCCACTCGGGATGTGTAATTGTACATTAAACTATTTACCCCATARCACATATCATGCATGTACCAATCACATACAATTCATGTACGCA
ACACATACCATTCATGTACTACACACATACAGTCCATGTACTAACTACATGCTATTAATGTTCCGAAGATACTCTATCCATGACAGAAAGATATATTATCCATGTACGATAAGCATATCATCCATGTACTATTAACACTTTAATTCATGGCACAAAGATATATTATCCATGCTC
TCTCAAACATACCATCCATGTAATATAACTAACTATCCATGCTCAATGATATTCTATCCATGCACTACACCCCGAACAGCCAACAGGATCGAATATTCTAGTCAACGGCTCTACTTTCAAGGTCTAATCAAGTAATAGTCCCACCTAAAGTACAGTATCTGTCCTCGTACCTAA
ACCATAACTCTCCACAACCTGTAATAGGAATATGTCCCAGAATA! ATATGCTTAAATAGACAGCCTATGAAGTTGTAGCAGTACATATCAGTTACGAATCTCTCGTCGTGCCGGCTTCTGAAGAACAAGGTTATTTATTGATCGAGCTTCTCACGTGAAATCAGCAACCTGC
GGTGTCAGTAAGATCCATCACGCCCAGCTTCAGGCCCATTCTTTCCCCCTACACCCCTAGCCCTACTTGCACTTTTGCGCCTCTGGTTCCTATATCAGGGCCATCTCTCTTTTCATCCTCTCAACTTGCTCTTCACCGAGACATCTGGTTGGCTATTTATCATCATCGTCTCTC
TTAATCGCGGCATCCGATAGTCCCTTTACTTTTGGTTCCTTTTTTTCTCTCTCGTCTTCACTCTGCCCTTCAAGTGCGGCGGGTCCTATGGTTTGTGGACATGCGCATCTGGTTATGCGTTATCAACTATTCTCGCCCTCCCGGACGCTTTGGTGTTATGGCGTARAGATATGG
GGAATCACCTAGACACTGATGCACTTTGTCTTCCATTCAGTCTTGGTATATCGTTCATAGTCCCTATTATGTTGCTATTTATTGAATGGTCACAGGACATGCACTATTATATCAACACTTCCTCTAACTTACTAACAACACTAGTAAAATTCAGCCAAAATTCGTTACAAATCT
TAATCARATTTTATCGTTAACATCATTCATGTCCTCGGCACTGCAGTTCCATTAATAATTCCATCATTCCTTTTACATGTTTTTTATCCARATTTTATTCGTAAATTARACCCARACTCCCCTACCAACGACATGTCCTTGTAGCTTATAAATAAAGCATGGCACTGAAGATGC
CAAGACGGCCCCGTACACCCAAGGACAAAAGATTTAGTCCCAACCTTACTGTTAATTCTTACCAAACGCATACATGCAAGCATCCGCGCCCCAGTGTARATGCCCTTCTACCCTGCCCTCAGGGTGGAAGGAGCTGGTATCAGGCACCCCCCCCCCCCCGTAGCCCARRACGCC
TTGCGTCAGCCACACCCCCACGGGTACACAGCAGTAGTTAACATTAAGCAATGAGCGCAAGCTTGACTTAGTCATGGTAATCCATTCTCCAAGGGTCGGTARATCTTGTGCCAGCCACCGCGGTCACACAAGAGACCCARATTAACCGTACACGGCGTARAGAGTGGGACCACA
ATATCTCCCAAACTAGGATTAAAATGCAACCTAAGCCGTCATAAGCCAAAGATGTACTAAAGACCACCCTTAAAACGATCCTAGCCCCGCCAAGATAGACTGCCCCCCACGARAGCCAGGACTCARACTGGGATTAGATACCCCACTATGCCTGGCCCTAAATCCAAATGCTCA
CCACCACTAGAACATTCGCCAGGGTACTACGAGCACAAACGCTTAAAACCCTAAGGACTTGGCGGTGCCCCARACCTACCTAGAGGAGCCTGTCCTATAATCGATAACCCACGATACACCCAACCACCCCTTGTCARACAGCCTACATACCGCCGTCGCCAGCCCACCTCCTGA
GAGTGTAGCAGTGAGCATAATAGCCCCAACCCGCTAAGAAGACAGGTCAAGGTATAGCTCATGGAGTGGAAGAGATGGGCTACATTCTCTGTCAGCAGAARACCTTACGAAAGAGGGTATGAAACTCTACCCTCGG. GCGGATTTAGCAGT. GGGGTCATAACACCC
TCTTTAAGATAGCCCTGGGACACGTACATACCGCCCGTCACCCTCCTCACAAGCCATCACCTATAGAAAACTATACCACTATCCAGGCCAAAGACGAGGTAAGTCGTAACAAGGTAAGTGTACCGGAAGGTGCACTTAGCATAT




Leptosomus discolor (Leptosomiformes/Leptosomidae) mitogenome from CYTB to CR2 (MN356135.1 - re-annotated)
GO-NE in Figure 8

[CCCAACCAACCCCCAACCTACCACCARATGTCCAACATACATCCATGTATGT TGGACATTTTACCTAATCCCCACTACCACCAAATGTCCAACATACATTCATGTATGTTGGACATTTTACCTAATCCCTATCCCTCCTCCCATAAACTACCTCCACAGCCAAARACTTCTCAA
AACGTATAAAGTGTCCCGCTACCCCCCCTACCCCCCCATACTTAAAGTACGAGGTAAATTACTTATACATTAACTTAGAACTAACTACTAAGAACAGCACTTCAAAGGATTAGAGTACCAGAAACTAATCTACGCCTAAARACTTCACCGACCTNCCCTACCATATTAATCCACC
TTCCCTTCACCTCCCCATACAGCTCTAAAACATCCAATGTTATGTATACCTCCGCAGCTTATCCTTCAGGCATTCTTCTCTCTACCCCTGCTTAACTTATGTTCATGAAAGTGNNATGNTTTANGAATAGGNTCTTTTNNTGTACCCAACCCATGCAGAAGTTTGTCTGGATAA
GGGGTTTTAAACGTTAAGTCCGTTTCAGGTGTATGGATTGAATGGTCCATCGCCTACCGTGTGGGCGTCGAATGCTCGGGGGTACGAGCTGGTCCGGGGTGTGTCAGARATACCCTCAGACGGGAAACTAGGAGTCCCTTAGTCGGTCACATCACGTGARATCAGCAACGCACC
GCATGGAAGATGCTTTCGTGTCCAGCGTCAAGTCCTTTCTTTCCCCCTACACCCTCGCCCTTCTTGCTCTTTTGTACCTCTGGTTCCTCGGTCAGGGCCATTCGACAGTAGATTCCTATGTTCTTGCTCTTCACAGAGTCATCTGGTTACTGAGTGTTCAACTTCGGACTTCGT
AATCGCGGCATTTTCTCTCTTTGGGACCTCTGGTATTCTTTTCTCTGGGCGTCTTCACAGATTGCCCCTCCAGTGGACAGGCGGTACAGCTCAAGTTAAGACATGAACATATCGATGGTGGGCGTCCGGTTCTTGCTCTCCTTGAATTCCCCGGTGAGACGGTTTGACGTATTA
CCGGAATCATTTTGACACTGATGCACTTTGCTCTCATTTGGTTATGGTATTTTCACTTTCTTTTATTTGTTGACTTATTTATGAATGCTTGTTAGACATAATTTCTTACTTTTACACTTCCTCTAACTTCCCCAAAAACAGCAATAAAACGATATTGCARAGGTAGGAATTTTC
AGTCAAACGCTTCTTTAATTCCCCTAAACCTTCGATCCCTTGCCATTTGCATTCGTTTTATCCTTGTTAATTCAATGCAACGAGACCAATTTCCTCACAAACACTAAAACCATTTAATCCATTATACTTATTCAATTTTTCATTATTATTTTAATTCACAACACCAATCTTTCC
ATAAACACTAAAACCATTTAATCCATTATACTTATTCAATTTTTCATTATTATTTTAATTCACAACACCAATCTTTCCATAAACACTAAAACCATTTAATCCATTATACTTATTCAATTTTTCATTATTATTTTAATTCACAACACCAATCTTTCCATARACACCAACACACCC
TTCCCTAACACCCAACCAACCCCCACCCAACACCCTCAACCAATAACCCTACCACCCTACCTACGCCCTCTCAGAAAAAARAGGACTTAAACCTTCATCCCCAACTCCCARAGCTGGTATTTTACATTAAACTACTTTCTGATAACCCCCAACCTACCTCTACACAGCCCGAATC
GCACCACAAGATAATCCACGTACAAGCTCTAGCACTACAAACAGTGCCAATAACAGTCCCCACCCCCCTATCARAAAGCATCCCTGCCCCTCATGAATAGAACATAGCCGCACCACTARAAATCTAACCGGACAGAAAATATTCCCTCCCCATCAACAGTAATCACCCCCACCTCC
CAACACTCAACAAARACCTCCCACCACAATCCCCACAAAAATCACCAAGACAAGCCCCACGCCATACCCCCARACACTCCGACTTCCCCACGCCTCCGGAAAAGGATCTGCCGCCAAAGACACGGAGTAAACAAACACCACTAACATTCCCCCCAAGTACACCATAAACAACACC
AAAGACACAAAAGAACCCCCTAGACTCAACAACCAACCACACCCCACAACAGACCCCAATACTAACCCAACCACCCCGTAATAAGGCGACGGATTAGAAGCAACAGCCAACCCCCCTAAAACAAAACACACCCCTAAAAAATACATAAAATAGGTCATAACAATTTCCACTTGG
CTTCTCTCCAAGACCTGCAACCTGAAAAGTTGCCGTTGAATCTTCAACTATAGAAACCCCCAACGTAARTGTCCAACATACATTCATGTATGTTGGACATTTTACCTAATCCCTATCCCTCCTCCCATARACTACCTCCACAGCCARARACTTCTCAARACGTATARAGTGTCCC
GCTACCCCCCCTACCCCCCCATACTTAAAGTACGAGGTAAATTACTTATACATTAACTTAGAACTAACTACTAAGAACAGCACTTCAAAGGATTAGAGTACCAGAAACTAATCTACGCCTAAAACTTCACCGACCTACCCTACCATATTAATCCACCTTCCCTTCACCTCCCCA
TACAGCTCTAAAACATCCAATGTTATGTATACCTCCGCAGCTTATCCTTCAGGCATTCTTCTCTCTACCCCTGCTTAACTTATGTTCATGAAAGTGNNATGNTTTANG, AGGNTCTTTTNNTGTACCCAACCCATGCA GTTTGTCTGGATAAGGGGTTTTAAACGTTAA
GTCCGTTTCAGGTGTATGGATTGAATGGTCCATCGCCTACCGTGTGGGCGTCGAATGCTCGGGGGTACGAGCTGGTCCGGGGTGTGTCAGAAATACCCTCAGACGGGARACTAGGAGTCCCTTAGTCGGTCACATCACGTGARAATCAGCAACGCACCGCATGGAAGATGCTTTC
GTGTCCAGCGTCAAGTCCTTTCTTTCCCCCTACACCCTCGCCCTTCTTGCTCTTTTGTACCTCTGGTTCCTCGGTCAGGGCCATTCGACAGTAGATTCCTATGTTCTTGCTCTTC. AGTCATCTGGTTACTGAGTGTTCAACTTCGGACTTCGTAATCGCGGCATTTTCTC
TCTTTGGGACCTCTGGTATTCTTTTCTCTGGGCGTCTTCACAGATTGCCCCTCCAGTGGACAGGCGGTACAGCTCAAGTTAAGACATGAACATATCGATGGTGGGCGTCCGGTTCTTGCTCTCCTTGAATTCCCCGGTGAGACGGTTTGACGTATTACCGGAATCATTTTGACA
CTGATGCACTTTGCTCTCATTTGGTTATGGTATTTTCACTTTCTTTTATTTGTTGACTTATTTATGAATGCTTGT TAGA! PTPATTTCTTPCTTTTPCPCTT”CTCTAPCTT”C”CPAPAPCPGCAPTPAPACGPTPTTGCAPAGGTAGGPATTTT”AGTCAAACCCTTCTTTA
ATTCCCCTAAACCTTCGATCCCTTGCCATTTGCATTCGTTTTATCCTTGTTAATTCAATGCAACGAGACCAATTTCCTCAC. ACTAAAACCATTTAATCCATTATACTTATTCAATTTTTCATTATTATTTTAATTCACAACACCAATCTTTCCATAAACACTAAAACC,
TTAATLCATTATALTTATTLAATTTTTLATTATTATTTTAATTLALAACACLAATLTTTLCATAAACACTAAAACLATTTAATLCATTATALTTATTLAATTTTTLATTATTATTTTAATTLALAALALCAATCTTTCLATAAALALCAALALALCLTTCLCTAACACLCAALC
AACCCCCACCCAACACCCTCAACCAATAACCCTACCACCCTACCTACGCCCTC

Merops nubicus (Coraciiformes/Meropidae) mitogenome from ND5 to 12S rRNA (CM020464.1 - annotated)
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TCCCCCCCCA
CAGCCATGTTTTACCGTGCATTACACTAACTACCCCATGAGTACTATTAATGCAATTC, Al AATAGAATAATGAATGCAAGCCAACTATAAGTTGAATGCTCTC, ACAATTCCATGAAAAGTAAAC AATGATTATGTAATTCTCACACGGATTAACCTGTCACTA
AGCTACGGAAATGARACCTAATGAACTACGGACAATACTGAAATTTCTACCARAGCATTARATTCATGTAGAAGGATATAACCCCTACTAATAAAGACTGAATGACTCTCATCCTAACCTCTACTTTCAAGCTCATTCTATGTCATGCACATCCTACACCTCCTCTCCTTTAGA
CTAAAACCTACTAACTGCCAAATTATACTAACCTCTAAACAACACACGAGAAAGGCCCGTCCACTACCCACCAACCGTCTCAGGTCATTCAGCTCCTCTTTTCTCGTTGGACCTGTTGCCGAGTGCCAGGTTATTTATTAGTCGTTCACCTCACGTGAAATCAGCAACGCACCG
CATATAAGATCCTACGTTACTAGCTTCAGGCCCATTCTTTCCCCCTACACCCCTCGCACCTCTTGCTCTTTTGCGCCTCTGGTTCCTCTGTCAGGGCCATAACTTGGCACTTTCCCTTGAACTTGCACTTCACGAGACATCTGGTTGGGTCATTTATCAACATCTCAC!
TCGCGGCATTCCCAACCATTGGCGCCTTTGGTTCCTTTTTTTTTGGGGCGTCTTCAGGTAGCCCCTCCAGTGCGGCGGGTARATACAATCTAAGACCTGAGCATACAATGCCTGGCGGTCGGTTTTTTGGCCCTCAAGAATCCCTGAATGAGACGGTTTGCGTATTAGGG!
CATTTTAGCACTGATGCACTTTGTCTAGCATTTGGTTATGGCTCTTCCACCGACCCCG! AATGTTGCCCTTGAATGAATGCTTCCAGGACATGTTTTATTCATTTTCATTTCCTCTAACTTTCTTAACAACACAAGGGTCGCTTTCACCAARARACTAACCCAATTTTTTTC
CATTTTTTGTCAAACTTTTTTCATCTTACCTTTTAGCTTAGCTTACCAATCATTTCCTCTAGACTTCCATTAATATAAAAACCCACCCAATTTACACGTTTTTCCACCACCTTTTAGCTTAGCTTACCAATCATTTCCTCTAGACTTCCATTAATATAARAACCCACCCAATTT
ACACGTTTTTTCCACCACCTTTTAGCTTAGCTTACCAATCATTTCCTCTAGACTTCCATTAATATAAAAACCCACCCAATTTACACGTTTTTCCACCACCTTTTAGCTTAGCTTACCAATCATTTCCTCTAGACTTCCATTAATATAAAAACCCATCACTCTTCCCTGCCTCAA
AGAGAGGGGTCTTAACCCCCATCACCAACTCCCAAAGCTGGCATTTTACATTAAACTACTCTCTGACCCTAGACCGCCCGAATAGTCCCACTAGACAACCCCCCGCACTAACTCCAGCACAACAAACAAGACCAGTAGCAGCCCCCACCCCGCCACCAARAAACAGCCCCACACCA
TCCGAATACAACACAGCGACCCCACARAAATCCGCTCGGACTAAACCCGCCCCCTCCCCATCAACAGTATAAACCCCAACCCCCCACTCTTGAACCCCTGCAGCCACCACCCCCACAACCAACACCAACACAAAACCCACACCATAACCCAGAACCCGCCAGTCGCCCCAAGCC
TCCGGAAARAGATCAGCTGCCAAGGCAACCGAGTAAACAAAAACCACTAACATCCCCCCCAAATAAACCATGAACAACACAACACCCACAAAAGAAGCGCCTAAACTAATCAACCACCCACACCCCGCAACCGACCCCACCACCAGGCCCACAACCCCATAATAGGGAGAAGGA
TTAGACGCCACCGCCAACCCCCCCAAAACAAAACTTAACCCCAAGAAAAGCACTAAATATGTCATAACAGTTCCTACTCGACCCTTCTTCAAGAACTATGGTCTGAAAAACCATCGTTATCATTTAACTACAGGAACTCCAGGCCCCCCCCCTTCCCCCCCCCCGCCCOLTCTE
TTTAAAAACTGCCGGATGCATTTATTGCATTTCACCATCCACCCCATAATAATTAATGATGCTCGTATTAATTATGTCCTACTTAAAAGACACATTAATCCAATGCAAACAAGACATATAACA! ATGCTCTACGACTAAGTCTGTCATTCTTCAAAGACATACTTGTAATGT
AATGAAAATGTAATTATCTACCAACCA ATGAAT! TTAAGTACTA TGTACAACTTTCAAGACTAA! TGCATAATTAAAAGT. ACATCTCTACTTTCAAC TCCTCTCCTTTAGACTA
AAACCTACTAACTGCCAAATTATACTAACCTCTAAACAACACACGAGAAAGGCCCGTCCACTACCCACCAACCGTCTCAGGTCATTCAGCTCCTCTTTTCTCGTTGGACCTGTTGCCGAGTGCCAGGTTATTTATTAGTCGTTCACCTCACGTGARATCAGCAACGCACCGCAT
ATAAGATCCTACGTTACTAGCTTCA! CATTCTTTCC 'TACACCCCTCGCACCTCTTGCTCTTTTGCGCCTCTGGTTCCTCTGTCAC CATAACTTGGCACTTTCCCTTGAACTTGCACTTCACGAGACATCTGGTTGGGTCATTTATCAACATCTCACCCGTGATCG
CGGCATTCCCAACCATTGGCGCCTTTGGTTCCTTTTTTTTTGGGGCGTCTTCAGGTAGCCCCTCCAGTGCGGCGGGTARAATACAATCTAAGACCTGAGCATACAATGCCTGGCGGTCGGTTTTTTGGCCCTCARGAATCCCTGAATGAGACGGTTTGCGTATTAGGGGAATCAT
TGCACTTTGTCTAGCATTTGGTTATGGCTCTTCCACCGACCCCGCGCAATGTTGCCCTTGAATGAATGCTTCCAGGACATGTTTTATTCATTTTCATTTCCTCTAACTTTCTTAACAACACTAGGCACTTTTCACCAAAAACCTAACCCAATTTTTTTCCATT
TTTTCTCAFAFTTTTTTCATCTTAFCTTTTFGFTTACCTTF AFTCATTTCCTCTFGACTTCC TTAFTFTFAFAFC AC AATTTAFAFGTTTTTCCAFCA,FTTTTACCTTFGFTTA ATCATTTCCTCTAGACTTCCATTAATATAAAAACC CCC ATTTACAC
CACCTT CTTAGCTTACCAATCAT CCAACATACT. CACCCH TACGACAACAAA! C. ACAAA( o A AC. A CARAC,
AAACAAFAFAFAFCAAACAAFAFAFAFCAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAAFAFAFAFCAAACAAFAFAFAF
CAAACAACAAARACCAGCCCARGAGTTCCTGTAGCTTAGTGCAAAGCATGGCACTGAAGATGCCAAGACGGTGAGCACCTCACCCGGAAACAACAGACTTAGTCCTAACCTTACTGTTAGCTCTCGCTARATACATACATGCAAGTATCCGCACCCCAGTGAARATGCCCCAGG
CAGCCTTACCAAGGCACAGGGAGCAGGCATCAGGCACACCAGCTTGTAGCCCAAAACGCCTTGCTTTGCCACACCCCCACGGGTATTCAGCAGTAGTAGACATTAAGCAATGAGTGAARACTTGACTTAGTTAGAGCGAATCCAGGGCTGGTARATCTTGTGCCAGCCGCCGCG
GTTATACAAGAAGCCCAAGTTAACTGTCAGCCGGCGTARAGAGTGGTCCAGTATTGTCAGCCCAACTAGGGTTGARACGTGCCTGAGCTGTCATAAGCTTAAGGCCCGAACAAGCTCGCCCCCARAGCGACCCTAGCAACTCCGACTAARCCAACCCCACGARAGCTGAGGTTCA
AACTGGGATTAGATACCCCACTATGCTCAGCCCTAAATCACAGTGTTTTCCCTACTAAAACACCCGCCCGAGAACTACGAGCACAAACGCTTGAAACTCTAAGGACTTGGCGGTGCCCCACCCACCTAGAGGAGCCTGTTCTATAATCGATAACCCACGATACACCCAACCGTT
CCTTGCCAARAGCAGCCTACATACCGCCGTCGTCAGCCCACCTTTACTGAAAGACCACAAGTGGGCACAATAGTTGCGCCCTACACTAGCAAGACAGGTCAAGGTATAGCCAATGGACCGGAAGARATGGGCTACATTTTCTAAGGTAGAACAACCAACGGARAGGAGCATGARA
CTGCCCCCAGAAGGCGGATTTAGCAGTAAAACGAGATTAGATAGCTCGTTTARAGCTGGCCCTGGGGCACGTACATACCGCCCGTCACCCTCCTCACAAGCCTGCAGCCCATGGTAACTAACACGCGCAACGTGGCC, GAG GTAAGTCGTAACAAGGTAAGTGTACCGG
AAGGTGCACTTAGCTCAC

Melanerpes aurifrons (Piciformes/Picidae) mitogenome from ND5 to 12S rRNA (CM022134.1 - annotated)
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CCCACAAACAAATTAAAATGCTACCCCCCC CCCATGAATGTAATTCCTTGCATTCATGCTTAACCTATGTACTACTGTGCAT"
ACATTAATTTTCAGGTACACGGATATGCAATCTAGGGCATATTACTTATGTATTATTGGCATAATCATTGTTTCTTACATACCATCTCAATGTAAGTCCCCATCCTACTTTCTAAAGAACCCTCTACTTCATGGTCACAGGAATTAGGTCCTATAGTTCGTACTAARACCCCTC
TATAGTTTGGTTATGCATAAGGAATACTCTAC! ACGGCAGTGCTTGGTCAAATGAACTCCATGGTAACGGCCCATATCCTGATATAACTTCTCGACGTGCCGGTAGCTGTCGTACCAGGTTATCTATTAATCGTTCACK GTGAAATCAGCAACGCACCGCATATAAGA
CCCTACGTTACTAGCTTCAGGCCCATACTTTCCCCCTACACCCCTAGCACAACTTGCTCTTTTGCGCCTCTGGTTCCTATCTCAGGGCCATTACTGGTCCTTCCCTATATATTGCTCTTCATGAGACCTCTGGTTGGCTATATCTCACCATTTTCGTCCGTGATCGCGGCATTC
CAACCTTTGGCACCTTTGGTTCCTTTTTTTTTGGGGCGTCTTCACTCTGCCCTTCAGAGTGCGGCGGGTGAATACAATCTATTGACGTGAGCATACAATTCCTATCGTCCTGTTTTGTGGATCTCAAGAGTCACTGAAGCTGAGACGGTTTGCGTGTTAGGGGAATCATTTTAA
CACTGATGCACTTTGTTTTACACTTGGTTATGAAATCTTTTATCCTTGAGTCTTGATGTTCTATTTAATTAATGCCTGGTAGACATAATTTTTCATTTTTTCACTTCCTCTAACATCCCTATTATTTTAAAAACGTTAGCAGGCGTTTTTACTTTAAAAAATTTTTCAAACCAT
GATCATTTTTTTTTCTTTTTTTTTTGATTTTTGTTTCGTTTTTTTTTCATTCGTTTGCCGCCGAGATTCATAACATTTAACGTTCGTCCATTCGATTCGTTTGTTCGTTCGTTTATCGATCGAATTCGTTCGTTTTTTATACCTATTCTCCTACCTAATAACACACCATTCAAA
ACARACGATTAACATACGTTACATCGTTTCGCAACAGAGCAAACACCTTTAATACATTTACATAAAACCATACACCATCCAAAATCAGAGAAAARGGACTTAAACCTCCATTTTCAGCTCCCAAAGCTGATGTTCTAAATTAAACTACTCTCTGCCCCCCTARAACCCGCCCCART
CGCCCCACAAGACAACCCACGCACCAATTCTAACACCACAAAAAGAGTTAACAATAATCCCCATCCAGCTACCAAAAACATCCCCACACCCAAAGAATAAAACATTGCCACACCACTAAAATCTAACCGAACAAAAGCCACTCCACCATTATCAACAGTTCAAACCCCTAACTT
CAARCACTCACCCACATCACCAACAATCATTCCCACAACAAGTACCCCAACAATACCCACCCCATGCCCAAATACTCGCCAATCCCCCCAAGCTTCAGGARAAGGATCCGCTGCCARAGCTACAGAATATACAAAAACTACTAGCATTCCCCCCARATAAACCATAAACAACAC
TAACGCCACAAACGAARACTCCCAGACTTAGTAATCACCCACACCCTACAACCGACGCCAACACCAAACCAACTACACCATAATAAGGAGATGGATTGGATGCAACCGCCARACCCCCTAAAACGAAACAAACCCCTAAAAATAGCACAAAATAAACTATCATATATTTCTACTT
GGCTCCTACCCAAGACCTATGGCTCG. CCATTATTGTCATTCAACTATAGARACACAATTTCTTTATAATTCGACACCACATCATTCTCTARACARCCCGACATCAAGCAARAACAATARACGTCCTTGTAGCTTACCATTAAAGCATGACACTGAAGATGTCAAGACGGT
TGCTAACACTTCCCAAGGACARAAGACTTAGTCCTAACCTTGTTATTAATTTTTGCCGAATCTATACATGCAAGTATCCGCATCCCAGTGTAAATGCCCCTAGCCCCCTACAAGGACAAGAGGAGCAGGCATCAGGCACACTCTCTGTAGCCCARRACGCCTTGCTCAGCCACA
CCCCCACGGGTATTCAGCAGTAATTAACATTAAGCAATAAGTGAAAACTTGACTTAGTCACGGCAACATAGGGTTGGTAAATCTTGTGCCAGCCACCGCGGTCATACAAGAAACCCAAATTAATAACGCACGGCGTARAGAGTGATCAAACATCTATCGTTCCTATCTGAGGTC
AAAACATGCCTGAGCTGTCACAAGCCCAAGACATACTTAAGCCCATAAATTCACCTCAACTTCAACGATCAACCGAACTCACGAAAGCCAGGGGAC. CTGGGATTAGATACCCCACTATGCCTGGCCGTTAATTCAAATGCTTTCTTACCCAAGCATTCGCCAGGGAATTAC
GAGCACAAACGCTTAAAACCCTAAGGACTTGGCGGTGTCCCAAACCCACCTAGAGGAGCCTGTTCTATAATCGATAACCCACGCTACACCCAACCTCCCCTTGCAATAAACAGCCTATATACCGCCGTCGTCAGCCCACCTCAACTGAGAGTCCAACAGTGAGCATAATAGCTT
TACCCGCTAAAAAGACAGGTCAAGGTATAGCCCATGGGGAGGAAGAARATGGGCTACATTTTCTGACACAGACAATAACG GAGGACCTGAAACTCATCCTCAGAAGGCGGATTTAGCAGTAAGACATAACCACCATGCTTGTCTTAAACTGGCCCTAGGACACGTACATACC
GCCCGTCACCCTCCTCGCAAGCAACACCTTTCCTCACCATAGAACTGCAATTAGCTAAAGATGAGGTAAGTCGT. GGTAAGTGTACCG GGTGCACTTAG!




Morus serrator (Suliformes/Sulidae) mitogenome from ND5 to 12S rRNA (GU071056.1 - re-annotated)
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GT} 'TCAACATCTACCATCAGAGAAARAAGGACTTAAACCTCTACCGCCAGCTCCCAAAGCTGATATTCTACATTARACTATCCTCTGATCTCC
CCCCTAAACCGCCCGAATCGCCCCCCGCGATAACCCACGTACAAGCTCCAACACAACAAACAAAGTTAACAGCAACCCTCACCCAGCCACTACAAACAACCCCGCCCCATTCGAATARAATATTGCTACACCCCCARAATCCAACCGAACCARARACATCCCCCCATTATCCAC
AGTTACTACACCCAACTTCCATCCCTCTATCAACCCTCCAACAGTAACCCCAACCAAGAGCACCARAATAAATCCTATACCATACCCCACAACCCGTCAATCATCCCAAGCTTCAGGAAACGGATCAGCAGCTAAAGCCACAGAATATACAAAAACAACCAACATACCCCCTAA
ATATACCATAAACAGCACCAATGCCACAAAAGACACCCCTAAACTTAACAACCACCCACATCCCACAACAGATGCCACTACCAAACCAATTACCCCATAATAAGGAGACGGATTAGAAGCGACTGCCAACGCACCCAAAATAAAACCCACCCCCAAAAAAACTACAAAATAAGT
CATCACAGTTCCTGCTTGGCCTCTCTCCAAGCTATGCGACCTGAAAAGCCGCCGTTGTAAACCTCAACCACAGGAACC”AAA GAATTTCTCTTTTTTCCCCCCCCCTCCCCCCCCGCATACAATCTACTACTTTTCTAAGTACTTTTTTATTTTTATGTCCCCCTATGCATT

CA' CCACACCCTACATT. TTTTCCTAGTTTGATAACTCAATTTATGGATTAAACACATAGAAATACCATCGGATAATACCAAACTTTACCCTCTAACTAACCAAACCATTATAAATGAAATGTCCTGCCAACGGCCACTCCTTTGACCTCGAACCCAAACCA!
CCTAGAATAAATAATCTGTACCTTAATATCTTTAATGATACGGCAGTGCTGCAGCATACTAACCCCTGAATGGTTACTCGACATACCCTCTCAACAATTCTCGAAGTACCGGTTTCTGAAGTATTAGGTTATCTATTGATCGAGCTTCTCACGTGAAATCAGCAACGCGCCGCA
TAGAAGATCCTACGTTACTAGCTTCAGGACCATTCTTTCCCCCATCACCCCTAGCACTTCTTGCACTTTTGCGCCTCTGGTTCCTCGGTCAGGGCCATAACTTGATTAACTCCTATGTTTCTCACCTTTCACAGAGTCATCTGGTTGGCTATTGATCATCATTGTCTCTCTTAA
TCGCGTCACCTAAACTTTTCCTCTTTTGGTTCTCTTTTTTTTTGGGCGTCTTCACAGGTGACTTCTCCCAGTGCAGAGCGGAGAACTTACAATCTAGGTCTGAACATACACTGGTATGCGTCCGGGCCTCGCCGTCAAGAGTTGATTAATGAGACGGTTGACGTATATGGGGAA
TCATTTTTACACTGATGCACTTTGTTTTCCATTTGGTTATGGATTATTTACCCACTGTTTACTATGTTGTTATTTATTGAATGCTTCTAGGACATGATTTTTCACTTTTTCACTTCCTCTAATTTTTTAACCAACACTAGTAGACTTTCAAGTAATTTTTATCATTCACTTACG
ATAAATTTTTTTTCAATTTTATTTGTATTTTTATCATTCTTTTTTACATGTTATTAGTACTGGAGTTCCATTAATAAATTAATCAATCTTTCTTATCATACTTTTCCACTTTACCATACCTTTTCACTTTAGTGTCACCCTTACTAT)
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TCAACATCTACCATCAGAGAAAAAGGACTTAAACCTCTACCGCCAGCTCCCAAAGCTGATATTCTACATTAAACTATCCTCTGATCTCCCCCCTAAACCGCCCGA
ATCGCCCCCCGCGATAACCCACGTACAAGCTCCAACACAACAAACAAAGTTAACAGCAACCCTCACCCAGCCACTACAAACAACCCCGCCCCATTCGAATAAAATATTGCTACACCCCCAARATCCAACCGAACCAAAAACATCCCCCCATTATCCACAGTTACTACACCCAAC
TTCCATCCCTCTATCAACCCTCCAACAGTAACCCCAACCAAGAGCACCAAAATAAATCCTATACCATACCCCACAACCCGTCAATCATCCCAAGCTTCAGGARACGGATCAGCAGCTARAGCCACAGAATATACARAAACAACCAACATACCCCCTARATATACCATAAACAGC

ACCAATGCCACAAAAGACACCCCTAAACTTAACAACCACCCACATCCCACAACAGATGCCACTACCAAACCAATTACCCCATAAT, TT. AGCGACTGCCAACGCACCCAAAATAAARACCCACCCCCAAAAAAACTACAAAATAAGTCATCACAGTTCCTGCT
TGGCCTCTCTCCAAGCTATGCGACCTGAAAAGCCGCCGTTGTAAACCTCAACCACAGGAACCCAAAGAGAATTTCTCTTTTTTCCCCCCCCCCTCCCCCCCCGCATACAATCTACTACTTTTCTARAGTACTTTTTTATTTTTATGTCCCTTGGGCATTCAACTATAACCCATAT
CATACATTAACTTTTTTCCTAGTTTGATAACTCAATTTATGGATT. CACAT, TACCATCGGATAATACCAAACTTTACCCTCTAACTAACC. AACCATTATAAATFAAATCTTCTPFCAﬁFPPTFPFTFCTTTGACCTFGA}FCCPAAFCATFCTPPAATAAATAAFC

5 TTAATATCTTTAATGATACGGCAGTGCTGCAGCATACTAACCCCTARATGGTTACTCGACATACCCTCTCAACAATTCTCGAAGTACCGGTTTCTGAAGTATTAGGT TATCTATTGATCGAGCTTCTCACGTGA: GCAACGCGCCGCATAGAAGATCCTACGTT
ACTAGCTTCAGGACCATTCTTTCCCCCTACACCCCTAGCACTTCTTGCACTTTTGCGCCTCTGGTTCCTCGGTCAGGGCCATAACTTGATTAACTCCTATGTTTCTCACCTTTCACAGAGTCATCTGGTTG FCTATTFATCATFATTFTFTFTFTTAATFFFCTFAFFTAAACT
TCTCCTCTTTTGGTTCTCTTTTTTTTTGGGCGTCTTCACAGGTGACTTCTCCCAGTGCAGAGCGGAGAACT TACAATCTAGGTCTGAACATACACTGGTATGCGTCCGGGCCTCGCCGTCAAGAGTTGATTAATGAGACGGTTGACGTATATGGGGAATCATTTTTACACTGAT
GCACTTTGTTTTCCATTTGGTTATGGATTATTTACCCACTGTTTACTATGTTGTTATTTATTGAATGCTTCTAGGACATGATTTTTCACTTTTTCACTTCCTCTAATTTTTTAACCAACACTAGTAGACT TTCAAGTAAT TTTTATCATTCACTTACGATARATTTTTTTTCAA
TTTTATTTuTATTTTTPTLATTLTTTTTTALAT&TTPTTAGTPCTbGAGTTCLATTPATAPATTPALALCPCTCGAPCGAPCPAPCTCTTPCPTPTTTTCLATATATATTLALALAPTLATAPCLCPAPATTPCT GAAACCCCCCTACAAACAAACAAACAARCAAACAA

ABRACARACARACAAACAAACARACAAACAAACAAACCAGTCCCTGTAGCTTACAACAAAGCACGGCACTGAAGATGC
CAAGACGGCTGCTACATGCACCCAGAGACAAAAGACTTAGTCCTAACCTTACCGTTAATTCTTGCTAAACATATACATGCAAGTATCTGCGCCCCAGTGTARATGCCCTCAGCGCCCTAATTAGGGTARGAGGAGCAGGTATCAGGCACACCCACGACAGTAGCCCARGACGCC
TTGCTAGGCCACACCCCCACGGGTACTCAGCAGTAATTAACATTAAGCAATAAGTGTARACTTGACTTAGT TATAGCAACATTCAGGGCTGGTARATCTTGTGCCAGCCACCGCGGTCACACAAGAAGCCCAAATTAACCCGGATATCGGCGTAAAGAGTGGTATTGTATTATC
CTTCTAACTAGAGTTGAAATACAACTGAGCTGTCATAAGCCTAAGATGTACTTARAATTCCCCCTARARACGACCCTAGTACTTATGATCAATTAAACACCACTAAAGCTAGGGCACARACTGGGATTAGATACCCCACTATGCCTAGCCTTARAATCTTGGCACTTACCATACT
ARAGTACCCGCCTGAGAACTACGAGCACAAACGCTTAAAACTCTAAGGACTTGGCGGTGCTCTARACCCACCTAGAGGAGCCTGTTCTATAATCGATAATCCACGATGCACCCGACCACCCCTTGCCAGTACAGCCTACATACCGCCGTCGTCAGCTCACCTCCCTTGAGAGTG
TAGTAGTGAG! TAGCCAT. TTCCGCTAGTAAGACAGGTCAAGGTATAGCCCATGGGGTGGGAGARATGGGCTACATTTTCTAAGATAG. TTCAC GGGGTGTGCAAGCATCCCTAGAAGGCGGATTTAGTAGTAAAGCGGGACCATAGAGCCCCCTTTAA
ACCGGCCCTGGAGCACGTACATACCGCCCGTCACCCTCATCACGAGCTATAAACTCTTATTACTAATACTCCATACCAGCTAAAGATGAGGTAAGTCGTAACAAGGTAAGTGTACCGGARGGTGCACTTAGCATAT

Nyctibius grandis (Caprimulgiformes/Nyctibiidae) mitogenome from ND5 to 12S rRNA (CM023771.1 - annotated)
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TCACTCTAATAGTTTATAAAAACATTGGTCTTGTAAGCCAAAGAATGAAGATTATACCCCTTCTTAGAGTTCCAGTCACARGAGCCARAATCAG, GGAATTAAACCCTCATCTCCAACTCCCAAAGCTGGTATTTTACATTAAACTACTTTCTGATTGA
TCCTCCACCCTAAACAGCCCGAATCGCCCCCCGAGATAACCCACGCACAAGCTCTAACACCACAAACAATGTTAACAATAACCCCCACCCTGCTGCCARRAACATTCCGGCACCCCGAGAATARAACATAGCAACTCCACTARAATCTAACCGAACAGAAGACATACCCCCACC
ATCAACTGTAATCACCCCCAACTTTCAATACTCAACAAATCCTCCAACAACAACCCCAACCACTACCACCAAGACAAAACCTACCCCATACCCCACAACACGCCAATCCATTCAAGCCTCAGGAAACGGATCGGCCGCCAACGACACTGAATACACAAAAACCACCAACATCCC
ACCCAGATATACCATARATAAAACCAAAGACACAAAAGAAACACCCAAACTTAACAACCACCCACAGCCAACAACCGATGCAATAACTAAACCAACCACGCCATAATAGGGCGAAGGATTAGATGCTACCGCTAACCCACCAAAGACAARACACAACCCTARAAAAAGCACAAR
ATACGTCATCTTAATTCCCACTCGGCTTTTCTCCAAGGTCTATGGCCTGAAAAGCCATTGT TAAATCTTAACTATAGGAACT TCACCCAGAGARAGAAATAGARATTGCCTAAAGGACAAGGCCCCCCCCCCTCCCCCCCCGCAATTTAAGCCTATGCACTTCTTTGCATTACA
CTATCTTCCCCATACCTTAACTTCATGTAAGCAAGGCATTCCTATTCATGTTCTCCAGACATTCTATGTATGCTCTTCCCTTATTGTTCCCTGTARACAAGACCCTCCCTGTCCTTTCTTCTTAGACCCTCCAACATCCATGCTCTCTGGACCTCTCTCCCTTTCCTCCAGAC

ACGACATTCCCGTGTCTTTCTTGAATGACAATCCAATAGTCCATGGTCCCAGGAATTGCCTCTCTCTTTCCTTCCCCTARACCCATCCCCTGCTGCTCTTTACCTCTCTCTCCGCTCACCGTGTACGGCTACGCTTGGCGAGGCTCTCTG! G CAGGCCATCCCTGCC
CCCAACCCTAACCTCCCGCTGTACCCTCAACACGCGTACTGGGTTATCTCTTGATCTGACCTCTCACGTGAAATCAGCAACC! CGTATGGCAGACTCTACGTTACTAGCGTCAGGCCCATTCTTTCCCCCTACACCCTCGCCCAACTTGCGCTTTT CTCTGGTTCCTA
TGTCAGGGCCATCCCCTGGTATTCTCTCCCAACTTGCTCTTCACCGATACATCTGGTTGGCTATTTATCAACTTCGTCTCTCTTAATCGTGTCACCGAARAGTTTTCCTCTTTTGGTTCTCTTTTTTTTCTGGGCGTCTTCACTARACCCTTCCAGTGCGGCGGGTARATACAC
TCTGTTGACGTGGGCACACATGCCTGGCGGCCAAACTCTCGCCCTCAAGAATCCCTGAATGAGACGGTGAAAGTATATGGGGAATCATCTTAACACTGATGCACTTTGCTTTGCATCTGGTTATGGAGTATCCACTAACCCTCTACTAGATTACTATTCGATGAATGCTTGGTA
GACATAAATTTTCATTTTTTCACTTCATCCAATTTCCTTTAATTTTAAAAACAACACTAGGGATTTTGCCCTARATGTTTGTCACGTTTTTTTGCAAATTTTGTTCACATTCGTTCACACCTTTCGTTACGTACACCTCAACGCCAATATTTCATTAATATTCAAATTCGTTTC
GTTCGTTCGCGTTCGTTCGTTTTCGTTCGTTCGTTCGCTCACCACACCCCAACCGTACCTCCAACAACGCTGGCAATTTCCAGCTATATTCACAGACCCCCTCCACCACCATGCCCACACCGTCATCACTCGCCAATACCCAACACCACCGTCCACTTCCGGCACCGARATTCA
GTCCACTTCCGGCACCGARATTCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTC CTTC!
CACCGAAATTCAC STAACCCTACAC CACTTTTAGTGTTG TTCACCATCCACCGTCCACTTCCGGCACCGAAATTCA!
TTTTACTCTTCCFCTTCAFCATFCACFCTCCAFTTCCCCCACCCAAATCAFC GTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGAAATCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTT
STTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGAAATCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCA
C AFCATCCACCGTCCAFTTCCGFCACCGAAA
TTC CACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGARATTCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCE ACTTCCGGC ‘TCACCCGTAACCC
TACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGAARATCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCACCCACCGTCCACTTCCGGCACCGAAATCACCCGTA? CTACACCGTTACGCCAC
CACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGAAATCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGAAATTCACCCGTAACCCTACACCGTTACG!
CGTTCACCATCCACCGTCCACTTCCGGCACCGARATCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGARATCACCCGTARCCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCACCCACCG
TCCACTTCCGGCACCGAARATCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGARATCACCCGTARCCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTGCCCATCCCA
CCACTACCCGCAAGGATCCCACTAACAAGGCCCCCCCCCTCCCCCCCCGCAATTTAAGCCTATGCACTTCTTTGCATTACACTATCTTCCCCATACCTTAACTTCATGTAAGCAAGGCATTCCTATTCATGTTCTCCAGACATTCTATGTATGCTCTTCCCTTATTGTTCCCTG
TAAACAAGACCCTCCCTGTCCTTTCTTCTTAGACCCTCCAACATCCATGCTCTCTGGACCTCTCTCCCTTTCCTCCAGACTAACGACATTCCCGTGTCTTTCTTGAATGACAATCCAATAGTCCATGGTCCCAGGAATTGCCTCTCTCTTTCCTTCCACTARACCCATCCCCTG
CTGCTCTTTACCTCTCTCTCCGCTCACCGTGTACGGCTACGCTTGGCGAGGCTCTCTGCACCGTCCCAGGCCATCCCTGCCCCCAACCCTAACCTCCCGCTGTACCCTCAACACGCGTACTGGGTTATCTCTTGATCTGACCTCTCACGTGAAATCAGCAACCCGGCGTATGGC
AGACTCTACGTTACTAGCGTCAGGCCCATTCTTTCCCCCTACACCCTCGCCCAACTTGCGCTTTTGCGCCTCTGGTTCCTATGTCAGGGCCATCCCCTGGTATTCTCTCCCAACTTGCTCTTCACCGATACATCTGGTTGGCTATTTATCAACTTCGTCTCTCTTAATCGTGTC
ACCGAAAAGTTTTCCTCTTTTGGTTCTCTTTTTTTTTCTGGGCGTCTTCACTAAACCCTTCCAGTGCGGCGGGTAAATACACTCTGTTGACGTGGGCACACATGCCTGGCGGCCAAACTCTCGCCCTCAAGAATCCCTGAATGAGACGGTGAAAGTATATGGGGAATCATCTTA
ACACTGATGCACTTTGCTTTGCATCTGGTTATGGAGTATCCACTAACCCTCTACTAGATTACTATTCGATGAATGCTTGGTAGACATAAATTTTCATTTTTTCACTTCATCCAATTTCCTTTAATTTTARAAACAACACTAGGGATTTTGCCCTARATGTTTGTCACGTTTTTT
TGCARATTTTGTTCACATTCGTTCACACCTTTCGTTACGTACACCTCAACGCCAATATTTCATTAATATTCARATTCGTTTCGTTCGTTCGCGTTCGTTCGTTTTCGTTCGTTCGTTCGCTCACCACACCCCAACCGTACCTCCAACAACGCTGGCAATTTCCAGCTATATTCA
CAGACCCCCTCCACCACCATGCCCACACCGTCATCACTCGCCAATACCCAACACCACCGTCCACTTCCGGCACCGARATTCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCACCCACCGTCCACTTCCGGCACCGAAATTCACCCGTAACCCTA
CACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGAAATTCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGAAATCACCCGTAACCCTACACCGTTACGCCACC
ACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGAAATTCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGT TGGCGTTCACCATCCACCGTCCACTTCCGGCACCGAAATCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGC
GTTCACCACCCACCGTCCACTTCCGGCACCGAAATCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGARATCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCACCCACCGT
CCACTTCCGGCACCGARATTCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGAAATTCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACC
GAAATTCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGARATCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGARATTCACCCGTAA
CCCTACACCGTTACGCCACCACTTTTAF GTTGGCGTTCACCATCCACCGTCCACTTCCGGCACCGAAATCACCCGTAACCCTACACCGTTACGCCACCACTTTTAGTGTTCGCGTTCACCATCCACCFTCCACTTCCFGCACCFAAATTCACCCGTAACCCTACACCFTTACG

=

CTTC

C. TCAACAACAAC TCAACAACAAC TCAACAACAAC TCAACAACAAC TCAACAACAAC TCAACAACAAC TCAACAACAAC TCAACAACAAC TCAALAACAACAAATCAACAACAACAAATCAACAACAACAAATCAACGAGTCCCTG
TAGCTTACAACAAAGCATGGCACTGAAGATGCCAAGATGGCTGCCACACAACACCCAAGGACAATAGACTTAGTCCTAACCTTACCGTTAATTTTTGCTAGGCATATACATGCAAGTATCCGCATCCCAGTGTARAATGCCCTTCGCTTCTTGCCARGACAGAAGGAGCAGGTAT
CAGGCACACCCACAGTAGTAGCCCAAGACGCCTTGCTTGGCCACACCCCCACGGGTACTCAGCAGTAATTAACCTTAAGCAATGAGTGTAAACTTGACTTAGCCATAGCAACTCAGGGTCGGTARATCTTGTGCCAGCCACCGCGGTCATACAAGAGGCCCAAATTAACAGCAA
ATATACGGCGTAAAGAGTGGTACACATGTTATCTCGGCAGCTATGACCGAAATGCAACTGAGCTGTCATAAGCCCAAGATGCACTTAAGGTCACCCCTCAAAATGGTCCTAGCACCCATGATTAATTAAACCCCACGAAAGCT, TGGGATTAGATACCCCACTA
TGCTTAGCCCTAAATCTTGACACTTACCTCACCGAAGTGTCCGCCTGAGAACTACGAGCACARACGCTTARAACTCTAAGGACTTGGCGGTGCTCCARACCCACCTAGAGGAGCCTGTTCTATAATCGATGATCCACGATACACCCGGCCTCCCCTTGCCATGGACAGCCTACA
TACCGCCGTCGCCAGCCCACCTCTACTGAAAGAACAGTAGTGAGCATAATAGCCCTAATCCCGCTAACAAGACAGGTCAAGGTATAGCCCATGGGGAGGAAAGARAATGGGCTACATTTTCTAGAATAGARAAACCAACGARAAGGGTCTATGAAACTACCCCTAGAAGGCGGATT
TAGCAGTAAAGCAGGGCAATAATACCTTCTTTAAGTTGGCTCTAGAGCACGTACATACCGCCCGTCACCCTCCTCAT. CTACCCC. T. TAAT. CCCACCAGT! GACGAGGTAAGTCGTAACAAGGTAAGTGTACCGGAAGGTGCACTTAGCACAA




Pterocles burchelli (Pterocliformes/Pteroclidae) mitogenome from ND5 to 12S rRNA (MN356340.1 - re-annotated)
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"AAAACAGCACAAAACAAGTCACAGC GACCCAGCTTGACTTTTTAAAATATATAACTAAAAACCCCAGCCACACGAACC CARAATTCTAATTNCCCCCCCCCCCTTCCCC
CGCCGGTTTATGTATTAATGCGCATTGTATTATTGCCCACATTATACATATCATGCAATCTAGGARAACACATTAAATGAATGTATCCARAACATACGTTTCATGCATARTATCCATCCGGATGACCACCGGGCATAACCCCCTCCCCCCATGTCCCCCCCAGGGAATTTCCTA
GTAACTTCCAAACCTAAATACAACTAACAAACTCCGTACTAAAACCATAACAACGATAACTTATACATTCCCTACTTCCAGCATACGGAAGTGCTAGAACACAGCCCATGAATGGTAACAGGACAARACACTTCAATATTCTCTCGTAGGACCGGTGTCAGGTATCAGGTTATC
TATTAATCGAGCTTCTCACGAGAAATCAGCAACCCGGTGTCTGTAATGTCCATCACGACCAGCTTCAGGACCATTCTTTCCCCCTACACCCTCGCCCATCTTGCTCTTTTGCGCCTCTGGTTCCTCGGTCAGGACCATAACTTGGCTTCTCACCTTAACTCGCCCTTCACAGAT
ACATCTGGTTGGGGATATTAATCAACATGCTCCCTCTTAATCGTGTCACCCCCTTTTTTCTCACTTTTGGTTCTTTTTTTTTTCGGGTGGTCT TCAACGTGCCCCTCGATGCAGCTGACGGGTGCTTACAATTTCTTGACATGTCCATACAATGCCTATCGTCCARTTTTTGGT
TCTCAAGAATCCCTCAATGATATGGTGGAAATGTATGGGGAATCATCTTTACACTGATGCACT TTGTTTTGCTATTGGTTATGGAGTATCCTCTATCACTTGTCTATGTCACTAT TATAATGAATGCTTGTAAGACATATTTTTTTACTTTCCATTTCCTCTAACT TTTTARAC
AACACTAGAGACTTTCAACTAAATTCTCATATCAAATTTTTTTCACTTTTTATCATGAATTTATCTTTGTTATATCCATATTCGTTAGCACTGGAGT TCCATTAATAAATTAATCARATCATCGTTCGTATTTCATCATCATATCATCATTATAATCATCACAAATTTCCCCTA
AAAAACTAAGTCAACAAATTTACAAATCATATGTATCTTATCATTTGTTTTTCACGACAAACAACCCTGACCAATACTACCAACCCCCCTACCACACACAATATATATCTATATATTTATATCTATATATTTATATCTATATAT TTATATCTATATAT TTATATCTATATATTT
ATATCTATATATTTATATCTATATATTTATATCTATATATTTATATCTATATATTCATATTTATATTCATATTTATATTCATANTTATATT TATACT TATATTTATACT TATATT TATACT TATATTTATACT TATATTTATACTTATATTTATACT TATATTTATACTTATAT
TTATACTTATATTTATACTTATATTTATACTTATATTTATACTTATATTTATACTTATATTTATACT TATATTTATACTTATATTTATACT TATATTTATATCAAACTTCATCTTTATCCTTAATTCTTATAAACATACCCAAACATTACCCTCAATGCCCCTTACTATCAATC
AACACAATAAGACGTTAAACTTACCTAAAAT ACCCTAATAATTCAAAAACCCTTACT TCAAACCAAACAAAACAAACGAACCCCCTACTACCTACACT, . TCAGAAAAGAAGGACT TCAACCTTCACCACCAACTCCCARAGCTGGTATCCTACATTARACTATTTTCTGCCCC
AAACCATACCCACCTCGCCTAACTGCTCGAATTGCCCCTCGAGATAAACCCCGCACAAGCTCTAACACAACAAACAAAGTCAATAATAACCCCCAACCTGCCACCAGAAGTATCCCCACTCCCTGTGAATACAACATAGCCACCCCACTARAATCCACCCGAACAGAARACACA
CCAGCACTATCAATCGTTTCCAACCCARACTTTCAACCCTCTACTAACCCCCCTATAACAACCCCARCTCCAAGCACTACAATAAAACCTACACCATACCCCACAACGCGTCAATCCCCCCARGCCTCCGGAAATGGATCAGCCGCCARAGACACAGAATAGACAAACACCACT
AACATCCCCCCCAAATAAACCATAAACAATACTAACGCCACAAAGGAAAGCCCTAAACTTAACAGCCACCCACAACCCACAACAGACGCTAACACTAAACCCACCACCCCATAATAGGGCGAAGGATTAGATGCCACTGCTAACCCGCCCAAAACAARACATACCCCTARARAC
BATACAAAATATGTCATAGCAATTTCCGCTTGGTTTTTCTCCAAGACATGCGACCTGAAAAGCCACCGTTGTACATCTCAACTACGGAAACCCARAATACTCAACTTTCCCCCTCCCCAACCT TAACACAATTAACCCGAACACATACATCCACCAACCCATTACTTCAACTCT
CARCCCACCCCTCACAACCATCCGCCACCATCCTCTACCCCTCATACTCATTAATTACTTAACATTCCCARAACACCCCCACCCTCAACTAACCTTTAAACCCCACCATCAATTTTATTCTTACATTTATTTATCCATCTCTTCCATCAAGCACTGAAGT TCCATTAATAAAAT
AACCTAAACCCCATACTCTTATCATTATATTATCATCATTACAATCACACATTACCAAAGARATCCTCCTAACAATTACACTAACCCTAGTCAAATTAATGACAAACAACARACAACAAACAAC CAAAC CAAAC CAAACAACAAACAAC

TNCAAAC. D "AACAAAC. D "AACAAAC. D "AACAAAC. D "AACAAAC. D "AACAAAC. D CAATC. CAATC. CAATC. CAATC. CAATC. CAATC CAATC CAATC CAATC CNATCAAACGATCA
AACGATCAAACGATCAAACGATCAAACGATCAAACGATCAAACGATCARACGATCAAACGATCAARACGATCAAACGATCAAACGATCAAACGATCAAACGATCARACGATCARACGATCAAACGATCARACGATCARACGATCAAACGATCARACGATCARACGATCAAACGAT
CARACAACACAACAGTTCTTGTAGCTTACAACAAAGCATAGCACTGAAGATGCTAAGACGGCTCCTAAATATGTGTCCAAGAACARAAGACTTAGTCCTAACCTTACTATTAATTTTTGCCAGACATATACATGCAAGTATCCGCGCCCCAGTGTARATGCCCTTCACAGCTTA
TTACTCAAGCAAAAGGAGCAGGTATCAGGCACACTAACCARACGTAGCCCAAGACACCTTGCTTAGCCACACCCCCACGGGTTCTCAGCAGTAATTAACATTAAGCAATAAGTGCARACTTGACT TAGTCATGGCAACACTTAGGGTTGGTAAATCTTGTGCCAGCCACCGCGG
TCACACAAGAGACCCAAATTAATTGTATTCGGCGTARAGAGTGGTATAATATGCTATCATACCAACTARGATCAAAGTATAACCAAGCTGTCATAAGCTCACGATACACCTARAATCTTCCTTAAGATGATCTTAGCAT TARCGAT TAATTGAACCCACGARAGCTAAGACACA
ARCTGGGATTAGATACCCCACTATGCTTAGCCCTAAATCCCGATACTAATCTAACCARAGTATCCGCCTGAGAACTACGAGCACARACGCTTAAAACTCTAAGGACTTGGCGGTACCCCARACCCACCTAGAGGAGCCTGTCCTATAATCGATAACCCACGATGCACCCGACCG
CTCCTTGCCAAGACAGCCTACATACCGCCGTCGCCAGCTCACCTCCCCTGAGAGACCAACAGTGAGCATAATAGCCTCTGTTCCGCTARCAAGACAGGTCAAGGTATAGCTARTGGATCGGAAGAGATGGGCTACATTTTCTARGCTAGAAGACTACGARAAGGGGTGTGAAAC
CACCTCTAGAAGGCGGATTTAGCAGTAAAACAGGATAATGATGCCTGCTTTAAGCTGGCCCTGAGGTACGTACATACCGCCCGTCACCCTCCTCTCAAGCCACAGCCTCTTATARATAAAACACATCTTGGCTGAAGATGAGGTAAGTCGTAACAAGGTAAGTGTACCGGAAGG
TGCACTTAGTATAT

Pterocles gutturalis (Pterocliformes/Pteroclidae) mitogenome from ND5 to 12S rRNA (CM020177.1 - annotated)
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|2 T RCTCTARTACT T TAACARAAAACATICCTCTTCTARACCARAGARTCARGAATARTCCCOTTCTTAGAGET CCARACCACTTACAACCARARGCCARACACTTACCACTAACCCTAGGCCGATATAAACCARACTACATCCACCTAACCCAACTACCCCAAATT
CTCCTCCCTTTTTTCCACTTATTAACCTAAATAACCCCTACGTCACATAACACCATCCAAACCAACCCCCTACCCATAATAACCCCCAATACCACTARAAACGAAACCCAGAACTAAGCGGCGCCGCACCTAARACACTATATCCTTAAARATAAGCCAACAACTTTCATCCAA
CCCGCCCCCARATTGCTTAACCTAAAAAACCTCTCCACATACCCTAAAAAGTCCACCCTATATTCCCCTTTTTTTCCGCTTATTAACCTAAATAACCCCTACGTCACATAACACCATCCARACCAACCCCCTACCCATAATAACCCCCAATACCACTAARAACGAAACCCAGAR
CTAAGCGGCGCCGCACCTARAACACTATATCCTTAAAAATAAGCCAACAACTTTCATCCAACCCGCCCCCAAATTGCTTAACCTARARAACCTCTCCACATACCCTARARAGTCCACCCTATATTCCCCTTTTTTTCCGCTTATTAACCTARATAACCCCTACGTCACATAACA
CCATCCAAACCAACCCCCTACCCATAATAACCCCCAATACCACTARAAACGARACCCAGAACTAAGCGGCGCCGCACCTAARACACTATATCCTTARARATAAGCCAACAACTTTCATCCAACCCGCCCCCARATTGCTTAACCTAARARACCTCTCCACATACCCTAARAAGT
CCACCCTATATTCCCCCTTTTTTCCACTTATTAACCTARATAACCCCTACGTCACATAACACCATCCAAACCAACCCCCTACCCATAATAACCCCCAATACCACTARARACGARACCCAGAACTARGCGGCGCCGCACCTAARACACTATATCCTTARARATAAGCCAACAACT
TTCATCCAACCCGCCCCCAAATTGCTTAACCTAAARAACCTCTCCACATACCCTAAARAGTCCACCCTATATTCCCCTTTTTTTCCGCTTATTAACCTAAATAACCCCTACGTCACATAACACCATCCARACCAACCCCCTACCCATAATAACCCCCAATACCACTAAARACGA
AACCCAGAACTAAGCGGCGCCGCACCTAAAACACTATATCCTTAAAAATAAGCCAACAACTTTCATCCAACCCGCCCCCACATATCTTTGCGACAACCACAAAGGCGTGCGGAAC CC TACC CCCCC@CTCTM!’GMCC@CTTATGTGMMMCGCAMATATTATAGTCC
ACATTATACATGTCATG! TTAGGGAAATCCATTAAGTGAATGTACCAAAAACATACCCTGTATGCATAATATCCATALCAATG! ATT GGGAATTCCTAGTAGTTTCCAAACCAAAGGACCG!
CTAAACCCATTGTACCGATAACTTATACATACCCTACTCCTAGCATACGGAAGTGCTAGAGTACAACCCATGCATGGTAGCAGGACAAACTACTTCAATATTCTCTCGTAGGACCGGTGTCAGGTATTAGGTTATCTATTARTCGAGCTTCTCACGAGARATCAGCAACCCGGT
GTTTGTAATATCCTTCACGACCAGCTTCAGGACCATTCTTTCCCCCTACACCCTCGCCCATCTTGCTCTTTTGCGCCTCTGGTTCCTCGGTCAGGARCATAACTTGGCTTCTCACCCTAACTTGCCCTTCACAGATACATCTGGTTGGGGATATTAATCARCATGACTCTTCTT
AATCGTGTCACCCCCCTCTTTTTCACTTTTGGTTCTCTTTTTTTTGGGGTATCTTCAACGTGCCCCCCGGTGCGGCGGGTGAATACARTCTCTTGACCTGAGCATACAATGCCCGTCGGCCTTTTTTCTGGCCTTCAAGARTCCCTTAATGAGACGGTTGRAGTGTATGGGGAR
TCACTTTTACACTGATGCACTTTGTATAGCATTTGGTTATGGAGTATCCTCTATCTCTTGTCTATGTTGCTATTTGGTGAATGCTTGTTAGACATAT TTTTTCACTTTCCATTTCCTCTAACTTTCTTARCARAACTAGGAGT TTTCAACTAAATTTTCACATCARATTTTTTC
ATCTTTTATCATGAATTTTATCCATGCARATATTCGTATTCATTGGCACTGGAGTTACATTAGTARAACARACGAAACATCGTTCGTGTTTTATCGTTGTTTTATCATCATTTCATCATCATAATCATCATARATTTCCGCTG CCAAGT. T CCATTT
CACATCATCATACCTTCATCATAACARACCCAATCTAAACTAACACCACTGARAACCTTACTTAACTCACAARATACATACCACATTTCATCAATCACATCTAACCCTTACAATTATCACCCTCAATACCTACTACCARCCACAACCTCE
CACTCATTCCCCTGTAGTCAGAARAGAAGGACTTTARCCTCCACCGCCAACCCCCARAGCTGACGTTCTACACTAAACTATTTTCTGTTCTARACCATACCTATTCAATCTAACTGCCCCAATTGCTCCCT
GAGATAATCCTCGTACAAGCTCCAACACAACAAACAAAGTCAATAGTAACCCTCACCCTGCCACTARAAGCATCCCCACCCCACATGAATACAACATAGCCACCCCACTAARATCCACTCGGACAGARAACATACCAATACTATCAATCGTAACCAACCCARACTTCCATCCCT
CRACAGACCCACCCACAATAAACCCGACTACAAGTACTACAACAARACCTACACTATACCCCACGACACGTCAATCCCCCCAAGCCTCCGGAARAGGCTCGGCTGCCARAGACACAGAGTAAACARACACTACCAGCATTCCCCCTARGTAAACTATAAACAACACTAACGCCA
CAAAAGAAAGCCCCAAACTTAATAATCACCCACAACCTACAACAGATGCCACCACCAAACCTACTACCCCATAATAAGGTGAAGGATTGGACGCCACTGCTAACCCCCCCARAAGCAAAACCTACCCCTAAAAACAGTACAAAATAAGTCAT, TTTCTGCTTGGTCTCTCT
CCAAGACATGTGGCCTGAARAGCCACTGTTGTAAACCTCAACTACAGAAACTCAARATACTGAACTTATCCTTCCTCTTAACATARGARATARACATAACTCCCTAATCCARATACACGACGTCCATTARCCTAACACCTTAGTCCCCARAACCTTTTAACARATCAACAATAC
ATAAATATCCACTCCARAACCAACCATTAAGTGTTCACTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTT
ATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTCATATCATTTATATCATTCATATCATTTATATCATTCATATCAT TTATATCATTTATATCATTTATATCATTTATATCATTCATATCATTTATATCATTCATA
TCATTTATATCATTCATATCATTTATATCATTCATATCATTTATATCATTCATATCATTTATATCATTCATATCATTTATATCATTCATATCATTTATATCATTCATAGCATGTTCTCATTCATATCATTTATATCATTCATATCATTTATATCATTCATATCATTTATATCAT
TCATATCATTTATATCATTCATATCATTTATATCATTCATATCATTTATATCATTCATATCATTTATATCATTCATATCATTTATATCATTCATATCATTTATATCATTCATATCATTTATATCATTCATATCATTTATATCATTCATATCATTTATATCATTCATATCATTTA
TATCATTCATATCATTTATATCATTCATATTATTTATATTATTTAACARACATTCARATCATACTTTACTCCCAACCCCCCTCAACTTCCATAARCACCAGGAATTCTTARCCARATTTTTCACATTTCATCATCAATTTTATGTTTARATTTATTCACTTATACCCCTTTTGG
CACTGGAGTTACATTAGTAATATAACCARAACCATCCATACTTTATCATATTGTTATATTATTAATCACCATAAATTACTAAAGARACTCCCCTGCCCAACTCCACTTAATTAAATGATCAAGTAACCARACAGTACAACARACAGCACAATTAAACAACACAACAAACTACAA
TTTARACGATACAACARACGGTACGACAAACGATACAATTTARACGATACAACARACGGTACGACARACGATACGATTTARACGATACAACARACGGTACGACAAACGATACGATTTARACGATACAACAAACGGTACGACAAACGATACGATTTARACGATACARCAAACGGT
ACGACARACGATACGATTTARACGATACAACAAACGGTACGACRARCGATACGATTTARACGATACAACARACGGTACGACARACGACACGATTTARACGATACAACAAACGGTACGACARACGACACGATTTAAACGATACAACAARCGGTACGACAARCGACACGATTTARA
CGATACAACAAACGGTACGACARACGACACGATTTAAACGATACAACARACGGTACGACAAACGACACGAT TTARACGATACAACAAACGGTACGACACCGTGACGGGTGCTGCGAAGGCCGCTCAACTCAACCTTGTGGCTGATACGTTGCATTCAAACGGTACGACARACGA
TACGATTTAAACGATACAACAARCGGTACGACAARCGATACGATTTAAACGATACARCAARCGGTACGACAAACGATACGATTTARACGATACARCARACGGTACGACAARCGATACGATTTAARCGATACARCAARCGGTACGACAARCGATACGATTTARACGATACARCAR
ACGGTACGACAAACGATACGATTTAAACGATACAACAAACGGTACGACATGGAGCTGGTTCTTGCGGTCCGATAACGTGAGGTCTACCTGTACGCTCAAACGATACAACAAACGGTACGACAAACGATACGATTTARACGATACAACAAACGGTACGACARACGATACGATTTA
ARCGATACARCARACGGTACGACARACGATACGATTTARACGATACAACARACGGTACGACARACGATACGATTTARACGATACAACAAACGGTACGACAARCGACACGATTTARACGATACAACAAACGGTACGACAAACGATACGATTTARACGATACAACARACGGTACGA
CARACGATACAACAAACGGTACGACARACGATACGATTTAAACGATACAACAAACGGTACGACAAACGATACGATTTAAACGATACAACARACGGTACGACAAACGATACGAT TTARACGATACAACAAACGGTACGACARACGATACGATTTAAACGATACAACAAACGGTAC
GACARACGATACGATTTAAACGATACAACAAACGGTACGACARACGATACGATTTARACGATACAACARACGGTACGACARACGATACGATTTARACGATACAACARACGGTACGACARACGATACGATTTARACGATACARCARACGGTACGACARACGATACGATTTARACG
ATACAACAAAACGGTACGACAAACGATACGATTTAAACGATACAACAAACGGTACGACAAACGATACGATTTAAACGATACAACARACGGTACGACAAACGATACGATTTAAACGATACAACAAACGGTACGACAAACGATACGAT TTAAACGATACAACAAACGGTACGACAA
ACGATACGATTTAAACGATACAACATTGTTCGAGTAATGCCTGCTGCTARATACAACARACGTTATGTTTGCCCGGGTACGATTTARACGATACAACARACGGTACGACARACGATACGATTTARACGATACAACARACGGTACGACARACTATACGATTTARACGATACAACA
AACGGTACGACAAACGATACGATTTARACGATACAACAAACGGTACGACARACGATACGATTTAAACGATACAACAAACGGTACGACARACGATACGATTTAAACGATACAACARACGGTACGACAAACGATACGATTTAAACGATACAACTARCGGTACGARAAACGCTACGA
TTTARACGATACAACARACGGTACGACAAACGATACGATTTARACGATACAACARACGGTACGACARACGATACGATTTARACGATACAACARACGATACGATTTARACGATACAACAAACGGTACGACAARCGATACGATTTARACGATACAACARACGGTACGACAAACGAT
ACGATTTAAACGATACAACAAACGGTACGTCCAAGAGATGTGTCCGATTTAAACGATACAACARACGGTACGACAAACGATACGATTTAAACGATACAACAAACGGTACGTCAAACGATCGATTTAAACGATACAACARACGGTACGACAAACGATACGATTTAAACGATACAA
CARACGGTACGACAAACGATACGATTTARACGATACAACAAACGGTACGACAAACGATACGATTTARACGATACAACARACGGTACGACARACGATACGAT TTAACGATACGGCTTATGGTTGCCTCGAGCGATACGATTARACGATACARCARACGCTACGTCTTCTAGTAGA
CTCCAGCACAAACGATACAACARACGGTACGACAAACGATACGATTTARACGATACAACAAACGGTACGACARACGATACGATTTAAACGATACAACAAACGGTACGACAAACGATACGATTTAAACGATACAACARACGGTACGACAAACGATACGATTTARACGATACAACA
ARCGGTACGACARACGATACGATTTARACGATACAACARACGGTACGACARACGATACGARTCARACGATACAACARACGGTACGACARACGATACGATTATGAGTCTGTCAGATGCGGCTTCGGCAATCGACGAGTCAGCGATCAACAAACGGTACGACARACGATACGATTT
AARCGATACAACAAACGGTACGACAAACGATACGATTTARACGATACAACAAACGGTACGACARACGATACGATTTARACGATACAACAAACGGTACGACAAACGATACGATTTAAACGATACAACARACGGTACGACAAACGATACGATTTARACGATACAACARACGGTACG
ACRAACGATACGATTTARACGATACAACAAACGGTACGACARACGATACGATTTAAACGATACAACAAACGTACGACAAACGATACGATTTARACGATACAACAAACGGTACGACARACGATACGATTTAAACGATACAACAARCGGTACGACAAACGATACGATTTAAACGAT
ACRACARACGGTACGACAAACGATACGATTTARACGATACAACAARCGGTACGACAAACGATACGATTTARACGATACAACARACGGTACGACARACGATACGATTTARACGATACAACARACGGTACGACARACGATACGATTTARACGATACARCARACGGTACGACARACG
ATACGATTTAAACGATACAACARACGGTACGACAAACGATACGATTTARACGATACAACAAACGGTACGACARACGATACGATTTARACGATACAACAAACGGTACGATTTARACGATACAACAAACGGTACGACARACGATACGATTTAAACGATACAACARACGGTACGATT
TARACGATACAACAAACGGTACGACAACGATACGATTTARACGATACAACARACGGTACGACAAACGATACGATTTAARCGATACAACAARCGGTACGACAARCGATACGATTTAAACGATACARCAAACGGTACGACARACGATACGATTTARACGATACAACARACGGTACG
ACAAACGATACCATTTAAACGATACAACAAACGGTACGACAAACGATACCATTTAAACGATACAACAAACGGTACGACAAACGATACGATTTAAACGATACAACAAACGCTACCACAAACGATACGATTAAACGATACAACAAACGETACEACAAACGATACEATTTAAACGAT

TTCAGCGTGTGCCTGCTACAACAACGGTACGACAAACGATACGATTTTAACGATACAACAAAGGTACGACAAACGATACGATTTAAACGATACAACAAACGGTACGACAAACGATACGATTTAAA(,GnTnCnA(,AnA(,C(,GGTTA(,TnCnAnCLGnTnCGATTLAnCLGnTnCn
ACAAACGGTCACGACAAACGATACGATTTTAAACGATACAACAAAACGGTACGACAACGATACGATTTAAACGATACAACCARAACGGTACGACAAACGATACGATTAAACGATACAACAAAACGGTACGACAAACGATCCGATTTAAACGATACAACAAACGGTACGACAACGA
TCTTTAGATTTTAATCTATAAACAAACGGTACGCCATCACCAACAGTGCCATTTGGTTCAACATGCGGTACGACAAACGATACGATTTGAACGATACAACAAACGGTACGACAAACGATACGATTTARACGATACAACAAACGGTACGACAAACGATACGATTTARACGATACA
ACAAACGGTACGACAAACGATACGATTTAAACGATACAACAAACGGTACGACAAACGATACGATTTAAACGATACAACAAACGGTACGACAAACGATACGATTTAAACGATACAACAAACGGTACGACAAACGATACGATTTAAACGATACGACAAACGATACGACAAACGATA
CGACAAACGATACGACAAACGGTACGACAAACGATACGATTTAAACGATACAACAAACGGTACGACAAACGATACGATTTAAACGATACAACAAACGATACGACAAACGATACGATTTAAACGATACGACARACGATACGACAAACGATACGACARACGATACGACARACGATA

CGACAAACGATACGACAAACGE
ATTTAAARCGATACAACARACGE

\CGACAAACGATACGACAAACGATACGACAAACGATACGACAAACGATACGACAAACGATACGACAAACGATACGATTTAAACGATACGACAAACGATACGACAAACGATACGATTTAAACGATACAACAAACGGTACGACARAACGATACG
\CCACAAACGATACCACAAACGATACCGATTTAAACGATACAACAAACGCTACCGACAAACGATACCGATTTAAACGATAACACAATAGTTCTTATAGCTTACAATAAAGCGTAGCACTGAAGATGCTAAAACGGCCCCTAATTACGTGCCTGA




GAACAAAAGACTTAGTCCTAACCTTACTATTAATTTCTGCCAGACATATACATGCAAGTATCCGCGTCCCAGTGTARATGCCCTTGATCTCTTAATAATAAGCAAAAGGAGCAGATATCAGGCACACTCACTAAGCGTAGCCCAAGACGTCTTGCTCAGCCACACCCCCACGGG
TATTCAGCAGTAATTAACATTAAGCAATAAGTGCAAACTTGACTTAGTCATGGCAATATTCAGGGTTGGTAAATCTTGTGCCAGCCACCGCGGTCACACAAGGGACCCAAATTAATTGTACTCGGCGTARAGAGTGGTTATATGCTATCATACTGACTAAGATCAAAGTATAGC
TAAGCTGTCATAAACTTATGATATACCTAAGACCCATCTTAARACGATCCTAGCCCTGACGACTAATTGAACCCACGARAGCTAAGGCACAAACTGGGATTAGATACCCCACTATGCTTAGCCCTAAATCCTGATACTAATTCAACCARAGTATCCGCCTGAGAACTACGAGCA
CAAACGCTTAAAACTCTAAGGACTTGGCGGTACCCCAAACCCACCTAGAGGAGCCTGTCCTATAATCGATAACCCACGATACACCTAACCGCTCCTTGCCAAGACAGCCTACATACCGCCGTCGCCAGCTCATCTCCACTGAGAGACCAGTAGTGAGCATAATAGCCCTCACCT
CGCTAGCAAGACAGGTCAAGGTATAGCTAATGGATCGGAAGAGATGGGCTACATTTTCTAAACTAGAGAACTACGAAAAGAGGTGTGAAACCATCTCTGGAAGGCGGATTTAGCAGTAAAACAGGATAATAATACCTGCTTTAAGCTGGCCCTGGGGTACGTACACACCGCCCG
TCACCCTCCTCTCAAGCCACAGCCTCTACTCAATAAATAATATGCCTCCCTGGCTGAAGATGAGGTAAGTCGTAACAAGGTAAGTGTACCGGAAGGTGCACTTAGCACAT

Pterocles gutturalis (Pterocliformes/Pteroclidae) mitogenome from ND5 to 12S rRNA (MN356147.1 - re-annotated)
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TACTCTAATAGT T TAACAAAARACATTGCTCTTGTAAACCARAGARTGAACAATAATCCCCTTCTTAGAGET CCAAACCACTTACAACCAAAAGCCAAACACTTACCACTAACCCTAGGCCGATATARACCARACTACATCCACCTAACCCAACTACCCCAARATT
CTCCTCCCTTTTTTCCACTTATTAACCTAAATAACCCCTACGTCACATAACACCATCCAAACCAACCCCCTACCCATAATAACCCCCAATACCACTAAAAACGAAACCCAGAACTAAGCGGCGCCGCACCTAAAACACTATATCCTTAAAAATAAGCCAACAACTTTCATCCAA
CCCGCCCCCAAATTGCTTAACCTAAAAAACCTCTCCACATACCCTAAAAAGTCCACCC TCCCCNTTTTTTCCNC ACCTAAATAACCCCTACGTCACATAACACCATCCAAACCAACCCCCTACCCATAATAACCCCCAATACCACTAAAAACGAAACCCAGAA
CTAAGCGGCGCCGCACCTAAAACACTATATCCTTAAAAATAAGCCAACAACTTTCATCCAACCCGCCCCCAAATTGCTTAACCTAAAAAACCTCTCCACATACCCTAAAAAGTCCACCCTATATTCCCCNT TTTTTCCNCTTAT TAACCTAAATAACCCCTACGTCACATAACA
CCATCCAAACCAACCCCCTACCCATAATAACCCCCAATACCACTAAAAACGAAACCCAGAACTAAGCGGCGCCGCACCTAAAACACTATATCCTTARAAATAAGCCAACAACTTTCATCCAACCCGCCCCCAAATTGCTTAACCTAARAAACCTCTCCACATACCCTAARAAGT
CCACCCTATATTCCCCNTTTTTTCCNCTTATTAACCTAAATAACCCCTACGTCACATAACACCATCCAAACCAACCCCCTACCCATAATAACCCCCAATACCACTAAAAACGAAACCCAGAACTAAGCGGCGCCGCACCTAAAACACTATATCCTTAAAAATAAGCCAACAACT
TTCATCCAACCCGCCCCCAAATTGCTTAACCTARAAACTCCCCCCCCTACCCCCCCGGCTCTAATGTGCCGGCTTATGTGTTAATGCGCATTATATTATAGTCCACAT TATACATGTCATGTAACT TAGGGAAATCCAT TAAGTGAATGTACCAAAAACATACCCTGTATGCAT
AATATCCATAACAATGTCCATCGGGCATACA TATCATTCCCCCCCTTCCCCCCCAGGGGARTTCCTAGTAGT TTCCARACCARAGGACCGGTAATAGCCACGTACTARACCCATTGTACCGATAACT TATACATACCCTACTCCTAGCATACGGAAGTGCTAGAGTACAACCCA

3CATGGTAGCAGGACAAACTACTTCAATATTCTCTCGTAGGACCGGTGTCAGGTATTAGGTTATCTATTAATCGAGCT TCTCACGAGAAATCAGCAACCCGGTGTTTGTAATATCCTTCACGACCAGCTTCAGGACCATTCTTTCCCCCTACACCCTCGCCCATCTTGCTCTT
TTGCGCCTCTGGTTCCTCGGTCAGGAACATAACTTGGCTTCTCACCCTAACTTGCCCTTCACAGATACATCTGGTTGGGGATATTAATCAACATGACTCTTCTTAATCGTGTCACCCCCCTCTTTTTCACTTTTGGTTCTCTTTTTTTTGGGGTATCTTCAACGTGCCCCCCGG
TFCFGCG(?GTGAATACAATCTCTTGACCTEAPCATACAATGCCCGTCPGCCTTTTTTCTFGCCTTCAAGAATCCCTTAATGAGAC(?GTTFAAGTGTATGFGFAATCACTTTTACACTFATGCACTTTGTATAF—CATTT@GTTATC—GAGTATCCTCTATCTCTTGTCTATGTTFC
TATTTGGTGAATGCTTGTTAGACATATTTTTTCACTTTCCATTTCCTCTAACTTTCTTAACAAAACTAGGAGT TTTCAACTARATTTTCACATCAAATTTTTTCATCTTTTATCATGAATTTTATCCATGCAAATATTCGTATTCATTGGCACTGGAGTTACAT TAGTARAACA
AACGAAACATCGTTCGTGTTTTATCGTTGTTTTATCATCATTTCATCATCATAATCATCATARATTTCCGCTGAARAACCAAGTARACARATACARACCCATTTCACATCATCATACCTTCATCATAACAAACCCAATCTARACTAACACCACTGAARACCTTACTTAACTCAC
RARATACATACCACATTTCATCAATCACATCTAACCCTTACAATTATCACCCTCARTACCTACTACCARCCACAACCTC A FAAAACCAAACATT TACCTACTAAATGCCCTAATAACT TAAGCAT TAATCCAATAAACCCARACTE  CACTCATTCCCCTGTAGTCAGAARAGA
AGGACTTTAACCTCCACCGCCAACCCCCAARGCTGACGTTCTACACTARACTATTTTCTGTTCTAAACCATACCTATTCAATCTAACTGCCCGAATTGCTCCCCGAGATAATCCTCGTACAAGCTCCAACACAACAAACARAGTCAATAGTANCCCNCNCCCTGCCACTARARG
CATCCCCACCCCACATGRATACAACATAGCCACCCCACTAARATCCACTCGGACAGARAACATACCAATACTATCAATCGTAACCAACCCAAACTTCCATCCCTCAACAGACCCACCCACAATAAACCCGACTACARGTACTACAACAAAACCTACACTATACCCCACGACACG
TCAATCCCCCCAAGCCTCCGGAAAAGGCTCGGCTGCCAAAGACACAGAGTAAACAAACACTACCAGCATTCCCCCTAAGTAAACTATAAACAACACTAACGCCACAAAAGAAAGCCCCAAACT TAATAATCACCCACAACCTACAACAGATGCCACCACCARACCTACTACCCC
ATAATAAGGTGAAGGATTGGACGCCACTGCTAACCCCCCCAAAGCARAACCTACCCCTAARAACAGTACARAATAAGTCATAACAARTTTCTGCTTGGTCTCTCTCCAAGACATGTGGCCTGAAARGCCACTGTTGTARACCTCAACTACAGAAACTCAARATACTGAACTTATC
CTTCCTCTTAACATAAGAARATARACATAACTCCCTAATCCAAATACACGACGTCCATTAACCTAACACCTTAGTCCCCAAAACCTTTTAACARATCAACAATACATAAATATCCACTCCAARACCAACCATTAAGTGTTCACTATATCATTTATATCATTTATATCATTTATAT
CATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATTTATATCATAAACGATACGACAAACGATACGACAAACGATACGACAAACGATACGACAAACGATACGACAAACGATACGACAAACGATACGAT TNTNAAACGATACAACAAACGGTA
CGACAAACGATACGACARACGATACGATTTARACGATACAACAAACGGTACGACARACGATACGATTTAAACGATAACACAATAGTTCTTATAGCT TACAATARAGCGTAGCAC TAAAACGGCCCC! GTGCCTGAGAACAARAGACTTAGTCCTAACCT
TACTATTAATTTCTGCCAGACATATACATGCARGTATCCGCGTCCCAGTGTARATGCCCTTGATCTCTTAATAATAAG GATATCAGGCACACTCACTAAGCGTAGCCCAAGACGTCTTGCTCAGCCACACCCCCACGGGTATTCAGCAGTAATTAACATTAAG
CARTAAGTGCAAACTTGACTTAGTCATGGCAATATTCAGGGTTGGTAAATCTTGTGCCAGCCACCGCGGTCACACAAGGGACCCARATTARTTGTACTCGGCGTAAAGAGTGGTTATATGCTATCATACTGACTAAGATCARAGTATAGCTAAGCTGTCATAAACT TATGATAT
ACCTAAGACCCATCTTAARACGATCCTAGCCCTGACGACTAATTGARCCCACGAAAGCTARGGCACAAACTGGGATTAGATACCCCACTATGCTTAGCCCTARATCCTGATACTAATTCARCCARAGTATCCGCCTGAGAACTACGAGCACARACGCTTAARACTCTAAGGACT
TGGCGGTACCCCAAACCCACCTAGAGGAGCCTGTCCTATAATCGATAACCCACGATACACCTAACCGCTCCTTGCCARGACAGCCTACATACCGCCGTCGCCAGCTCATCTCCACTGAGAGACCAGTAGTGAGCATAATAGCCCTCACCTCGCTAGCAAGACAGGTCAAGGTAT
AGCTAATGGATCGGRAGAGATGGGCTACATTTTCTARACTAGAGAACTACGAARAGAGGTGTGARACCATCTCTGGAAGGCGGATTTAGCAGTARAACAGGATARTAATACCTGCTTTARGCTGGCCCTGGGGTACGTACACACCGCCCGTCACCCTCCTCTCAAGCCACAGCT
TCTACTCAATAAATAATATGCCTCCCTGGCTGAAGATGAGGTAAGTCGTAACAAGGTAAGTGTACCGGAAGGTGCACTTAGCACAT

Puffinus Iherminieri (Procellariiformes/Procellariidae) mitogenome from ND5 to 12S rRNA (MH206162.1 - re-annotated)
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ACACTCTAATAGTTTACAAAARACATTGGTCTTGTAAACCAAAGAATGAAGACTATCCOTCTTCTTAGAGTT TAACCACCAARTACACTCAGARRAAGAGGACT TAAACCTCTATCATCAACTCCCAAAGCTGATATTTTACATTARACTATTCTCTGC
CCCATATCTACACATAACCCCTAACTGCTCGAATAGCTCCCCGAGACAACCCCCGCACAAGCTCCAACACAACAAACAAAGTCAACAGAAGACCTCACCCCGCCACTAAAAATATCCCTATCCCGGACGAATARAACATAGCTACACCACTAAAATCTAATCGAACTGAAAACA
TACCACTCCCATCAACCGTAACCACCCCAAACTTTCAACACTCAACAAACCCTCCAACAACAACCCCAACAACCAGCACTAARACAAACCCCACCCCATACCCCACTACACGTCAATCCCCTCAGGCTTCCGGAARAGGATCCGCCGCTARAGATACCGAATATACAARAACCA
CTAACATTCCCCCCAAATAAACCATAAACAACACCAAAGACACAAAAGAAACTCCTAAACTTAACAACCACCCACACCCTACAACAGATCCTACCACTAAACCAATCACCCCATAATAAGGTGAAGGATTAGATGCAACCGCTAACCCCCCCAAAACAAAGCACARACCTAGAA
BAAGTACAAAATAAGCCATAGCAATTTCCGCTTGGCTTTTCTCCAAGATCTGTGGTCTGAAAAACCACTGTTAATGAAATTTTAACTACAGAAACTCCACAAATCCTCATCCCTCCCTCCTTCTTCCTTTTTTCCCCCCCCCCTCCCCCCCCARRCTATGCTTGGCTAATAGTT
CTTGTATTTCATTTATTTTTTGACAGCCTATGTATAGATGTACATCCCTCTCTCCCCCACATCTACATCCCATTCAACTTA CATTTACGCGGATTATCTCCCTCCCAACCCCGGTCGGAACACAAGTACACTTAAGCCC
AATAGTCCCTAATACTAAACACCATCTCTTCCCGTACTAARACCCATTAAAACTCTCCCTTATACAGTCCARACACTCCTAGATACGGATACGCTTACCCACACAAAGTCAATGGCAACAGGACAAATCCCTTCAACCATCTCTCGACGGACCGGTAGCTATCGAGCTGGGTTA
TTTATTAATCGTTCTTCTCACGAGAAATCAGCAAC CGTAAGAAAGACTCGGTATTACTAGCGTCAGGACCATTCTTTCCCCCTACACCCCTAGCACAACTTGCGCTTTTGCGCCTCTGGTTCCTATATCAGGGCCATAACTTGGTTGTTCCTCTCTTCTTGCTCTTCACC
GATACATCTGGTTGGCTATTTATCAACATTCTCCCTCTTAATCGCGTCACCTARATTTCTCCTCTTTTGGTTCCTTCTTTTTTTGGGGCTTCTTCACTCTGCCCTTCCAGTGGATAACGGTAATAACAATCTATAGACGTGAGCATCGCGTGCCCGGCGAACGGGTTTTTGGCT
CTCAAGAGTTGATTAATGAGACGGTTGACGTATATGGGGAATCATCT TGACACTGATGCACTTTGGTTTACAT TTAGT TGTGATACCTTTGCAATTACT TATTTATGT TGCTATTTACTGAATGC TTGTATGACATAATTTTCTAAGCACACACTTCCTCTAACTTTCCAAACA
ACACCAGGAACTTTTCTGCTAAGTTACCCACGACACCAACATCACAAATTTTATCATCATTTTTTACGAATCATTACCAGCARAATTTCATTAATAAATTTTGCCATTCTCTTTCCARAAATCACATCTAGCARAACTGCATTAATAAATCTTATTATTCATTCCATCACAAAT
TACCACTAGCAAAATCACATTAATAAATCATAAACATTCGCTCAATCATCACACTCACCTATTTTCCAACTAAACCATCCAACATAACCATTCATTTATATCCTTATCTTTTCTATACGT TATTGGCACAGGAGT TACAT TAATAAATTAACCATTCATTTTTCTTCCATCACA
TACCACATATTGCCTTATCACATCCTCTAACTAGGCACCTATCCCTGCACACAACCCCCAACTCCATCCTATCTCACCCACCAACATCCTAACACCARACTCTACCCTAGACTTTARACTTATACTCGCACCTCTCCATTARAGACCACCCCTACTCCCCCARATACTAAAI

CECT T AT AGT T T ACAAAARACATTGET CT TG ARACCARAGAAT GARGACTATCOCTCTTOT TAGAGET TAACCACCAAATACACTCAGAAAAAGAGGACT TAAACCTCTATCATCAACTCCCARAGCTGATATTTTACATTAAAC
TATTCTCTGCCCCATATCTACACATAACCCCTAACTGCTCGAATAGCTCCCCGAGACAACCCCCGCACAAGCTCCAACACAACAAACAAAGTCAACAGAAGACCTCACCCCGCCACTAAAAATATCCCTATCCCGGACGAATARAACATAGCTACACCACTAAAATCTARTCGA
ACTGARAACATACCACTCCCATCAACCGTAACCACCCCARACTTTCAACACTCAACAAACCCTCCAACAACAACCCCAACAACCAGCACTAARACARACCCCACCCCATACCCCACTACACGTCAATCCCCTCAGGCTTCCGGARRAGGATCCGCCGCTARAGATACCGAATAT
ACAAAAACCACTAACATTCCCCCCAAATAAACCATAAACAACACCAAAGACACAAAAGAAACTCCTAAACTTAACAACCACCCACACCCTACAACAGATCCTACCACTAAACCAATCACCCCATAATAAGGTGAAGGATTAGATGCAACCGCTAACCCCCCCAAAACARAGCAC
BAAACCTAGAAAAAGTACAAAATAAGCCATAGCAATTTCCGCTTGGCTTTTCTCCAAGATCTGTGGTCTGAARAACCACTGTTAATGAAATTTTAACTACAGARACTCCACARATCCTCATCCCTCCCTCCTTCTTCCTTTTTTCCCCCCCCCCTCCCCCCCCARACTATGCTTG
GCTAATAGTTCTTGTATTTCATTTATTTTTTGACAGCCCATGTACTTGCACACATTAAGATCTTTACCACATCTACATTAATTCAACTTAGGCAAACACATTCAATGCATGTATCCCGCACAACCCATTTACGCGGATTATCTCCCTCCCAACCCCGGTCGGAACACAAGTACA
CTTAAGCCCAATAGICCCTARTACTAAACACCATCTCTICCCGTACTARAACCCAT TAARACTCTCCCTTATACAGTCCAARCACTCCTAGATACGGATACGCTTACCCACACARAGTCARTGGC AACAGGACARATCCCTTCAACCATCTCTCGACGGACCGGTAGCTATCEA

CTCTTCACCGATACATCTGGTTGGCTATTTATCAACATTCTCCCTCTTAATCGCGTCmCCTmAmTTTCTCCTCTTTTGGTTCCTTCTTTTTTTGGGGCTTCTTCACTCTGCCCTTCCAGTGGATAACGGTAATAALAATLTnTAGACGTGAGCATCGCGTGCCCGGCGAACGGG
TTTTTGGCTCTCAAGAGTTGATTAATGAGACGGTTGACGTATATGGGGAATCATCTTGACACTGATGCACTTTGGTTTACATTTAGTTGTGATACCTTTGCAATTACTTATTTATGTTGCTATTTACTGAATGCTTGTATGACATAATTTTCTAAGCACACACTTCCTCTAACT
TTCCAAACAACACCAGGAACTTTTCTGCTAAGTTACCCACGACACCAACATCACAAATTTTATCATCATTTTTTACGAATCATTACCAGCAAAATTTCATTAATAAATTTTGCCATTCTCTTTCCCAAAATCACATCTAGCAAAACTGCATTAATAAATCTTATTATTCATTCC
ATCACAAATTACCACTAGCAAAATCACATTAATAAATCATAAACATTCGCTCAATCATCACACTCACCTATTTTCCAACTAAACCATCCAACATAACCATTCATTTATATCCTTATCTTTTCTATACGTTATTGGCACAGAAGTTACATTAATARATTTCTTCCATCATACATC
ACATCATATCACATATTGCCTTACCACACTCACCTATTTTCCAACTAAAGCATCCAACATAACCATTCATTTTTCTTCCATCATACATCACATATTGCCTTACCACACTCACCTATTTTCCAACTARAGCATCCAACATAACCGTTCATTTTTCTTCCATCATACATCACATCA
ATTTTCCATAAAGCATCCAACATTTCATTTTCTTCCATCATACATCACCCACACTCACCTATTTTCCAACTARAGCATCCAATATAACTATTCATTTTTCTTCCATCATACATCACATCATATCACATATTGCCTTACCACACTCACCTATTTTCCAACTAAAGCATCCAATAT
AACTATTCATTTTTCTTCCATCATACATCACATCATATCACATATTGCACACTCACCTATTTTCCAACTAAAGCATCCAACATAACCGTTTTTTTTTCCATCATACATCACATCATATCACCTTTCCTARAGCATCCAATATAACTATTCGTTTTTCTTCCATCATACATCACA
TCATATCACATATTGCCTTACCACACTCACCTATTTTCCAACTAAAGCATCCAATATAACTATTCATTTTTTTCTTCCATCATACATCACTACACTTCATATTTTCCAACTARAAGCATCCAATATAACTATTCATTTTTTTCCATCATACATCACATCATATCACATATTGTTT
TACCACTCAAATTTTCCAACTAAAGCATCCAATATAACTATTCATTTTTCTTCCATCATACATCACATCATATCACATATTGCCCTCACCTATTTTCCAACTAAAGCATCCAATATAACTATTATTTTTCTTCCATCATCATCACATCCATATCACATATTTTTTTATCATACA
TCACATTTTTTTTCCAACTAAAGCATCCAATATAACTATCGTTTTTCTTCCATCATACATCACATCATATCGCATGTTGTACCACATCACCTATTTTCCAACTAAAGCATCCAATATAACTATTCGTTTTTTTTCCATCATACATCACATCATATCACATATTGTTACCACACT
CAAATTTTCCAACTAAAGCATCCAATATAACTATTCGTTTTTTTCCATCATACATCACATCATATCACATATTGCACCACTCACCTATTTTTCCAACTAAAGCATCCAATATAACTATTCGTTTTTCTTCCATCATACATCACATCATATCACATATTGCACCACATCACCTAT
TTTCCAACTAAAGCATCCAATATAACTATTATTTTTCTTCCATCATACATCACATCATATCACATATTGTTTACCACACTCACCTATTTTCCAACTAAAGTATCCAATATAACTATTATTTTTCTTCCATCATACATCACATCATATCACATATTGCACCTCACCACTARAGCA
TCAATATTATTTTTCTTCCATCATACATCACGCACCCACCTATTTTCCAACTAAAATCCAATATAACTATTTTTTTCTTCCATCATACATCACATCATATCACATATTGTTTTACCATCARATTTTCCAACTAAATATCCAATATAACTATTCATTTTTCTTCCATCATACATC
ACATCATATCCATATTGTTTTACCACACTCACCTGTTTTCCAACTAAACCATCCAATATAACTATTCGTTTTTTCTTCCATCATACATCACATGCACCACACTCACCTATTTTCCAACTAAACCATCCAATATAACTATTCGTTTTTTTTCCATCATACATCACATCATATCAT
ACATACTCCTGTTTTCCAACTAAACTATCCACCAAACCCACCCACATCCAACCATCACTATAATCATATCCAACTCCCCCCGCCAACCCAATAATAAACCCCCCTARAGCAAC TAAC. C. CAAAC CAAAC CAAACAACAACA
ARCAACAAACAAC. CAACAAACAAC CAACAAACAAC CAACAAACAAC CAACAAACAAC CAACARACAACAAACAACARACAACAAACTGTCCT! 'TTAATAACAAAGCATAGCACTGAAGATGCTAAGATGGCTACCCTGCGCACCCAAGGACARA
AGACTTAGTCCTAACCTTACCGTTAATTTTTACTAAACATATACATGCAAGTATCTGCGCCCCAGTGTAAATGCCCCTGACTTTCTTACTAAGATGACGGGAGCAGGCATCAGGCACACCCACAGCTGTAGCCCAAGACGCCTTGCCCAGCCACACCCCCACGGGAACTCAGCA
GTAATTAACCTTAAGCAATAAGTGAAAACTTGACTTAGTTATAGTAATATCTAGGGTTGGTAAATCTTGTGCCAGCCACCGCGGTCATACAAGAGACCCAAATTAACTGTAATCCGGCGTARAGAGTGGCACCACACTATCACATCAACTAAGATCARAATGTAACTAAGCTGT
CATAAGCTCAGGATACACCTAAACCCACCCTCAAGATGATCTTAGCATCAATGATCGATTACCTCCACGAAAGCTAAGGCACAAACTGGGATTAGATACCCCACTATGCTTAGCCCTAAATCTTGATACTTACCCTACTGAAGTATCCGCCTGAGAACTACGAGCACARACGCT
TAAAACTCTAAGGACTTGGCGGTGCTCCAAACCCACCTAGAGGAGCCTGTTCTATAATCGATAACCCACGATAAACCTAACCGCTCTTTGCCAAAGCAGCCTACATACCGCCGTCGCCAGCTCACCTTTCCTGAAAGTATAGCAGTGAGCACAATAGCCCTCAACATCGCTAGC
AAGACAGGTCAAGGTATAGCCTATAGAGCGGAAGAAATGGGCTACATTTTCTAGAGTAGARAACTTTACGAAARAGGGGTATGAAACTTCCCCTGGAAGGCGGATTTAGCAGTAAAGCGGGATAATARATGCCCTCTTTAAGCTGGCCCTGGAGCACGTACATACCGCCCGTCAC
CCTCCTCATAAGCTATAAACCTCTAATAACTAATACACCTACCAGCCAAAGATGAGGTAAGTCGTAACAAGGTAAGTGTACCGGAAGGTGCACTTAGCACAT
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- ~ ~ CACTCTAATAGT T TATAAARAACATIGGTCTTGTAAACCARAAACT GAAGECCGTACCCCTTCTTAGAGTE TTC TTTTTTTCCCCCCCCCCCTACCCCCCCCGATATCTCCGATATCGTGGGCATATTGCGARATCCCCATGTACTTCTTTGCATTCAT
CCATATACCTCATTATACACACTAACCCATGTCTAAAAGTCATTAATTCTCAAACGGGTATACCCCCCACT TTACCATACCTACCCCCAGAGGACCTCCCAGCCCAATGGTAGCCGATATCTATTACAATATCCGTACTAATARCATATCCTCGTTAGGTTTTACATAGCTCCT
TTAAAGATACGACAGTGCTTGCCTGCCCCCCTGAATGGAGTCCAGAGTATATGGCCATCCARAATCTCCTGAAGTACACAAAGCTTCGTGCCAGGTGATTTATTAATCGAGCTCCTCACGTGARATCAGCAACCCGGTGTTGGAAAGATCCTACGT TACCAGCTTCAGGACCAT
ACTTTCCCCCTACACCCCTAGCCCATCTTGCTCTTTTGCGCCTCTGGTTCCTATGTCAGGGCCATARCTTGGTTAGTCCTCTCAACTTGTACTTCACC CCGACCTTTTTGTCACTTTTGGTTCTT
TTTTTTTTCTGGGCGTCTTCAGGCAGCCCCTCCAGTGCACCGCGGTARATCCAATCTAAGACCTGGACT TTCCCTGGTATGCGCACGGATTTTGGCCCTCAGGAATACCTCAATGTCATGGCTAGAAGGTATTGGGAATCATTTTTACACTGATGCACTTTGCTTTACAACTGG
TTATGGTGTGTCCACAAACTCTTATTTAAGTTGTTATTTAGTGARATGCTTATGGGACATGATTTTTCATTTTTCATTTCCTCTAGT TTTCTAAACAACACTAGGAGGT TCTAACTGAAAAATGAACTGTATTTTTACGACATTTTTTGTCACACATTTTATCATTGCCTTTGT
TTCATGTTAACGACAGTAAAATTCCATTAAARATATCAAACATTTATTCCGTCATCCATTATACCTTTCTTCAAACCCAAATCARACAATCCCCTAAATATCCATTCARACTACAACAARARAATCCTATTCATCTTTACCTTACCAARAGACATCTTARAGCTTATCCCAACT
TCTCCCACCAAACTACCCCAACCCTACCCCCACTAAACATATCAGCCCAACCTAACAACCCCACTTCACTCCAACAAACCTACCAACCACATCCCCCTATACCARATCCARACGACAACCCTCACCCACARACGCTACCTCATATCCAACCTTAACARACCTACARGCCGCACT
ACTCTCCCCCCARACCCTTCACTAAACACTCTCAAAAACCAAACACCCAACTACTGAAAGTACTTCAACAACCTATAAGACCATCAACCCAATAAACCAAGAATCCCACCCCCTCAACCCCCATTTCCTCAGAAAAAGAGGACT TAAACCTCTATCTCCAGCTCCCAAAGCCGG
TATTTTATACTAAACTATTCTCTGACCCCCTCCCCCTARACTGCTCGAATGGCCCCACGAGACAATCCCCGCACCAACTCTAACACAACAAACAARGTCAACAATAATCCCCAACCTGCCGCCARRARCATTCCAACCCCGCARGAATAARACATTGCCACCCCACTAARATCT
AACCGAACAGAAAACACACCCCCACTATCAACAGTAACCACTCCAGAGTTCCAACACTCTACAAACCCACTAACAACCGCCCCAACAACAAGCACCARAGCARATGCCACCCCATACCCAACAACCCGCCAGTCCCCTCATGCTTCTGGATAGGGGTCCGCTGCCARAGACACA
GAGTACACAARAACCACCAACATGCCCCCCAAATATACCATAAACAACACCAATGAAACAAAGGAAGCCCCCAAACTTAACAATCACCCACACCCCGCAACAGAAGCTAACACTAARACCAATTACCCCATAATAAGGAGAAGGATTAGACGCAACTGCCAARCCCCCCAACACA
BAACATAAACCTAARAAAAGTACAAAATAAGTCATAACAATTTCTGCTTGGCCTTCTTCCAAGACTTGCGGCCTGAAAAACCGCCGTTGTTTATACTTCAACTACAGARACTACCCACCAATCTTTCCCCCTCTTTTCCCCCCCCCCTCCCCCCCCGCARGAATTCTGCGGATG
ATACTACGGAATTTCCATGTACCTCATTACATTCAATTATATCCCCCATTACACACACTAATCCATGCCTAAAAGTCATTAACTTTCAAACGGGTATACCCCTCACTTTACCATACCTACCCCCAGAGGACCTCCCAGCCCAATGGTAGCCGATATCTATTACAATATCCGTAC
TAATACCATTTACCTGTTAGGTTATACATAAACCACTTAACGAATACGACAGTGCTTGCCTGCCCCCCTGAATGGAGTCCAGAGTATATGGCCATCCAAAATCTCCTGAAGTACACAAAGCTTCGTGCCAGGTGATTTATTAATCGAGCTCCTCACGTGARATCAGCAACCCGG
TGTTGGARAGATCCTACGTTACCAGCTTCAGGACCATACTTTCCCCCTACACCCCTAGCCCATCTTGCTCTTTTGCGCCTCTGGTTCCTATGTCAGGGCCATAACTTGGTTAGTCCTCTCAACTTGTACTTCACCGATACATCTGGTCGGCTATTTATCAACATCTCACCCGTG
AT ACATCCGACCTTTTTGTCACTTTTGGTTCTTTTTTT “GTCT GCCCCTCCA CCGCGG TCCAATCTAAGACCTGGACTTTCCCTGGTATGCGCACGGATTTTGGCCCTCAGGAATACCTCAATGTCATGGCTA GTATTGGGA
AT/“ATTTTTA/“A/“TCAT(‘/“A/“TTTC(‘TTTA/“AA(‘T(‘CTTAT(‘CTCTCT/“(‘A(‘AAA(‘T(‘TTATTTAACTT(‘TTATTTA(‘T(‘AAATC(‘TTATC(‘CA/“AT(‘ATTTTT/“ATTTTT(‘ATTT/“(‘T(‘TACTTTTCTAA}(‘AACACTPFGAGFTTCTAACTGAAAAATFAACTGTATTTTTA
CGACATTTTTTGTCACACATTTTATCATTGCCTTTGTTTCATGTTAACGACAGTARAATTCCATT. TARACATACACAAACCCGTATTCAATATATTCGAATCCAAACACACCARAATTTAT. SAATTCCCCT. CAACAAACAACAAACAACAAACAACAAACA
ACAAACAACAAAACACCTTGTCTT TTATCAACCAAAGCATGGCACTGAA C GCAGCGCGCACCCGAAGACAAAAGACTTAGTCCTAACCTTACCGTTAATTCTTGCCAGGCATATACATGCARGTATCCGCGCCCCAGTGTARATGCCCTCARAC
CCCTTACTCT. TGGTATCAGG CCACAGCTGTAGCCCAAGACGCCTTGCTCTGCCACACCCCCACGGGTACTCAGCAGTAATTAATATTAAGCAATAAGTGTARACTTGACTTAGCCATGGCAACCCTAGGGT TGGTAAATCTTGTGCCAGCCACCG
CGGTCATACAAGAGACTCAAATTAACTGTATGCGGCGTARAGAGTGGTACCCTGATATCACAATAACTAGGATTGAAATGCAGCTARGCTGTCATARGCCTARGGTGCGCTTARAATCCCCTCTAARATGATCCTAGTATTTCTGATCAATTTAACCCCACGARAGCTAGGGTA
CARACTGGGATTAGATACCCCACTATGCCTAGCCCTAAATCTTGATGCTTACCGTACCAAAGCATCCGCCTGAGAACTACGAGCACAAACGCT TAAAACTCTAAGGACT TGGCGGTGCTCCAAACCCACCTAGAGGAGCCTGTTCTATAATCGATAATCCACGATTCACCCGAC
CACCCCTTGCCAGAGCAGCCTACATACCGCCGTCGCCAGCTCACCTCTCCTGAGAGCCCAACAGTGAGCACARTAGCCCARCCCGCTAGCAAGACAGGTCTAGGTATAGCCTATGGGGTGGARGARATGGGCTACATTTTCTACGATAGAAAACCCACGARARGGGGTATGAAA
TAACCCCTGGAAGGCGGATTTAGCAGT TAATATAGCCCCCTTTAAGTTGGCCCTGGAGCACGTACATACCGCCCGTCACCCTCTTCACAAGCCACTAGCTATCATAACTAATARACTTTCCGGCTGAAGACGAGGTAAGTCGTAACAAGGTAAGTGTACCGGAAG
GTGTACTTAGCATAT

Scopus umbretta (Pelecaniformes/Scopidae) mitogenome from ND5 to 12S rRNA (MN356281.1 - re-annotated)
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[GCCTGATGAAACTTCGGCTCGCTCCTGGGCATTTGCCTAGGAACACARATCCTAACAGGCCTACTACTGGCCATACACTACACCGCAGACACAGCCCTAGCCTTCTCCTCCGTAGCCCACACCTGCCGARACGTCCAATACGGCTGACTAATCCGARACCTCCACGCARACGG
BGCATCCTTCTTCTTCATCTGCATCTACCTCCACATCGGCCGAGGGTTTTACTACGGCTCCTACCTAAACAAAGARACCTGAAACACAGGAGT TATTCTACTATTAACCCTCATAGCAACTGCCTTTGTCGGCTATGTCCTCCCATGAGGACAGATATCCTTCTGAGGGGCTAG
CCCCCTAGTCACGCCTCCCCACATCARACCAGAATGATACTTCTTATTTGCCTATGCCATCCTACGCTCARTCCCCARCAAGCTCGGAGGAGTCCTAGCCTTAGCTGCCTCCGTACTAGTATTATTCCTAGTCCCCCTCCTACACARATCCARACAACGCACAATAGCCTTCCG
CAAC] ICCTTCCCCCGACCAGCGGCTTTAAGCCGCTGTGTCGCCCCAACTAACACAAAC TTTTARATGAAACCCCCCTGCCTTCARGTACT
CCCCCTAC CCC. C. GG. &) 5 G GTTCH ol p: X

CTATTGATCACCATTTT! Al ATACATGGCATGCG

TGAGACGGTTTCAAGTGTTTGGGGAATCATCATGACACTGATH Gi AC. ACCC! A’ ATGCTGCTA' AGTGA: ST ATAATTTCTTACTTTTACA TTCCTCTAACTTTCTAAACAACACTAGGAACTTTC
GACTAAATATTTCCACGTTTGTCATCATCAATTTTATTGTTGCATTTTTCACATGACAAATCCGCTG TTAATAAACCCCCCTCCACTTTTTGC! ACAACGCACATTCCATCACAAACTTGACCAGACAATCCTCTAAATTCCGTCTAACACCCCCCCCCCC
CCCAAGAGCCACCAATTACAGACCACTTCACCGCTATCTCAGAAAARAAGGACTTAARACCTTCATCTCCAACTCCCAAAGCTGGCATTTTTCATTARACTATTCTCTGACCCCCTAAACCGCCCGAATAGCCCCACGAGACAACCCCCGCACAAGCTCTAGCACAACGAACARAR
GTCAACAATAACCCCCACCCCGCCATCAARAACAACCCAACCCCGCATGAATAAAACATAGCCACCCCACTAAAATCTAACCGAGCAGAAAACATACCGCCCCCATCAACAGTAACAACACTCAACTTCCACCCCTCAATCAACCCTCCAACCACCCCCACCCCAACAAGCACC
ARAACAAGCACTAACCCATATCCCCCCACCCGCCAATCCCCCCATGCCTCAGGATACGGATCTGCCGCCAAAGACACTGAATAARACARACACCACCAGCATACCCCCCARATAGACCATAAACAACACCAAAGACACAAARGAAACTCCCAAACTAACTAGCCACCCACACCCC
GCAACAGAACCCAACACCAGCCCTACCACCCCATAATAGGGAGAGGGATTGGAAGCAACCGCCAACCCCCCTAAAACAAAACATGCCCCCAACGAAAGAACGAAGTAAGTCATAATAGTTCCCACTTGGCTTTCCTCCAAGACCTGCGGCCTGARAAGCCGCTGTTGTCACTTC
AACTACGGAAACATTTTAAACGAAACCCCCCTACCTCTAAACGCCCCCCCTAC! CCCATGTCATATTGCATTACACTATCC CCATAATACATACCATGTAATTTCAAGGAAC. ATCCTATGTATGTACCCCCACATAACCCTGCAAACGGATATCTACCCTACCCTCC
ACCACTCCTCCCCCAGAGGACTATCCAATGTAATTCTCACAGTACAATTCCCCTATCTCCTCTCGGACGCAAGACAAACACCGCTGCTCTATGCCGAATACCTCTCTACGGAAACGGAAGTGCTCGACTGACATACCATGAATGGTAGCAGAACATATCAATGCAATCCTCTCT
ACGTG TAGCTH GACCAGGTTATCTATTAGT CTCCTCACGTGAAATCAGCAAC! GCATATAAGATACTGCGTTACTAGCTTCAGGACCATTCTTTCCCCCTAAACCCCTAGCACAACTTGCACTTTTGCGCCTCTGGTTCCTTTTTCAGGGCCATCAC
FCCTTTCCTC CCTCTACTCGCTCTTCACCGATACATCTGGTAGGCTATTGATCACCATTTTGCCTCTTAATCGCGGCATCCGTCAGCCTTAGCGCGGTTGGTTCCCTTTTTTTTCTGGGCTCCTTCACTTTGCCCATCCAGCTGTCCCGGTGAATACAATCTCTTGACGTGAG
CATACATGGCATGCGTCCTATTACTCGCCCTCCCGGATCCATTAATGAGACGGTTTCAAGTGTTTGGGGAATCATCATGACACTGATGCACTTTGCTTTCCATTTGGTTATGGTGTGTCCACAGACCCTTATTTATGCTGCTATTTAGTGAATGCTTGTAGGACATAATTTCTT

ACTTTTACACTTCCTCTAACTTTCTAAACAACACTAGGAACTTTCGACTAAATATTTCCACGTTTGTCATCATCAATTTTATTGTTGCATTTTTCACATGACARATCCGCTGGAGTTCCATTAATAATARACGTACAACTCACCCTGTTCATATATCCACACCAACCC! CCC
AAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAAC CAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAAC A
CARACARCAAACAACAAACAACARACAACAAACACCCTAAAGTCTTTGTAGCTTAATAACAAAGCATGGCACTGAAGATGCCAAGATGTTGTTGTACCACACCCGAAGACARAAGACTTAGTCCTAACCTTGCAGTTAGCTCCTGCTAAACATATACATGCAAGTATCTGCGTT

CCAGTGTAAATGCCCTCGCTTTTCCTCAAGGAAAAGGAGGAGCAGGTATCAGGCACACCAGCCGTTGTAGCCCAAGACACCTTGCTCGGCCACACCCCCACGGGTACTCAGCAGTAATTAACATTAAGCCATAAGCGTAAGCTTGACTTAGTTATAGCAGCCCCAGGGTTGGTA
AATCTTGTGCCAGCCACCGCGGTCACACAAGAGACCCAAGTTAACTGCCATACGGCGTAAAGAGTGGTGTCGCGCTGTCTTCGCCCAACTAAGACTAAAATGTATCTAAGCTGTCATAAGCCCAAGACACTCCTAGAACCGCCCTCAAACTTGATCTTAGCCGGCCTAAGACTA
ATTAAACCCCACGAAAGCTAAGGCACARACTGGGATTAGATACCCCACTATGCTTAGCCCTAAATCTTGATATTTTATCTACTAAAATATCCGCCCGAGAACTACGAGCACAAACGCTTARAACTCTAAGGACTTGGCGGTGCCCCARACCCACCTAGAGGAGCCTGTCCTGTA
ATCGATAACCCACGATACACCCAACCGCTCCTTGCTAGTGCAGCCTACATACCGCCGTCGCCAGCTCACCTCACATGAGAGTGCCTGCAGTGAGCACAATAGCCCCACCATGCTAGCAAGACAGGTCAAGGTATAGCCAACGGAGCGGAAGAGATGGGCTACATTTTCTACAAT
AGRAAACCAACGAAAGGAGGCATGAAACTTGTCTCTAGAAGGCGGATTTAGCAGTAAAGCGGGATAATAAAGCCCACTTTAAGCCGGCCCTGGGGTACGTACATACCGCCCGTCACCCTCCTCGCAAGCTACGACCCCATATAACTAATGCGTACTTCAGCTGAAGATGAGGTA
AGTCGTAACAAGGTAAGTGTACCGGAAGGTGTACTTAGCACAC

Sterna hirundo (Charadriiformes/Laridae) mitogenome from ND5 to 12S rRNA (CM020500.1 - annotated)
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CCTACAAACCCTT.

Q

TCCCCAATCAGAAAAAGAGGACTTAAACCTCTATCTCCAACTCCCAAAGCTGGTATTTTGTACTAAACTATTCTCTGGACCCCCTC
CCCCCTAAACCGCTCGAATTGCCCCACGAGACAACCCCCGTACTAACTCTAACACAACAAACAGAGTTAGCAACAACCCCCAACCCGCAACCAAAAACATCCCCACACCACACGAATAAAACATCGCCACCCCACCAAAATCTAACCGAACAGAAGACATGCCCCCACAGTCCA
CTGTAACAACCCCAAGATCCCAACATTCAACAACCCCACTAACAACTACCCCCACAACAAGCACTAAAACAAACCCTACCCCATACCCAACAACCCGCCAATCCCCCCAAGCTTCCGGAAAGGGATCTGCTGCCAAAGACACAGAGTATACAAAAACCACCAGCATCCCCCCC
AATACACCATAAACAATACCAATGACACAAAAGAAACCCCTAAACTCAACAACCACCCACACCCTGCAATAGAAGCCAACACCAAACCAACTACCCCATAGTAGGGAGAAGGATTAGACGCAACTGCTAAACCTCCCAACACAAAGCATAACCCTAAARAAAGCACAAAATAAG
TCATAGCAGTTCCTGCTTGGCTTCTCTCCAAGACCCGCGGCCTG GCCGCTGTTGTTTAACCTCAACTACAGAAACCATAAGAGGCCCCCCCCCCCCTCCCCCCCCCGGAGGGTAGAATTCGTACATACTCTTATGTACTGGATTGCATACATCTATCTTCCCCATTATAC
ATACCATGCAATGTCTAATAGTCATTAATATCCTAACTGACATCCCCTCCCCAAACCCATGCCCGCTTCCAGAGGACCTAACACCCATCCAACTCGGAATATCCGTTAACAACTCTCGTACTAATACCATTTCCTAGCTTGGCTTTACATACCTCCTTCAAGGGTACGGCAGTG
CCTGCTATACCTCCCTATTATATTGCTATCGCTCGTTCTCAGTCCCTCTCCACAGAATAAGATTCACAGACTCTCGACGTACACAAAGCTTCGTACCAGGTGGATTTATTAGTCGTACTCCTCACGTGAATCAGCAACCCGGTGTTGGTAAGATCCTACGTTACTAGCTTCAGG
ACCATACTTTCCCCTACACCCCTAGCCCATCTTGCTCTTTTGCGCCTCTGGTTCCTATGTCAGGGCCATAAATAGGTTAGTCCTCTCAACTTGTACTTCACCGATACATCTGGTCGGCTATTGATCAACATCTCACCCGTGATCGCGGCATCCGACCTTTTTGGGGCTGTTGGT
TCCCTTTTTTTCTGGGCGTCTTCACAGGTTGCCCTCAGAGTGCGGAGCAGGTGTATACAATCTAAGACATGTGCCCTCCCTGGTATGCGTACGGATCTCGCCCCCAAGGATGCCTCAATGAGACGGTTGTAGGGTTAGGGGAATCATTTTTGCACTGATGCACTTTGTTTTACA
TCTGGTTATGGTGTGCCCCCAARACAGCTTACTAAGTCTGCTATTTAGTGAATGCTTGCTGGACATAATTCGTCATTTTTCATTTCCTCTAATTTTCTARACAARACTAGGAGGTTCTAACTGAAAAATGAACCGTATTTTCATCACACATTTTATCATCATCTTTGTTACACGT




C0GACAGTGAAAT TACAT TAAAAACAACAAAGT T T T T 7o

7. ACTCTAATAGTTTATARARAACATTGGTCTTGTARACCARAGACTGAAGACTATACCCCTTCTTAGAGTT 1CCCCAA ICAGRARAAGAG
GACTTAAACCTCTATCTCCAACTCCCATTGCGTGCTCCAGCCAATTTTGTACTAAACTATTCTCTGGACCCCTCCCCCCTARACCGCTCGAATTGCCCCACGAGACAACCCCCGTACTAACTCTAACACAACAAAC TT. AACAACCCCCAACCCGCAACCAAARACAT
CCCCACACCACACGAATAAAACATCGCCACCCCACCAAAATCTAACCGAACAGAAGACATGCCCCCACAGTCCACTGTAACAACCCCAAGATCCCAACATTCAACAACCCCACTAACAACTACCCCACACACAAGTACTAAAACAAACCCTACCCCATACCCAACAACCCGCCA
ATCCCCCCAAGCTTCCGG \GGGATCTGCTGCC. GACACAGAGTATACAAAAACCACCAGCATCCCCCCCAAATACACCATAAACAATACCAATGACACAAAAGAAACCCCTAAACTCAACAACCACCCACACCCTGCAATAGAAGCCAACACCAAACCAACTACCCCATA
GTAGGGAGAAGGATTAGACGCAACTGCTAAACCTCCCAACACAAAGCATAACCCTAAAAAAAGCACAARATAAGTCATAGCAGTTCCTGCTTGGCTTCTCTCCARGACCCGCGGCCTGAARAGCCGCTGTTGTTTAACCTCAACTACAGARACCATAAGAGCCCCCCCCCTCCC
CCcceeeeecTecece CGACACAGC GAAATATACGACCTCATGTACTGTTTTACATTAAACTACTATCCACATATA' AGTCCATGTCTAATAGTCATTAATATCCTAACTG, ATCCCCTCCCCAAACCCATGC GCTTCCAGAGG:
CTCGGAATATCCGTTAACAACTCTCGTACTAATACCATTTCCTAGCTTGGCTTTACATACCTCCTTCAAGGGTACGGCAGTGCCTGCTATACCTCCCTGCATGAATTCCAGTACCTCGCACCGAGTCCCTCTCCACAGAARTAAGATTCACCAGACTCT!
TCGTACCAGG' 'CCCCCTACACCCCTAGCCCATCTTGCTCTTTTGCGCCTCTGGTTCCTATG! GTCCTCTCA
ACTTGTACTT! GTCTTCACAGGTTGCCCCTCAGAGTGCGG AGGTGTATAC TGGTAT
GTGCCCCCAAACAGCTTACTAAGTCTGCTATTTAGTGAATGCTTGCTGGACATAATTCGTCATTT l“LCAl“L TCC

CTAATTTTCTAA, AAC GTTC AACCGTATTTTCATCACACATTT CATCATCTTTGTTACACGTCAAC! T ATTACATTAAAAAAAGACTACACACAATCTGTATTCACATATTCGAATAACACATCACAAATTATARAAGAA,
TCnCCCTA“A“ATA“F“F“A“F“A/‘A“A/‘A“F“A“F“A/‘A“A/‘A“F“A“F“A/‘A“A/‘A“F“A“F“A/‘A“A/‘A“F“A“F“A/‘A“A/‘A“F“A“F“A/‘A“A/‘A“F“FCTnGTCTTTGTAGCTTATTAGACAAAGCATGGCACTGAAGATGCCAAGATGACTACCCCTACATGTCC@
AGACAAAAGACTTAGTCCTAACCTTACTGTTAATTTTTGCTCGACACATACATGCAAGTATCTGCGCCCCAGTGTARATGCCCTCATGCCCCTTACCAAGGAGAGAGGAGCAGGTATCAGGCACACCCACAGCTGTAGCCCAAGACGCCTTGCTCTGCCACACCCCCACGGGTA
CTCAGCAGTAGTTAACCTTAAGCAATAAGTGTAAACTTGACTTAGTTATAGCAAACCTAGGGTTGGTARATCTTGTGCCAGCCACCGCGGTCACACAAGAGACCCARATTAACTGTATACGGCGTARAGAGTGGAACTATGATGTCATAATAACTAGGATCGARATACAGCTAA
GCCGTCATAAGCTCAAGGTGTACCTAAGACCTCCATTAAGATGATCCTAGCATTCTTGATTAATTTAACTCCACGAAAGCTAGGACACAAACTGGGATTAGATACCCCATTATGCCTAGCCCTARATCTTGATGTTTATCATACTARAGCATCCGCCTGAGAACTACGAGCACA
AACGCTTAAAACTCTAAGGACTTGGCGGTGCCCCARACCCACCTAGAGGAGCCTGTTCTGTAATCGATAACCCACGATTCACCCAACCACCCCTCGCTAAGGCAGCCTACATACCGCCGTCGCCAGCTCACCTCCACTGAGAGCCAAACAGTGAGCACAATAGCTCAACTCGCT
AGCAAGACAGGTCAAGGTATAGCCTATGGGGTGGAAGAAATGGGCTACATTTTCTATAATAG. CCACG. ATG. TAGCCTCCGGAAGGCGGATTTAGCAGTAAAGCGGGACAATAGAGCCCCCTTTAAGTTGGCCCTGGGGCACGTACATACCGCCCGTCA
CCCTCCTCACAAGCCACAAACCATCATAACTAATAACCCTTACGGCTGAAGATGAGGTAAGTCGTAACAAGGTAAGTGTACCGGAAGGTGTACTTAGCATAC

TAACTGAAAAATG.

Thalassarche chlororhynchos (Procellariiformes/Diomedeidae) mitogenome from ND5 to 12S rRNA (MN356342.1 - re-annotated)
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CCACTCTAATAGTTTACCAAARACATICCTCTTCTAAACCAAAGAATGAAGACTACACCTCTTCTTAGAGET CCCAATTACCATCGACACACCTCAGAAAAAAAGGACT TAAACCTCTATCTCCAACTCCCAARGCTGGCATTTTACATTARACTATTCTCT
GATCTTCCCCCCTAAACTGCCCGAATAGCTCCGCACGACAACCCTCGTACCAATTCCAACACAACAAACAAAGTCAACAATAACCCTCATCCTGCTACTAAAAACATCCCTACCCCATACGAATAAAACATAGCCACGCCGCTAAAATCCAACCGAACAGAAAATACCCCTCCA
CTATCAACCGTAACCACCCCCATCTTCCAACACTCTACTARACCCCAACCTCCCACAACTGCCCCAACAACAAGCACCAARATARACCCCACCCCATATCCCACAACTCCCCARCTCCCTCAAGCTTCAGGATAAGGATCTGCTGCCARAGATACAGAGTACACAAAAACTACC
AACATCCCACCCAAATACACTATAAATAGTACTAACGACACAAAAGAAACTCCTAGACTTAAr‘AA(‘FM‘(‘r‘Ar‘M‘(‘r‘TA(‘AAFAr‘M‘(‘F(‘A(‘TAF(‘AAA(‘FAA(‘FAF(‘F(‘ATAM‘AA(‘(‘TGAAGGATTAGACGCAACTGCCAGCCCCCCTMMCAMGCATMCCCCMMM

ACARARTARGCCAT AGCGGT TCCCGCTTGGCTTTTCTCCAAGATCTGCGGCCTGAARAACCGCCGTTGAACTTCAACCACGAGRACACARAAT AAT TTCARACGRACCCCTCTAGRAGACTCCC CAAAGCAGCTTATGTNTNAATGNGCATT?
ACTCACGAACCH

ATAACTTGGTTA! TCL CTCTCCTCACTTTTTACGAAETC TC 5 CTATATATCACL TTTTA TL TGATC
TTAGCACTTTTGGTTCCCTTTTTTTTTGGGGCGTCTTCAGGCTGCCCTCCCAGCGCAACGGGTGCTTACAATCTAAGACCTGAGCATACAATGTGTTGCGGTCTGATCTTGGCCCTCAGGAATCCCTGAATGAGACGGTTGAAGTATATGGGGAATCATCTTGACACTGATGC.

CTTTGTTTTCCATTTGGTTATGGTGTATCCACAAACCCTTATTATGTTGTTATTTAGTGAATGCTTGTTAGACATAATTTCTTACTTTTTCTTGCTCTTACATTTCCTCTAACTTTCTAAACAACACTAGTAACTTTTCAACTAAATTTTTCGTTTCATTTCATCACAAATTTT
ATTCATGCATTTTTCACTTGTCATCAACACTGGAATTGCATTAATAAAACAACCTTTCATTTCATACCCCATCCACCCCACCTTCCTTCACGAATCACGATCTAACAATCCACTGGARATCCTATCARACCTACGACAARATTTCATTCCCACCCTCTARAC]
CCECTCTARTACT T TACCANARACATTCGTCT ICTANACCARAGAATCARGACTACACCTCT TCHTAGAGET CCCAATTACCATCGACACACCTCAGAAAAAAAGGACTTAAACCTCTATCTCCAACTCCCAAAGC
TGGCATTTTACATTAAACTATTCTCTGATCTTCCCCCCTAAACTGCCCGAATAGCTCCGCACGACAACCCTCGTACCAATTCCAACACAACAAACAAAGTCAACAATAACCCTCATCCTGCTACTAAARACATCCCTACCCCATACGAATARAACATAGCCACGCCGCTARAAT
CCAACCGAACAGAAAATACCCCTCCACTATCAACCGTAACCACCCCCATCTTCCAACACTCTACTAAACCCCAACCTCCCACAACTGCCCCAACAACAAGCACCAAAATARACCCCACCCCATATCCCACAACTCCCCAACTCCCTCAAGCTTCAGGATAAGGATCTGCTGCCA
AAGATACAGAGTACACAAAAACTACCAACATCCCACCCAAATACACTATARATAGTACTAACGACACARAAGAAACTCCTAGACTTAACAACCACCCACACCCTACAACAGATGCCAGTACCARACCAACCACCCCATARTAAGGTGAAGGATTAGACGCARCTGCCAGCCCCC
CTAARACAAAGCATAACCCCARAAAAAGTACAARATAAGCCATAGCGGTTCCCGCTTGGCTTTTCTCCAAGATCTGCGGCCTGAAAAACCGCCGTTGAACTTCAACCACGAGAACACAAAATAATTTCARACGAACCCCTCTAGAAGACTCCCCCCCCCTCCCCCCCCARAGCA
GCTTATGTNTNAATGNGCATTACTCTATTTACCACATAATACATTACATTAATGTAGGAAATACATTTAATGCATGTACTACGTACATGAC CAAATACTTCAATAGTCCCTACCACATACCACTCA
AACGGATTAAACCCATAAATT AAGTTCTGTGTATATCTCTGTCCAGAATACGC GTGCTCGAATAA! AACCTGAATGC T > GAGAAATCAGCA
ACCCGCTGCATATAAGATACTGCGTTACTAGCTTCAGGACCATTCTTTCCCCCTACACCCCTCGCACGACTTGCACTTTTGCGCCTCTGGTTCCTCTGTCAGGGCCATAACTTGGTTAGTCCCCTCTCCTCACTTTTTACGAAGTCATCTGGTTGGCTATATATCACCATTTTA
GTCCGTGATCGCGGCATTTCCTCTTCTTAG! TTTTGGTTCCCTTTTTTTTTGGGGCGTCTTCAGGCTGCCCTCCCAGCGCAACGGGTGCTTACAATCTAA! “TGAGCATACAATGTGTTGCGGTCTGATCTTGGCCCTCAGGAATCCCTGAATGAGACGGTTGAAGTATA

CTATT. CCT TG C C
A A ATAAATCAAGCAACARACAACAG,

CAACAAA! o TCA. . CAl TCAAGCAACAAA! A ATTAAACAACAAACAACAGATAAATTAAGCAACAAACAACAGATAAATCACTGTCT!
ATGCTGCCACACGCACCCAAAGACAAAAGACTTAGTCCTAACCTTACCGTTAACTCTTGCTAAACATATACATGCAAGTA1L, GCGCCCCAGTGTAAATGCCCTTGATTTCTTACCAAGATGAGAGGAGCGGGCATCAGGCACACCCCTGAACGTAGCCCAAGACGCCTTGCTT
AGCCACACCCCCATGGGTACTCAGCAGTAATTAACCTTAAGCAATAAGCGAAAGCTTGACTTAGTTATAGCAATACCTTAGGGTTGGTAAATCTTGTGCCAGCCACCGCGGTCACACAAGAGACCCAAGTTAACTGTGATACGGCGTAAAGAGTGGTATCATGCTATCATACCA
GCTAAGATCAAAATACAGCTGAGCTGTCATAAGCATAAGATGTACGTAAGATCACCCTCAAAACGATCTTAGCACCTACGATCAATTAGCCGCCACGARAGCTAGGGCACAAACTGGGATTAGATACCCCACTATGCCTAGCCCTAAATCTTGATACTTACCCCACCAAAGTAT
CCGCCCGAGAACTACGAGCACAAACGCTTAAAACTCTAAGGACTTGGCGGTGTTCCARATCCACCTAGAGGAGCCTGTTCTATAATCGATAACCCACGATGCACCCAACCGTTCCTTGCCARAACAGCCTACATACCGCCGTCGCCAGCCCACCTCCCCTGAGAGCTCARACAGT
GGACACAATAGCCTACCCCGCTAGCAAGACAGGTCAAGGTATAGCCCATGGAGCGGAAGARATGGGCTACATTTTCT TAG. TCTACGG. ATG. CCCCTAGAAGGCGGATTTAGCAGTAAAGCGGGATAATATAAGCCTCCTTTAAACCGGCCCT
GGGACACGTACATACCGCCCGTCACCCTCCTCACAAGCTACAAGTCTCTAAT., TAAT. TCATTAGCC. GATGAGGTAAGTCGTAACAAGGTAAGTGTACCGGAAGGTGCGCTTAGCATA

Uria aalge (Charadriiformes/Alcidae) mitogenome from ND5 to 12S rRNA (MN356418.1 - re-annotated)
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CCCACGACCC,

'TCCACTTACCCTATCTCAGAAAAAGAGGACTTAAACCTCTATCTCCAACTCCCAAAGCTGGTATTTTGTACTARACTATTCTCTGACCC
TCCCCCTAAACCGCTCGAATGGCCCCACGAGTTAATCCACGTACTAACTCTAATACAACAAACAAAGTCAACAACAACCCTCAACCCGCCGCCARAAACATNCCAACGCCACAAGAATAAAACATTGCCACCCCACCAARAATCTAACCGAACAGAGAACATACCTACACTGTCA
ACAGTAACTATCCCCAAATCCCAGCACTCAAACCCACCAACAACCACCCCCGCCACAAGTACTGCAACAAAACCCATCCCATACCCAACAACCCGTCAATCCCCTCAAGCTTCAGGAAAAGGATCCGCCGCCAAGGACACAGAATAAACAAAAACTACCAACATTCCCCCTAAG
TACACCATAAACAGTACCAAGGACACAAAGGAAATACCTAAACTCAACAACCACCCGCACCCCGCAACAGAGGCCAACACCARACCAACCACCCCATAATATGGAGAAGGATTAGATGCAACTGCCARACCCCCTAACACAAAACATAGACCTAAAAAAAGCACAAAATAAGTC
ATAGCAGTTTCTGCTTGGCTTTTCTCCAAGACCCGCGGCCCGAAAAGCCACTGTTGTACCACTTCAACTACAGARACTAGARATTGTACTGGTACCCCCCCCCCCTCCCCCCCCATATAGCAAGCCAAATCGCCATGTGGGAGTATACATTARACTACCAACCCCATARAGCACA
TACACTCCATGTTCCAAARACCATTAATATACACACAGACATAACCCTGAATTTTTCACATTTCTCCTTCAGAGGACCTCCCAGCCCAATGGATCCGAATTCCATTACAATATCCGTACTAATACCATCTCCTCTCCAGTCTTTACATACCAACTCCGACAAGATACGACAGTG
CTGTCTACACCTTTGTAATGGGGTAAAGGCATGGCCCTCCAAAACTTCTCGAATACACARAGCTTCGTGCCAGGTTATTTATTAATCGAACTCCTCACGTGAAATCAGCAACCCGGTGTTTGAAAGATCCTACGCTACCAGCTTCAGGACCATACTTTCCCCCTACACCCCTAG
CCCATCTTGCTCTTTTGCGCCTCTGGTTCCTATGTCAGGGCCATAACTTGGTTAGTCCTCTCAACTTGTACTTCACCGATACATCTGGTCGGCTATATATCACCATCTCACCCGTGATCG CCGACCGTTTTGGCACTTTTGGTTCCTTTTTTTTTTTTTACGTCTTCA

ATAAACCCTTCCAGTGCNCCGAGGTACACACAATCTAAGACCTGAGCTTTCCCTGGTATTCGTACGGATTTTGGCCCTCAGGAATACCTGAATGTCAAGGTTTAACGGGTTGGGGGAATCATTTTT. \CTGATGCACTTTGCTTTGCACTTGGTTATGGGATCTCCGCAAGCT
CTTATTTATGTTGTTATTTAGTGAATGCTTGTTGGGCATATTTTATTATTTTTCATTTCCTCTAACTTTTTAAACAACACTAGCAAATTTTATTCAAAAACAAACTGTGATTTTCATCACACATTTTGTCATCGTCATCACACATTTTATCATCACACTTATCATCTACARACG
CACTGGAATTCCAT TAAAAANAGGAC TAAT TTAATCCGTCACA T
[ TR A TG TR T TC TC A TAC TG AC T AGAGA T T TACCCCCGCARACCCAC TG TTACACCTCCC A TR TCARACCAGAATGATACTTCCTATTTGCATACGCTATCCTGCGATCAATCCCCAATARACTTGGAGGTGTACTCGCCCTAGCAG
T CCGTAC A G TAC TA T IO T TAC OO T TAC TCCACARA TC TAA G AGCGCGC AT T T TG CCAC T TCACAAC T TA T TC TG AACCC TAGTCGCCAACCTCC TCA T T TAACA TGAGTAGGTAGC CAACCCTAGAACATCCATTCATCATCATTGGACAACTAG

|

&

222 CACTCTARTAGT I TATAAAARACATTGGTCT TGTAAACCARAGACTGARGACTACACCCCTTCTTAGAGH TCCACT TACCCTATCTCAGA
AAAAGAGGACTTAAACCTCTATCTCCAACTCCCAAAGCTGGTATTTTGTACTAAACTATTCTCTGACCCTCCCCCTAAACCECTCEARTEECCCCACCACTTAATCCACGTACTAACTCTAATACAACAAACAAAGTCAACAACAACCCTCAACCCECCECCARRARCATTCCA
ACGCCACAAGAATAAAACATTGCCACCCCACCAAAATCTAACCGAACAGAGAACATACCTACACTGTCAACAGTAACTATCCCCARATCCCAGCACTCAAACCCACCAACAACCACCCCCGCCACAAGTACTGCAACAAAACCCATCCCATACCCAACAACCCGTCAATCCCCT

CAAGCTTCAGGAAAAGGATCCGCCGCCAAGGACACAGAATAAACAAAARACTACCAACATTCCCCCTAAGTACACCATAAACAGTACCAAGGACACAAAGGAAATACCTAAACTCAACAACCACCCGCACCCCGCAACAGAGGCCAACACCARACCAACCACCCCATAATATGGA
GAAGGATTAGATGCAACTGCCAAACCCCCTAACACAAAACATAGACCTAAAAAAAGCACAAAATAAGTCATAGCAGTTTCTGCTTGGCTTTTCTCCAAGACCCGCGGCCCGAAAAGCCACTGTTGTACCACTTCAACTACAGAAACTAGAAATTGTACTGGTACCCCCCCCTCC
CCCCCATGAAAAARATGCACGTTGACGTAAATATTCTCATGTCCTTCATCGCATACACTTATTATCCTCAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACAAACAACARACAACARACAACARACAACARACAACARACAACARACAACARACTGTC
TT TTACCGATTAAAGCATGGCACTGAA C ITGCCATTCATGCACCCGAAGACAAAAGACTTAGTCCTAACCTTACAGTTAATTCTTGCTAAACATATACATGCAAGTATCTGCGCTCCAGTGTAAATGCCCTTAGTCCTTTGCTTAAGGAARAAGGA
GCGGGTATCAGGCACACTCATAGCTGTAGCCCAAGACGCCTTGCTCAGCCACACCCCCACGGGTACTCAGCAGTAGTTAACATTAAGCAATAAGTGCAAGCTTGACTTAGTTATAGCAATTTCAGGGTTGGTARATCTTGTGCCAGCCACCGCGGTCACACAAGAGACCCARAT
TAACAGTATGTCGGCGTAAAGAGTGGTACTATGATATCATTGCAACTAGGATTGAAATGCAGCTAAGCTGTCATAAGCCCAAGACGCACTTAAAGTCACCTTCAAGATGATCCTAGCGCCTCTGATTAATTTAACCCCACGAAAGCTAGGGCACAAACTGGGATTAGATACCCC
ATTATGCCTAGCCCTAAATCTTGATGCTTACCACACTAAAGCATCCGCCGGAGAACTACGAGCACAAACGCTTAAAACTCTAAGGACTTGGCGGTGCCCTAAACCCACCTAGAGGAGCCTGTTCTATAATCGATAATCCACGATTTACCCAACCACCTCTCGCCARAGCAGCCT
ACATACCGCCGTCGCCAGCCCACCTCCTCTGAGAGCCCTACAGTGGGCATAATAGCCCAACCCGCTAATAAGACAGGTCAAGGTATAGCCTATGGGGTGGAAGAAATGGGCTACATTTTCTATAATAG. CCACG. GAGGACATG. CAGTCCACGGAAGGCGGATTT
AGCAGTAAAGTGGGACAATAGAGCCCCCTTTAAGTCGGCCCTGGGGCACGTACATACCGCCCGTCACCCTCCTCACAAGCCACTAACTCTCATAATTAATAAACCCTATGGCTGAAGATGAGGTAAGTCGTAACAAGGTAAGTGTACCGGAAGGTGCGCTTAGCATA




Urocolius indicus (Coliiformes/Coliidae) mitogenome from ND5 to 12S rRNA (MN356373.1 - re-annotated)
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GGCCCTCCCCCTAGCAAAGGAAGGGTCATTATTGCCTTACCCTTCCCCCCACCCCCACTCATGGTCCACAACAAAATTTCTCAATCTGGAAAGAAAAAAGACCCCATACTACCACTATTATTATCTCCCCCCCCCCCCTACCCCCCCCTATGTACTTCTGTACATTARACCCAT
AACCCCATATCAATGCACCTCTCTAGGCGTAAATCCAAATGATTGAACTGATCCCATAACATGAAAACGGATACGAACTCAAGACAATCCATTTTTGCCGGCAGACTAAC. TCCATGCACACACGGTTTAACAATCTATATAACTTCGGACTAARACCCATAAAATGTCTCTT
TATACATCCCTAATTTCAAGCATACGGAAGTGCTTTAACACATACCATCAATGGTAACCGGACAAATCAATGTAATCTGATTTCTCGTCGGACCTATTTCTAAAGGACTGGGTTATTTATTGATCGCGCCCCTCACGTGAAATCAGCAACTCGACGTATTACGGATCCTACGTT
ACTAGCGTCAGGCCCATTCTTTCCCCCTAAACCCTCGCCCAACTTGCGCTTTTGCGCCTCTGGTTCCTATTTCAGGGCCATTCATAAGCTTGACTCCCCCCAACTTGTTATTCACAGATACATCTGGTTACTTATATCTCAACCATTTGGCCTCTTTATCGCGTCACTGGCCGG
TTCTCTACTTTTGGTTCTCTTTTTTTTCTGGGTAATTTCAACGGACCCTCCAGGCGGCTGGAGCCGGAGCATACTATCGCGTGACGTGGGCACCGGTGGACTTCGTCCAATTCCTCTCTTTCCTTCGGTTTAACTCAATGAGACGGAGTCAAGTGTCCTCGGAATCATTTTTAC
ACTGATGCACTTTGTCATGCATTTCTCATGCCTGTCTTGCTTACTTAAACTGTCAGGGGTAATTAAAGCAATGCTCGAAAGACATAAATTTTCACACTTTCAATACTCCTAACTTTCCTGCTATTTAAAAAATTTTAGCAGGAATTTTCCCAAGTCTGACACCAAAATTTTTGT
CATTTTTTGTCATTTTTTGTCATCAAATCAACACTTGTTTGCACTTGTTGTCACGGCCTGATTTCCCCTT, C TCGTTTCAC. TTTTTTCAAATCATTAACACAAATTTTACACATACATTCCTCTGACTTTTCCCATAAAATTCTTTCATCATTCACCATT
CATTTTTTTTCACCAARATTAACTAACAACAGTAGCCARARACCCCGTAAACCTTCTAAGAAGGGGACCCCCCCCCCATTTGTTCAACCARCCARACARARACACCCACCTAATCCCCTACCACTCTCAGAAAAAGAGGGATCARACCTCTGCCTCCAGCTCCCAAAGCTGATG
CTCTGCATTAAACTATTTTCTGCCCCCCTARACCGCCCGAATAGCACCACGAGATAACCCTCGAACCAACTCCAACACTACAAACAATGT TAACAATAACCCCCACCCCGCCACCAAGAACAACCCCACCCCCCACGAATAAAACATAGCTACTCCACTAAAATCTARACGCAC
AAAAAATCCCCCACCACTATCCACAACATCAACCCCAAACCCCAAACCACCAAACCCTCCAACCAAAATACCAACAATAAGCACCAACAACAGCCCCAACCCATAACCAACTACCCGTCAATCCCCTCAAGTCTCAGGAARAGGGTCCGCCGCCAAAGCAACAGAATATACAAA
AACCACCAACATCCCCCCTAAGTACACCATAAATAGTACCAAAGACACAAAAGACAACCCCAAACTCATCAACCACCCACACCCAACAACAGACGCCAACACCAACCCAACAACTCCATAATATGGAGAAGGATTAGATGCAACCGCCAACCCCCCTAAAACAAAACACACCCC
TAAAAAAAATATAAAATATACCATAATAGTTTCTGCTTGGCCTCTCTCCAAAACCTACGACCTGAAAAGCCGCCGTTGTACTCAATTCAACTACAGAAACATCCTACCCTAARAACCAACCCTCAACCATTTTCACAAAACCAATCACAAACCATTTATCCTGCCAAATTAACCC
CCAAGCCCTATTATAAATGACCAAATAAACAATCCCACACACTTCCCCACCTAAACTACTATACACCAACCACTTAAATCCAAACCCACTCAAACAACACACAACACAAAACTACAAAGCCACTTAACCAACCAAGACCCCATATAAGTTTACTTACAAACAACCCAACAAACG
ACRACACAAATTAGACTATTCAAGCACARAGTTTTCCCCTGTCTTTGTAGCTTAAACAAAGCATAACACTGAAGATGTTAAGATGTTGTTAACTACACCCAAAGACAAARGACTTAGTCCTAACCTTGCAGTTAGTTCTTACCTAGTATATACATGCAAGTATCCGCGCCCCAG
TGTAAATGCCCTAACCTCTTTACTAAAGATATAGGAGCTGGTATCAGGCACACCCACCATAGTAGCCCACAACACCTTGCTTCGCCACACCCACACGGGCTTTCAGCAGTAATTGACATTAAGCAATAAGTGTAAACTTGACTTAGCTACGGTAARACCCAGGGTCGGTAAATC
TTGTGCCAGCCACCGCGGTCATACAAGAGACCCAAATTAACTGCACCCGGCGTARAAGAGTGGTACAATGATATCAT., CTAAGACTG. CAC. CAAGCCGTCATAAGCTAAAGTTGAACTTAAAACCATCCTAAAAATGGTCCTAGTATATTAGATTAACTTAACACC
ACGAAAGCTAAGACAC, CTGGGATT. TACCCCACTATGCCTAGCCATAAATCCAGATTCTCCCCTCACTAGAGAATCCGCCCGAGAACTACGAGCACAAACGCTTAARACTCTAAGGACTTGGCGGTGCCCCARACCCACCTAGAGGAGCCTGTTCTGTAATCGATAACC
CACGATCCACCTAACCACTTCTTGCCCAAACAGCCTACATACCGCCGTCCCCAGCTCGCCTTAACTGAAAGCACAATAGCAAGCATAACAGCCACAACCCACGCTAGTAAGACAGGTCAAGGTATAGCCTATGAAGTGGAAGARATGGGCTACATTTTCTAACCATAGAACACT
CACGAAAAGAGGAGTGAAACCCTCCCCTAGAAGGCGGATTTAGCAGTAAAGAAAGGTAATTAAACTTCCTTTAAGACGGCCCTGGAGCACGTACATACCGCCCGTCACCCTCCTCACGCACTACCCATH CAATACATAATACAAGTACCAACCACAAGACGAGGTAAGTCGT
AACAAGGTAAGTGTACTGGAAAGTGCACTTAGCACA




Figure S10. Sequences of mitogenomic fragments in Neoaves and Galloanserae mitogenomes amplified and sequenced for: Alca
torda (MK263222), Apus apus (MW151827), Cathartes aura (MN629891), Chrysolophus pictus (MW151829), Ciconia nigra
(MH264509), Corythaixoides personatus (MW082596), Gavia arctica (MK263210), Gavia stellata (MK263209), Eurypyga
helias (MW208859), Podiceps cristatus (MN629890), Podiceps grisegena (MK263194), Scopus umbretta (MW151828),
Spheniscus demersus (MH264510) and Uria aalge (MK263188).

, tRNA-Pro in yellow coloring, NADH
dehydrogenase subunlt 6 in cyan coloring, tRNA-GIu in grey shading, 12S rRNA in blue fonts, tRNA-Phe in bold fonts, and
control regions in red fonts. Pseudogenes are in italics and underlined.

Alca torda (Charadriiformes/Alcidae) mitogenome from CR1 to CR2 (MK263222)
GO-FD in Figure 8

GTTCC GTCAGGGCCATAACTTGGTTAGTCCTCTCAACTTGTACTTCACTGAGACAACCGGTCGGCTATATATCATCATCTCACCCGTGATCGCACATCCGACCGTTTTGGCACTTTTGGTTCCTTTTTTTTTTCTCTAACCTTCAATAAGCCCTTCCAGTGCACCGAGGTG
TACACAATCTATTGACGTGAGCATCTCATGGTATTCGTCCGGATCTTGGCCCTCAGGAGTACCTGAATGTCAAGGTTGAAGGATTGGGGGAATCATTTTTACACTGATGCACTTTGTCTTGCACCTGGTTATGGAGTGTCCGCAGACTCTTATTCATGTTGCTATTTAGTGAAT
GCTTGTTGGGCATAATTTTTCAATTTTCATTTCCTCTAACTTTCTARACAACACTAGTAGATTTTACCTARAAATTGACCATGATCAAATCACGATTTTTGTCACGTATTTTATCATCATCTTTATCACTTACARATAG! ATTAATAAAACCACCAATAATCC
GTGACATTTTATCTTCATCTTTCTT]

|22 CACTCTAATAGTTTATAAARAACATTGGTCTTGTAAGCCAAAGATTGAAGGCTATACCCCTTCTTAGAGTT TCCATTGCCTCAGAARAAGAGGACTTARAACCTCTATCTCCAACTCCCAAAGCTGGTGT
TTTACACTAAACTACTTTCTGGTCCCCCTCCCCCCTARACCGCTCGAATAGCTCCACGAGTTAGTCCACGTACTAACTCCAGCACAACARACARAGTCAGCAACAGCCCCCAACCCGCTACCARARACATTCCAACACCACAAGAATAARACATTGCTACCCCACCAARATCTA
ACCGAACAGAAAACATACCGACACTATCAACAGTAACCACCCCAAAATCCCAACATTCAACARACCCACCAATAACCATCCCCATCATCAATACTCCARCAARACCTGCCCCATACCCAATAACCCGTCAATCCCCCCARGCCTCAGGARAAGGATCTGCCGCCARAGACACAG
AATAAACAAAAACTACCAACATCCCTCCCAAGTATACTATAAACAACACCAGGGACACAAAAGAAATACCCAAACTTAACAACCACCCACACCCCGCAACAGAAGCCAGCACCAAACCTACCACCCCATAATATGGTGAGGGAT TAGATGCAACTGCCARACCCCCCAACACAA
AACATAAACCTAAGAAAAACATAAAATAAGTCATAGCAATTTCTGCTTGGCTTTTCTCCAAGACCAGTGGCCTGARAAGCCACTGTTGTCAACTTCAACTACAGARACTGCACGCCCCCCCCCCCCCCCCATGCARGTGCTCTCTACGCATGTGGGCTTGTACATTACACTACC
“ATAAATACATACAATCCATGTTCCAAAACCA ACCCTGAATTTTCCACACTTCCCCTTCAGAGG. GAAATCCATTACAA CATTTCCTACCTAGCTTATACATACCAACCCCAC
TGGTGTA! \AATTTCTTGAGTGCGCAARG AGGTTATTTATTAATCGAGCTCCTC 'TGAAATCAGCA? GCTTCAGG.

Apus apus (Caprimulgiformes/Apodidae) mitogenome from CR1 to CR2 (MW151827)
GO-FD in Figure 8

\,ATLAA\,ATT\,TAT\JA\,ATL\,LT(\‘T\JTTTTTTL\J(\,TT(A 5GAGTAGCTGAATGAGACGGTTTGCGTATAACGGGAATCATTTTGACACTGATGCACTTGCTACCG
AGTAACTTTTCTACTAATCTTCCCAAACACACCATCATCATAATTTTTTCATTTTTTCAATTTTTTTCATC
'ACTAGAACAAATTTATACATCATCCATCACCAAAAAACCACATCACATTTAATGACTTACC, “ACC

22 T AT A T A G T T T AT T AR AR CATT GG TC T TG ARGCCARAGARTGARGACTCCACCCCTTCTTAGAGTTA CCCCAACCCARATATCAGAAAAAAAGGACT TAAACC
TCTATCTCCAACTCCCAAAGCTGGCATTTTCATTAAACTATTCTCTGACACCCCCCTAACTGCCCGAATTGCACCACGAGAAAGTCCCCGCACAAGCTCCAATACAACAAACAGAGTCAACAGTAAACCCCACCCACCCATCAAAAACATCCCCACCCCCCAAGAATAGAACAT
AGCCACACCACCAAAATCCAACCGAACAGAAAGCATCCCCCCACTATCAACTGCTACCACCCCTCACTCCCACCCCTTAACAAAGCCACCCACCACTACCCCCAAAATCAGCACTAAGGCAAACCCAACCCCATACCCTATAACACGCCAATCTCCCCATGCCTCAGGARAAAGG
ATCAGCTGCCAACGACACAGAGTACACAAAAACTACTAACATCCCCCCCAAATACACCATAAACAAAACCAACGACACARAAGAAAGGCCAAGACTTACCAATCACCCACATCCAACAACAGAAGCAACTACCAAACCAACCACCCCATAATATGGTGAAGGATTAGATGCAAC
TGCTAATCCCCCTAACACAAAACACACCGCTAAAAAAACAATGAAATAGGTCATARAAGTTCCTACTTGGCTTTTCTCCAAGACCTACGGCCTGAAAAGCCGTCGTTGTTACTTCAACCATAGAAACACAGCCTACACARACACCATTAGCCCTATGACGTATGCCCCCCTACC
LATAATA\,A\JL\JATLTT\,(TA\JAAT\,ATTAT SAGTTCTATTC ‘TTATGTCATACTAGCATTCATCTATATAC ATTACATTAAATGATACCTAGGGCATACACCTTAATA! TACTAAAACCATAAGCTGTTAACCAGGGCAGGCAAAAACACTCTACGAATATG
ACACC, GAATGTA. D\T('/“ ,TAAAA(‘\ (‘T(‘ TACTAAAACCATTAGAACCCTCH STTAT(‘\’TAAA”(‘,TAT(‘,A(‘,C CTACGAGAGAGTATCTCAGGTACCAAAGGAATCCATGTTAGGCAGAC "J*A(‘TT CCACTATCTCTTGAAGTGCCG
TA ATT TC TA 'AGGTTCCTAATTA! GA TTC ATTTACTG! TTAATTATACACA GTGAGCCTTGCTCTTTTG! SCTGTTTCTTCATGAGCATAC
ATGGCTCCTCCCTTTCCTTTTCTCTTCACGAGA! FTTTF STTCG TTATATTF(‘TTFTT(‘TF CCCGTA. ATCqCGPCATCTFTATTGFT

CATTTGGTTATGGAGTATCCACTAACTACTTATATATGTTGCTTTTTAGTTCATGCTTGTTAGACAT
ATTAATAATCTAATT

G
c
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Cathartes aura (Cathartiformes/Cathartidae) mitogenome from ND5 to 12S rRNA (MN629891)
ure 8
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CCAAGACT.

'TAAACCACACCAACCCTCCCACCAAAACACCTCAGAAAAAGAGGACTTAAACCTCTATCCCCAGCTCCCAAAGCTGGTATTTTACACTAAACTATTCTCTGAC
GTCCACCCTAAACCGCCCGAATTGCCCCACGAGACAACCCCCGCACAAGCTCTAACACAACAAACAAAGTCAACAACAACCCCCACCCAGCCACTAAAAATATTCCGGCCCCGCGCGAATARAAATATTGCTGCACCACTAAAATCCAACCGAATTGAAAACAACCCCACACTAT
CAACAGTGACTACTCCCCACTCCCAACCCCCTACAACTCCTACAACCCCCACACCCACAACAAGTACTAAAACCAGCCCCGCCCCATATCCTACTACACGCCGATCCCCCCAAGCTTCCGGAAAAGGATCGGCCGCCARAGACACAGAGTACACARAATACCACCAACATTCCGC
CCAAATAGACCATAAATAGTACCAAAGATACAAAAGAAACCCCCAAACTCAACAACCACCCGCAACCCATGACAGATGCCAGTACTAAGCCAACCACCCCATAATATGGAGAAGGGTTGGATGCTACTGCCAGCCCCCCTAAAACAAAACATACCCCTAGAAAAAGCACAAAAT
ATAATAAATTAATCT.
GACAAGCCTCCTAACTCCAAGTACTAAAACCAGTTAAATGTTAGCTTAT

AgnTTAT"TATTAAT\nTT “TTCTC «)T«)H AR \,GCATATAAGF\( C. fndfi‘k;\

GTAAGCCARAGAATGAAGACTACGCCCOTTCTTAGAGTT TAAACCACACCAACCCTCCCACCRARACACCTCAGAARARGAGGACT TARACCTCTATCCCCAGCTCCCARAGCTGGTATTTTACACTARACTATTCTCTGACGTCCACCCTARACCGCCCGAATTGCCCCACGA
GACAACCCCCGCACAAGCTCTAACACAACARACAAAGTCAACARCAACCCCCACCCAGCCACTAARRATATTCCGGCCCCGCGCGAATARRATATTGCTGCACCACTAARATCCAACCGAATTGARAACAACCCCACACTATCAACAGTGACTACTCCCCACTCCCAACCCCCT
ACAACTCCTACAACCCCCACACCCACAACAAGTACTAAAACCAGCCCCGCCCCATATCCTACTACACGCCGATCCCCCCAAGCTTCCGGARAAGGATCGGCCGCCARAGACACAGAGTACACAAATACCACCAACATTCCGCCCAAATAGACCATAAATAGTACCAAAGATACA
AAAGAAACCCCCARACTCAACAACCACCCGCAACCCATGACAGATGCCAGTACTARGCCAACCACCCCATAATATGGAGAAGGGTTGGATGCTACTGCCAGCCCCCCTAARACAAAACATACCCCTAGAARARGCACAARATAAGTCATCAGCAGTTTCTGCTTGGCTTTTCTC
CAAGGTCTATGGCTTGAAAAGCCATCGTTGAAACTATCTCAACCACAGAAACACTGGAAATACATTAAAARAGGCTACCCCCCCTACCCCCCCATAATARTTTGCCCTACCCATGTATGGTTTTACATTAATATACCCACCCCATATACATTA CTAGG C
TTTAATCCATGTACTATACACATAACAATGTATGTACTATAAGCATTATAATGTATGCAGCACGTCCATCARACTTATACCCGGATATACT TARACCAACAGACCATTTCTCCCACAAGGACAATTTAATCAATGATCTACGGACAAGCCTCCTAACTCCAAGTACTAAAACCA
GTTAAATGTTAGCTTATACCTACCTCAATCTCCCGAATACGACAGTGCTTGAACACATAACATTAATGGTATCCGGACAAACCATGCATCCTTTCTCGTAGTGCCTGCGTCTGAAGGACCAGGTTATCTATTAATCGTTCTTCTCACGTGAAATCAGCAACCCGCCGCATATAA
TTCCTTGATTCATCCTCTCAACTTGCTCTTCACAGARACATCTGGTAGGCTATATATTAGCATC
ACCTGAGCATACACTGCGTTGCGTCCTAATTTTGGCCCTCAAGAATTACTGAATGAGACGGTTTGCGTATATGGGGAATCATTT
TGACACTGATGCACTTGCTGTTACATTTGGTTATGGTATCC AACACTAGAGGCTTTTCGACCAAATACCTATCGTATGCTAGTCACGAA
TTTTATTCACACTTTTTTTACACAACATCACCGCTGAAATTACATTAACAAAAGARAGAACCAACATGCACGCACACACCGGCGCGCAGCGCCARAACTTTTAAAGAATATCCTAACTAACAACACCAACACAACACAACACAACCACCAACACCAACCACCARCCACCAACAC
AACACAACACAAAACCACAAACAACAAACAAC C C CARAC. > CARACAAC. “ARC CARACAACGCCAAATCGTTGTTTTCGTAGCTTAACAAT
AAAGCGTGGCACTGAAGATGCCAAGATGGCCTACCACATGCCCGATGACAARAGACTTAGTCCTAACCTTACCGTTAATTCTTGCTAAACATATACATGCAAGTATCCGCGTCCCAGTGTARATGCCCCTAATCTCTTACCAAGACARARGGAGCGGGTATCAGGCACACCCAC
GACTAGTAGCCCAAGACACCTTGCCCAGCCACACCCCCACGGGTACTCAGCAGTAATTAACATTAAGCAATAAGTGTAAACTTGACT TAGT TATAGCAATTATTCAGGGTTGGTARATCTTGTGCCAGCCGCCGCGGTCATACAAGAGACCCARATTAACCGTACACGGCGTAA
AGAGTGGGATTAGTACTATCACAGCAACTAAGATCAAAGCGCAACTAAGCCGTCATAAGCCCAAGATGCACCTAAGACCATCCTTAAGATGATCTTAGCGCCTCACGAT TAATCARACCCCACGAAAGCTTGGACACAAACTGGGATTAGATACCCCACTATGCCTGGCCCTAA
ATCTCGATGCTTAGCTCACCAAAGCATCCGCCTGAGAACTACGAGCACAAACGCTTAAAACTCTAAGGACTTGGCGGTGCCCCARACCCACCTAGAGGAGCCTGTTCTATAATCGATAATCCACGATACACCCGACCGTTCCTTGCCARAGCAGCCTACATACCGCCGTCGCCA
GCTCACCTTTCCTGAAAGCACAACAGTGGGCACAATAGCATTAACCTCGCTAACAAGACAGGTCAAGGTATAGCCCATGGGGCGGAAGAAATGGGCTACATTTTCTAAGT TAGAARACTCCACGAAAAGAGGTGTGARACCACCCCTAAAAGGCGGATTTAGTAGTARAGTGGG
ATAATAGAGCCCCCTTTARACTGGCCCTGGGGTACGTACATACCGCCCGTCACCCTCCTCACAAGCTCCAACTTCTTATAACTAATCCACCTATTAGCTGAAGATGAGGTAAGTCGTAACAAGGTAAGTGTACCGGAAG

A\CATA

Chrysolophus pictus (Galliformes/Phasianidae) mitogenome from CR1 to CR2 (MW151829)
GO-GA in Figure 8

CTATATAGTGAATGCTTGTCGGACATATTTTTACAAATTTTCACTTCCTCTATTTTCTCCACA. TTACCACAATTTTTTCTTTGTTATTTTGTTATTTTTTTTAAAAACATTTTTAAAAAACTAAATTAAACTAAAACTACCGCATAAAAACCCTCARACCAA
AAAAACGTTTCGTTTAGTATATATACATTGTTATATACATCACTTTTATTAGAGAAACTCCACTACCAAATCTTACTTTTTAAAAACAAAAATTACATTGGACAAAACCCTACAAGTAAACATTATTTATATTGATGATAAACAAATGACTCAATTCTCCTACATCCAACAGCC
TCCATAGCTTAATCTAAAGCATGGCACTGAAGATGCCAAGACGGTACCTATAATACCTGCAGGCAAAAGACTTAGTCCTAACCTTGCTATTGATTTTTGCTAGACATATACATGCAAGTATCTGCACGCCAGTGAAAATGCCCTAACATCTTTGACAAGAAAAAGGAGCAGGTA
TCAGGCACACCCATGAGTAGCCCAAAACACCTTGCCACAGCCACACCCCCACGGGTATTCAGCAGTAATTAACCTTAAGCAATAAGTGTAAACTTGACTTAGCCATAGCAATCCTCAGGGT AATCTTGTGCCAGCCACCGCGGTCATACAAGAAACCCGAATCAATAGC
CAACCGGC A (& 'TATCCTCATTACCTAAGATCGAAGTGCAACTAAGCTGTCATAAGCCCAAGATCCACTTAAGGCCCCCTCCCAACCATCTTAGCCTAACGACTAATTTCACCCCACGAAAGCCAGGACACAAACTGGGATTAGATACCCCACTATGCC
TGGCCCTAAATCTAGATGCCTGCATACCCATGCATCCGCCCGAGAACTACGAGCACAAACGCTTAAAACTCTAAGGACTTGGCGGTGCCCCAAACCCACCTAGAGGAGCCTGTTCTGTAATCGATAGTCCACGATTCACCCAACCACCCCTTGCCAACACAGCCTACATACCGC
CGTCGCCAGCTCACCTAAAATGAAAGACCAACAGTGGGCCCAACAGTCATACCACTAGCAAGACAGGTCA. 'CC: AGAAATGGGCTACATTTTCTAACATAGAATAAACGAAAAAGGGCGTGAGTTAGATGCCACAGCCAAAACCCCTAACATAAAAC
AAACCCCAAGAAAAATCACAAAATAGGTCATATATTCCCGCTTGGATAGACCCCAAGGACTACGGCTTGAAAAGCCATTGTTGTTCTCAACTACGGGAACAACAAACTTTTTTAACTCAACTCCCCTATTGAATGTACCCCCCCCTTCCCCCCCAGGGGGGGTATACTATGCAT
AATCGTGCATACATTTATATACC. TATACTATGGTACCGGTAC \TTATAATCGTACTAAACCCATTATATGTATACGGACATTACACCACAGCCACATTTCTCCCCATGTACATATCCATGCAATGCTCCCAAACTATCCAAGCTCCCTCACCAAACAATGCTCTAC
AATGGTTACAGGACATACATGTAATACTAGGTATTTCCCCATTTGGTTATGCTCGACGTACCAGATGGATTTATTGATCGTACACCTCACGAGAGATCAGCAACCCCTGCCTGTAATGTACTCTATGACTAGCTTCAGGCCCATTCTTTC
CTCTGGTTCCTCGGTCAGGAACATCCCATGTTTAACTCCTGAATTCCTCACTTTTCACGAAGTCATCTGTGCGTTATTCTCCCCTCTTTAGTCCGTGATCGCGGCA

Ciconia nigra (Ciconiiformes/Ciconiidae) mitogenome from CR1 to CR2 (MH264509)
GO-FD in Figure 8

CTGAATGAGACGGTTGGCGTATATG!
TTTTACTTAAATCCATTTTTATCGTTCAC
TAAATCAAACGTTCATTCATGTGTTTGTTT
TCATGTGTTTGTTTCCTTTTGTTTGTTTGATCGATCAATCTATTCAATACTAAAATTTCATTAATARATCAAACGTTCATTCATGTGTTTTTCCTTTTGTTTGTTTGATCGATCAATCTATTCAATACTAAAATTTCATTAATARATCAA,

ATCATCTTAACACTGATGCACTTTGGTTTCCATTTAGTTATG! TATCCACAGACTCTTTAAAGTGTTACTATTTAGTGAATGCTTGTTGGACATGCTATTCTACTTTTACACTTCCTCTAACTTTCTARACAACACTAGGAAC
ATATTTTCATTCGTTCTTTCATCGTTCGTTCGATCAATCTATTCAATACTAAAATTTCATTAATAAATCAAACGTTCATTCATGTGTTTGTTTCCTTTTGTTTGTTTGATCGATCAATCTATTCAATACTAAAATTTCATTAA
CTTTTGTTTGTTTGATCGATCAATCTATTCAATACTAAAATTTCATTAATAAATCAAACGTTCATTCATGTGTGTTTCCTTTTGTTTGTTTGATCGATCAATCTATTCAATACTAAAATTTCATTAATAAATCAAACGTTCAT
ACGTTCATTCATGTGTTTGTTTCC




TTTTGTTTGTTTGATCGATCAATCTATTCAATACTAAAATTTCATTA.
GATCAATCTATTCAATACTAAARATTTCATTAATAAATCAAAC TC
ACTAARAATTTCATTAATAAATCAAACGTTCCCTTTTACACCCTCCACTTAC

TCAAACGTTCATTCATGTGTTTGTTTCCTTTTGTTTGTTTGATC

A A A OB G T G AR ACOA ARG TG AGGCCACACCCTICTTGABE CCCTAGCATCTICAGAGAGA
GAGGACTCAARACCTCCACCTCCAACTCCCAAAGCTGGCATTTTACATTARACTACTCTCTGGCCCCCTAACCCCTGACTITARACCGCTCGAATCGTCCCACGGGACAACCCCCGCACAAGCTCCAACACAACAAGCAACGTCAACAGCAACCCCCATCCCGCCATCARARACA

TTCCCACCCCACACGAATAGAACACCGCCACCCCACTAAAATCTAGCCGAACAAAAGACAAACCCCCACTATCAACTGTAATTACCTCGAACTTCAAGCCCTCAACAAAACCCCCAACAACTCCCCCAACCACCAGCATCAGAATAAGCCCCATGCCATACGCCACCACCCGCC
AGTCCCCTCAAGCCTCAGGAAAGGGGTCCGCAGCCAARAGATACCGAGTATACAAAAACCACCAACATTCCCCCCAAATAAACCATAAATAGTACCAAAGACACGAAGGATAACCCCAAACTCAACAACCAACCACACCCTACAACAGATGCTACCACCARACCAACCACCCCAT
AGTAGGGCGAAGGATTAGATGCAACCGCCAATGCTCCCAAAACAAAGCAGAGCCCCCCCAAAAGCACAAAGTAAGCCATCATATGTTCCCACTTGGCCTCTCTCCAAGGTCTGCGGCTTGAAAAGCCGCCGTTAAAAATGACTCTCAACTACAGGAAC' CCCAAGGACATGAC

"TACCCCCCCTACCCCCCCALC, i\ \ATGA 5CATTAGTCTGCT! CCGCTTAGCATTACACTGATCTTTGGACATACATTTTAATTGGTTTAGGGCATATTATTGTAATGTTCTTAGACATAATATGTAT GTCAAGTGGAC
TGTAATGC GGATTTAAAGTTGAATGAAGGTAGGAATGGGGTATGTAATGA' GGCC AGGGGATGGTTAGAGTCATTTTCTTGAGGGAGAGGGTATTTAAAGTCTTG
GTAAGCGGTTATCCCA! STAGCTGGATATGAAATCTCAGTTCCTGCTCGT
A GGTAGCTG.

AGAGATC

ATTGGGAATGTCATGAG
GGTTATCTATTAATC

GAT

Corythaixoides personatus (Musophagiformes/Musophagidae) mitogenome from CR1 to CR2 (MW082596)
GO-FD in Flgure 8

CAACTTGCRCTTTTGCGCCTCTGGTTCCTCTATC.

LC‘L‘ TTTTTY

TCCCAATCTCCCCAGAACCCCGCCCGCCTCAAAGAAAGAGGACTTAAACCTCTAACTCCAACTCCCAAAGCTGGCATTTTTCATTAAACTATTCTCTGATCTACCCCCC"I‘N‘N‘AF(‘(‘CGAATGGTCC(‘AFAAFA(‘AAFI‘CCCGTACAAGCTCCAGCACAACG
AACAAAGTCAACAATAATCCCCACCCCGCCACCAAAAACATCCCCACTCCTAACGAATAAAACAAAGCCACTCCACTAARATCCAACCGAGCAGCAAACATACCCCCACTATCAACAGTACTCACTCACCACCCCCAACACTCACCAACACCCCCAACAACCCCTCCCACAACA
AGAACCAGCACAAACCCTGCACCATACCCCACAACACGTCAATCCCCCCAAGCCTCCGGATACGGATCTGCAGCCAACGACACAGAGTACACAAAAACTACTAGCATCCCCCCCAAATAGACTATAAATAGAACCAACGACACAAAAGAAACCCCTAAACTCAACAACCACCCA
CATCCCACAACCGATGCTAGCACCAAACCAACCACCCCATAATACGGAGAAGGATTAGACGCAACCGCCAAACCCCCTAAAACAAAGCATAACCCCATAAAAAACAAAAAATAAGCCATAGCAATTCCTGCTTGGCTTTTCTCCAAGACTTGTGATCTGAAAAACCACCGTTAG
ATAGCCCTACAGACCCCCC ATTACTTAAC A CTCTATGTACTATGTTACATTAATCTATTTACCCCATACTATGTAATGTAATTC. ATGTA! GGTC TATGT
TCCATCTCTACATTCAAGGACCTAATTATGTAATGACCCTGAGGAATTGCAACTATCTCCCCTCGGACTAAAACCATTCTTCATTCAGTACCGTACCTAACACAGTTCCCTTACACGGCAGTGTACTTCCACATAAATATCCATGCTCGAG
GGTTTCTG. GTTATCTATTAATCGAGCTTCTCACGAGAAATCA

e e A e O A O G B G e G A A O ATRORORRCORIAR - .C'TC TAATAGT TTAGCACAAAACATIGGICTIGTAAGCCAAAGCC
GCCCATCAGAAAAAGAGGACTCAAACCTCCATCACCAACTCCCAAAGCTGGTATTTTCAACTTAAACTATTTTCTGATACACCAACCCCTAAACCGCCCGAATAGCCCCCCGAGACAACCCCCGTACAAGCTCTAGCACCACAAATA
GAGTCAACAACAATCCCCACCCTGCCATCAAAAACATTCCGGCGCCCCACGAATAGAACGTAGCCACACCACTAAAATCTAACCGAGCAGAARACAAACCCACACCATCCACAGTAACAACCCCAARATCAACCCCACCCCCCAACCCTCCAATAACTGCCCCCACCACAAGTA
CTAAAACAAACCCCATACTATATTCCACAACCCCACGATCCCCCCAAGCCTCAGGAAATGGCTCTGCTGCTAAAGCCACAGAATACACAAAAACAACCAACATTCCACCCAAATAAACCATAAACAAAACTAATGACACAAAAGARACCCCTARACTCAGCAACCATCCACACC
CTGCAACAGATGCTACTACTAAGCCTATCACCCCATAATAAGGCGATGGGTTAGAAGCAACTGCTAGCGCCCCCAAAAGAAACCAACCCCCTAAAAACAGTACGAGAGAAGCCATAGCAATTCCTGCTTGGCTTCTCTCCAAGGCCTATGGTCTGAAAAACCATCGTTGATTCT
CAACTACAGGAAC(‘T(‘TTA(‘ATTTAA\"ATACATA"CAA" GCCCCCCCTTCCCCCCCA G CACATATATCATATGATATTAGTACATATTATGCATGCATCGATGACATTTTATGTATA
GGGC. GA' GTATCAGGACACAGTAA
CCTACACCCCTAGCCCATCTTGCTCTTTTGCGCCTCTGGTTCCTTTTTC
CCTTCCTTCCTTTTTTTTTGGG CTTCAATCTGCCCTTCCAGTGCATATGGGTACTATGGTTT
GTATCATTTTGGCACTGATGCACTTGCTGTTACATTTGGTTC “CATCCTACGATTARAAATGGGGTATTTAAGTGAATGCTTGTAA
GTATTCTTCGCATCGAAAATCGTTCGTTCCCCTTTCCAATTCCGCTAAAATTTCATTAATAACTCAAAACATATTTT
TTTGT AAAGTTTGTCAAACGACAAAGTTTGTC. CGACAAAGTTTGTCAAACG
AAGTTTGTCAA AGT" 5

GTTTGTCAAACGACAAAGTTTGTCAAACGACAAAGTTTGTC.

CTTG TG’ CTTG 5’ A\TTTGTCAAAC!

ARATT! GTT ATTTGTCCTCGTAGCTTAACCACCAAAGCATGGCACTGAAGATGCCAAGATGGTCGTTGTCCAACTACCCGACGACAAAAGACTTAGTCCTAACCTTACCGTTAATTTTTG
CTAAGTATATACATGCAAGTATCCGCGCCCCAGTGTAAATGCCCCTGTCACCTTTATCAAGATGAAGGGGGCTGGTATCAGGCACACGTTCAACCGTAGCCCAAGACGCCTTGCTCAGCCACACCCCCACGGGTACTCAGCAGTAATTAACATTAAGCAATAAGTGCAAACTTG
ACTTAGCTATAGCAGTTCCTACATAGGGCCGGTAAATCTTGTGCCAGCCACCGCGGTCACACAAGAGGCTCAARATTAACCGTCCGCGGCGTARAGAGTGGTACAATGTTAACGCACAAACTAAGACCAAAATACAACTAAGCTGTCATAAGCCCAAGATGTACCTAAGCCTCCC
ATCAAAATGGCCTTAGCACCTTCGTTCTATTTAAACCCACTAAAGCTAGGGCCCAAACTGGGATTAGATACCCCACTATGCCTAGCCCTAAATCCAGGTGTTTACCCTACCCTAACACCCGCCAGAGAACTACGAGCACAAACGCTTAAAACTCTAAGGACTTGG

Gavia arctica (Gaviiformes/ Gaviidae) mitogenome from CYTB to 12S rRNA (MK263210)
GO-FD in Figure 8

TACTCTAATAGTTTAACAAAAACATTGCTCTTGTAAACCARAGAGCGAAGACTCCACCTCTTCTTAGAGTHTCCTCTACCAACCGCCCCACCTCAGAAAAAGAGGGCTTARACCTCTATCTCCAGCTCCCAAAGCTGGTATTCTACATTAAACTACTC
TCTGACCCCCCTAAACTGCTCGAAGAGCCCCACGAGATAACCCTCGAACAAGCTCCAACACAACAAACAGAGTTAGCAGCAATCCTCACCCCGCCACCARARACATCCCCACCCCATACGAGTAGAACATAGCCACCCCACTARAATCCAACCGAACAGAAAACATTCCCCCAC
CATCTACAGTAACTACCCCCAACTTCCATCACTCAACAAAGCCCCCTACCACCACCCCAACAGCAAGTACCAGAGCAAACCCCGCACCGTACCCCACAACACGCCAATCCCCTCAAGCCTCGGGAAATGGATCCGCCGCCAGAGACACAGAGTACACAAAAACCACCAGTATTC
CACCCAAATACACCATAAACAGCACCAACGCCACAAATGAGACCCCCAAACTTAACAACCACCCACAACCAACCACGGACGCTAGCACCAACCCTACCACCCCGTAGTAGGGAGAAGGATTGGACGCTACTGCCAAACCCCCCAAAGTAAAACCCACGCTCAAAAAGAGTACAA
AATAAGTCACAGTATATTCCTGCTTGGCCTCTCTCCAAGGTCTACGGCTTGAAAAGCCGCCATTGACAAATCTCAACTACAGGAACAL AR TATG ATATA
GC. TGTGATCGATGATCGGTGTAAGCGTATGTTTACTGTGCATTACAGCTTCTGGCGTATG! “TG' ATGGTCTAATGTATTATGTAC TATGTATGATTTAGGATATATTATGTATGATTTACAGTCATATAATGTATG
ATTCTACGGATATAATCTGTAATGTAGATTAGACATAGTATGGAATGCTGTATGGATGGGTGAATGCAATGATAGTAAGATATACAGTGTATGTATTAGGTCTAGGCTACTCTGTATGGGTGGAATCTGCCAGAGG GGGTTATGTTGAGTGCAATGCCT
GTAGATCTGTTAGCGTACTAATACCATAGGAGGGTAGATTGTACAGTCTCTGATATA! TACGGGCAGTGCCTGCTCTCCCTAGCATGCATGGTAACGGGTCARACTTGCATCCTCTCTCGTTGTACCGG TATCTATTGATCGGTCT
ARGATACTACGTTACTAGCGTCAGGACCATTCATTCCCCCTACACCCTAGCCCAACTTGCGCTTTTGCGCCTCTGGTTCCTCGGTCAGGGTCACACCTTGGTTCACTCCTGCGAACTTGCGCGCCACAGGGGCTATTGGTTAA
TGG T(‘GTI\/\T(‘G(‘G(‘ TCTC. /\GTGTTT GCACATATAGTATTTCTTTTTTTGGGGCTTCTTCAGGCTG TCAAGAATAACTG
TATATGG ATCATCTTTZ TTTTCCATTTGGTTATGGTGTATCCACAGACTATTA. TA TTT
ATCATCGATGTCATCCATCATAATTTATCGCGTTATGATGACGTGTGATGACATATTTTATTCATCATCATTTTTTATGTCATCAARCGCTGGAGTTACATTAATARATTCAATCATTATTTTCGTCACTTTTTTTCGTATCTTCCGCCCATATGCCTTTAARA

TACTCTAATAGT T TAACAAAAACATTGETCTTIGTAAACCARAGAGCGARGACTCCACCTCTTCTTAGAGTHTCCTCTACCAACCGCCCCACCTCAGAAAAAGAGGGCTTARACCTCTATCTCCAGCTCCCARAGCTGGTATTCTACATTARACTACTCTC
TGACCCCCCTAAACTGCTCGAAGAGCCCCACGAGATAACCCTCGAACAAGCTCCAACACAACARACAGAGTTAGCAGCAATCCTCACCCCGCCACCAAAAACATCCCCACCCCATACGAGTAGAACATAGCCACCCCACTARAATCCAACCGAACAGARARCATTCCCCCACCA
TCTACAGTAACTACCCCCAACTTCCATCACTCAACAAAGCCCCCTACCACCACCCCAACAGCAAGTACCAGAGCAAACCCCGCACCGTACCCCACAACACGCCAATCCCCTCAAGCCTCGGGAAATGGATCCGCCGCCAGAGACACAGAGTACACAARAACCACCAGTATTCCA
CCCARATACACCATAAACAGCACCAACGCCACARATGAGACCCCCAAACTTAACAACCACCCACAACCAACCACGGACGCTAGCACCAACCCTACCACCCCGTAGTAGGGAGAAGGATTGGACGCTACTGCCARACCCCCCARAGTARAACCCACGCTCAAAAAGAGTACAARA
TAAGTCACAGTATATTCCTGCTTGGCCTCTCTCCAAGGTCTACGGCTTGAAAAGCCGCCATTGACAAATCTCAACTACAGGAACAG""‘“ZAUZAT"‘ CCCCGAATATGCTGCAAGTACATTTCCCTCATTCCCCTATATAGCGGTACCCCCCCTACCCCCCCACAGTATAARACTGC
AGGAC TGTG/\TFG/\TFT/\I\(‘T/\(/\I\/\( T( TTCTGAATTCTAGA ",CT‘/\/‘-.(" TT‘/\T‘(‘T‘(‘Q(‘T‘(‘T‘ 'T\T‘TQCT‘TQT/ CCACAATGA g/\g(‘u/\T(‘T/‘v'T \CTTCTCTTATCCAAACATTAAGTGTATATCTAGGCCTACAAAGCTACTGCACACTTACAATGAACGGAACAGG

'ACTGAGCGTATGT. TATGGATTCTTGGATACTTA(
T I\GG/\TT}\T}\C CTG. (‘G/\GTGTG(‘T/\G/\TFTFTT

“ACATATAGTATTTCTTTTTTTC

ACTGGAT( G
ACACTAGGAATTTTCAACTA “ATCGATGTCATCCATCATAATTTAT! TTATGATGACGTGTGATGACATATTTTATT
\’\\"\,\\,7\, CACAAAAATCAATCAACGTATTAACAGTCAATCAATCAACGTATTAACAGTCAATC
AATCAACGTATTAACAGTCAATCAATCAACGTATTAACAGTCAATCAATCAACGTATTAACAGTCAATCAATC \ATCAACGTATTAA CAACGTATTAACAGTCAATCAATCAACGTATTA
ACAGTCAATCAATCAA! ATTAACAGTCAATCAATCAACGTATTAACAGTCAATCAATCAACGTATTAA F\GT(,/\I\.TL,/\I\.TL I\CGTI\TT/\I\CI\(‘TCI\/\TCI\/\TCI\“ CAGTCAATCAATCAACGTATTAACAGTCAATCAATCAACGTATTAACAGTCAATCAAT
CGACATATAACAGTCAATCAATCAACGTATTAACAGTCAATCAATCGACATATAACAGT CAATCAACATACAGTCCCTGTAGCTTATAGTAAAGCATGGCAC! CAAGAL\:!:L TGCCTTCATCATACCCAGGGACAAAAGACTTAGTCCTAACCTTACAGTTAATTC
TTGCTAAACATATACATGCAAGTATCCGCGCACCAGTGTARATGCCCTTAATCTCTTGCTTGCAAGACAAAGGAGCGGGTATCAGGCACACCTATGATTGAATCGTAGCCCAAGACGCCTTGCTTAGCCACGCCCCCACGGGTATTCAGCAGTAGTTAACATTAAGCAATGAGT
GTAAACTTGACTTAGTTATAGCAGCACTTAGGGTCGGTAAATCTTGTGCCAGCCACCGCGGTCACACAAGAGGCCCAAATTAACCGTAATACGGCGTARAGAGTGGTACCATGTTATCCCGTCAACTAAGATCAAAGTGCAACTGAGCTGTCGTAAGCCC




Gavia stellata (Gaviiformes/Gaviidae) mitogenome from CYTB to 12S rRNA (MK263209)
GO-FD in Figure 8

TGCCCCACCCCAAACCTCAGAAAGAGAGGACTTAAACCTCTATCTCCAGCTCCCAAAGCTGATATCTTACATTAAA
CTACTCTCTGGTACCCCTAAACCGCCCGARGAGCTCCACAGGACAACCCTCGAACAAGCTCCAATACAACARACAGAGTCAACAGCAACCCCCATCCCGCCACCAGAAATATCCCCACCCCATACGAGTAAAATATAGCTACCCCACTAARATCCAACCGAACAGAGAACATCC
CCCCGCTATCTACAGTAACCGCCCCAAACTTTCACCACTCAACAAAATCCCCCACCACTACCCCTGCAGTAAGCACCAGAGCAAACCCAGTACCATACCCCATAACACGTCAATCCCCCCAAGCCTCAGGAAATGGATCCGCCGCCAAAGATACAGAGTACACARAAACCACCA
ACATTCCACCCAAGTAGACCATAAATAGAACCAACGATACAAATGAAACCCCCAAACTCAGTAGCCATCCACAACCTACCACTGACGCTAGCACCAAACCAACCACCCCATAGTAAGGTGAGGGGTTAGACGCCACTGCCAAACCCCCCAAAATAAAGCATACACTTAAAAGCA
GTACAAAGTAGGTCATAGCATATTCCTGCTTGGCTTCTCTCCAAGGTCTACGGCTTGAAAAGCCGCCATTGATAAATCTCAACTACAAGAACAGCAAAGCARCCCAAGCACCCAGCATATCTARCGGTACCCCCCTATTAACAGTACCCCCCTATTAACGGTACCCCCCCTACC
GTATAAACTCTGCAGGTGTGTTCTCTCTGGCCTATGTTGGCCGTGCATTGATTTACGTGCCTCATATCTCTAGGACATTACTCTATGCCAACTCGTATGCCCGTAAGCATTACATTCTCCTTACCTGACACATGGCTTATGTGCTGAATA! GATCTGTATGTGC
TATGAATGGCTTAGATCTATGTTAGTGTA TGTTTGGATATAGGA AATGTGTAGAATCATATACTATGCTATGCGCCTAGGCTTAGCTATTATCTAATGGGTAGGAATCTGCTAGTCCGTAGCTCTACTTTCAAGTTCATGCTACGTGCAATGCTCCA
TATCTGTTAGCGTA AACCATTGAGTG GCATACTCTAATATTCCTTACGGGCAGTGCTTGCTCAGTTATCGTTCATGGTATCGGGTCGTTCCTTGCATTCCTTCTTGTAGTGCCGGCTTCTCGGATTAGGTTATCTATTGATCGATCTTC
TTGCGCTTTTGCGCCTCTGGTTCCTCGG CTTGGTTC. ACTT! T GGTTAAT
GGCTGCCCTTCCAGTGC. AL\(‘qG’qTL\AL\l‘L\(‘L\AI(‘lAlAqA GTGAGCATACAATGCCTGGCGGTCGGTTTTTTGGCCCTCAAGAGTTGCTG!
TGCTATTTTATGAATGCTTGTTT TCTAGTTTTCTAAACAA

ATGZ GGTTGGCGTATATG!
AACTAAAATATCATCAATATTATT
TCCTATAAACT. GTATTTTTTA. T o TTTTT
ATTATCTCCTATAAACTAGGTATTTTTTAACTAAAATATTATCCTTGCCATATATGCAACGCACATATGACACCTACTATCATCCATCACCATCACAGATACGACACATACTATCGTACG!
\ACACTGGAGTTACATTAATAAATTCAATCATTTTTTGCGTCACTTTTTTTTGTATCCGCCGCCCAAATCCCCTTAATA]

TGCCCCACCC
CAAACCTCAGAAAGAGAGGACTTAAACCTCTATCTCCAGCTCCCAAAGCTGATATCTTACATTARAACTACTCTCTGGTACCCCTARAACCGCCCGAAGAGCTCCACAGGACAACCCTCGAACAAGCTCCAATACAACAAACAGAGTCAACAGCAACCCCCATCCCGCCACCAGAA
ATATCCCCACCCCATACGAGTAAAATATAGCTACCCCACTAAAATCCAACCGAACAGAGAACATCCCCCCGCTATCTACAGTAACCGCCCCAAACTTTCACCACTCAACAAAATCCCCCACCACTACCCCTGCAGTAAGCACCAGAGCAAACCCAGCACCATACCCCATAACAC
GTCAATCCCCCCAAGCCTCAGGAAATGGATCCGCCGCCAAAGATACAGAGTACACAARAACCACCAACATTCCACCCAAGTAGACCATAAATAGAACCAACGATACAAATGAAACCCCCAAACTCAGTAGCCATCCACAACCTACCACTGACGCTAGCACCAAACCAACCACCC
CATAGTAAGGTGAGGGGTTAGACGCCACTGCCAAACCCCCCAAAATAAAGCATACACTTAAAAGCAGTACAGAGTAGGTCATAGCATATTCCTGCTTGGCTTCTCTCCAAGGTCTACGGCTTGAARAGCCGCCATTGATAAATCTCAACTACAAGAACAGCARAAGCAACCCAAG

CACCCAGCATATCTAACGGTACCCCCCTATTAACMG lACLCLCLC TWTTAACGGTACCCCCCCTACCCCCCCACAGTATAAACTC] L'GLA(_G‘L’G‘L’G‘L’l CTCTCTGGCCTATGTTGGCTGTACATTAATCTATATGCCCCATAAATTATACATATTGGAGGGTATCAATTAAGTTT
AGCCCTTGG CGAARACGTA AACTAATACATGTA. TCATGAGTCTATATGCTTCATGTACTG GTTTGGGTATTTGGATGCATGCGCTAAGTATTAATCAGTTTATGTAGTATGGTCATGC
TTCTGCATGTTTGAGGGTTGTAATTTGAATGTAAGT. A(:G‘L'lAA el GAATCT AGT 5 TCT 5 AGT1] 3 TG AGGAATGTGGGCTATCTGTTAGCGTAC
TTA? CTCCCTACGGGCAGTGCTTGC TCTTCTCACGTGAAATC
TTCATTCCCCCTACACCCTAGCCCAACTTGCGCTTTTGCGCCTCTGGTT LC LCLG‘L CAULULCAl LUAC TT (_G‘L'l CACTCCCGCGAAC l“L’GLALG‘L CACAGAGT:! CAl CTGGTTAATGTGTTTCAGCATGTTGGCCTCGTAATCGCGACATCTCCAGTGTTTCGGCACATCTAGT
ATTTCTTTTTTTC TTCTTCAGGCTGCCCTTCCAGTGC. TAAATACAATCTATAGACGTGAGCATACAATGCCTGGCGGTCGGTTTTTTGGCCCTCAAGAGTTGCTGGATGAGACGGTTGGCGTATATGGGGAATCATTTTTACACTGATGCACTTTGTTTTCCAT
TTGGTTATG! AGTCH CTATTAACTATGTTGCTATTTTATGAATGCTTGTTTC TTTTCAACTAAAATATCATCAATATTATTTATCATATTTTATCACATATGTGACGCATATTAT
CGTCACATACGATGCATACTATTATCTCCTATAAACTAGGTATTTTTTAACTAAAATATTATCGATTAATCTACCATAATA CATACTATTATCTCCTATAAACTAGGTATTTTTTAACTAAAATATTATCGATTAATCTACCATAATAGCA
TACTATCGTCACATACGATGCATACTATTATCTCCTATAAACTAGGTATTTTTTAACTAAAATATT. AGCATACTATCGTCACATACGATGCATACTATTATCTCCTATAAACTAGGTATTTTTTAACTAAAATATTATCCTTGCCATATATGCA
ACGCACATATGACACCTACTATCATCCATCACCATCACAGATACGACACATACTATCGTACGCGTGATGATCGACGTGTGATGACATATTTTATTTACCATCATCTTTTATGTCATCAACACTGGAGTTACATTAATAAATTCAATCATTTTTTGCGTCACTTTTTTTTGTATC
CAATCAATTAACATATTAACAGTCAATCAATTAACATATTAACAGTCAATCAATTAACATATTAACAGTCAATCAATTAACATATTAACAGTCAATCAATTAACATATTAACAGTCAATCAAT
TAACATATTAACAGTCAATCAATTA. GTCAATCAATTAACATATTAACAGTCAATCAATTAACATATTAACAGTCAATCAATTAACATATTAACAGTCAATCAATTAACATATTAACAGTCAATCAATTAACATATTAACAGTCAATCAATTAACATATTAACA
5 AATTAACATATTAACAGTCAATCAATTAZ TATTA. AGTCAATCAATTAACATATTAACAGTCAATCAATTAZ TATTA. \GTCAATCAATTAACATATTAACAGTCAATCAATTAACATAGTCCCTGTAGCTTACAGCAAAGCATGGCACTGAAGATGC!
GACGGTTGTCTCTATCATACCCAAGGACAARAGACTTAGTCCTAACCTTACAGTTAATTCTTGCTAGACATATACATGCAAGTATCCGCGCACCAGTGTARATGCCCTCAATCTCTTGCTTG GAC. G CGGGCAT! G CCATGATTAAATCGTAGCCCAAG
ACGCCTTGCTTAGCCACACCCCCACGGGTATTCAGCAGTAATTAACATTAAGCAATAAGTGTAAACTTGACTTAGTTATAGCAGCCCTTAGGGTCGGTAAATCTTGTGCCAGCCACCGCGGTCACACAAGAGACCCAAATTAACTGTAATACGGCGTAAAGAGTGGCATCATGT
TATCCCACCAACTAAGATCAAAGTGCAACTGAGCTGTCACAAGCCCAAGATGCATTAAAAACCACCCTCAAGACGGTCTTAGCACTCACGATCGATTGAATCCCACGARAGCTGGGGCACARACTGGGATTAGATACCCCACTATGCCCAGCCCTAAATCTTGATGCTTACCCT
ACTGAAGCATCCGCCTGAGAACTACGAGCACAAACGCTTAAAACTCTAAGGACTTGG

\TATTAACA

Podiceps cristatus (Podicipediformes/ Podicipedidae) mitogenome from Cytb to CR2 (MN629890)
GO-FD in Figure 8

' TCAATCAGAARAAGAGGACTTARACCTCCACCTCCAACTCCCAAAGCTGGCATTCTACATTARACTATTTTCTGACCCGCACGTCCTCCTTATTCACCCTARACCGCTCGAATCGCCCCACGAGACAACCCCCGCACCAACTCCAACACA
ACGAACAAAGTCAACAATAACCCTCATCCCCCTACCATCAACATCCCCGTCCCTCATGAGTAAAACAACGCCACCCCACTAAAATCCAACCGCACTGAAAACACCCCACCACCATCAACAGTAACCACACCAAGCTTCCACCCCTCAAGAATCCCCCCAACAACACTACCCACC
ACCAATACTAACACAAGACCAACCCCATACCAARACAACCCCTCAATCTCACCAAGCTTCAGGAAAGGGGTCAGCAGCCAAAGATACAGAATAAACAAAAACTACCARCATCCCACCCAAATAAACCATAAACAACACCAAAGACACAAACGACGCCCCTAAACTCAACAACCAC
CCACACCCCACCACAGATGCCAAAACTAATCCCACCACCCCATAATAAGGCGAAGGATTAGACGCAACCGCCAATCCCCCCAAAACAAAACACACCCCTAAAAAAATTACAAAATAAGCCATAACAGTTCCCACTTGGCTTTTCTCC GACCTATGGCTT GCCATCGT
TGACTCTCAACTATAGGAACCCTAACGAACACTCACCCCACCTCTCCCTTCCCCCAARACAACAAGTACTAATTARACATTAGCCTATGTACTGCAGTACATCCCTATCCCACTACATCCTATGTATTACTGTACATCTTCCCCCCCCCCTACCCCCCCATCACTTAARTATGTC
GTCATGCATTCACTCCTTTTCCTCATGAGCACTTCGTTCTTCTTGGTAATACAGGTTATGTATGAAGTATGTACGAGGTAATGTGGTTAGGCATGATACT!
ARA TGATAGTTCGAGAACGTGTATGGTCTGTTTGTATTTGTATGGGAGTGCTTA. GCATAGTATTTATGGTAACTGGYCATAGCTTG
TATAAGGTTCGGTATTACTAGCTTCAGGATCATTCTTTCCCCCTACACCCTCGCACGACTTGC
TGCCTAAGGCGCCTCTGGTATTTTTTTTTTTTCC ATCTTCAGH

“TATGGGTTCAGTTCTACTTTCATGGAGTTTAAAGTTTATGATCTAAGGATTGAGGTTATCTGTTACTGTACTA
AGAAATCAGCATCCCGCTGCA
GATCG

5

CATGATTGTCCAGTTCCCTCCACGGTTATCTTCGTAGAGGCATTTGCTTACCTATCACTCACCATTTCCGTCCGT
CGACATC CATATATGGCTG TCTGGCGTTGGCCTTCA

CCTTACACTGT GATTTCCCTTTCCTCTGATTTTCCAAACAAAACTAGACACTTACAACCAAATTATTAACCATGTTTTTTCCATTT
TTTTTCATCATACTTTTATTATTTATCTTTGTTTGTAAATAGCGCTGAAATCTATTAATAATTAATATCACTTCCAACCACTATCACTATCTAATATACCCTTAAGTAATAGCGCTGARAATCTATTAATAATTAATATCACTTCCAACCACTATCACTATCTAATATAYCCTTA
AGTAATA! TGAAATCTATTAATAATTAATATCACTTCCAA TATCACTATCTAATATACCCTTAAGTAAT. CTGAAATCTATTAATAATTAATATCACTTCCAACCACTATCACTATCTAATATAYCCTTAAGTAATAGCGCTGAAATCTATTAAYAATTAATAT

AAATCTATTAATAATTAATATC
CTTAAGTAATAGCGCTGARATCTATTAATAATTAATATCACTTCCAACCACTATCAGTCCAACATGCCTACC

T

I TCAATCAGAAAAAGAGGACTTAAACCTCCACCTCCAACTCCCAAAGCTGGCATTCTACATTAAACTATTTTCTGACCCGCACGTCCTCCTTATTCACCCTAAACCGCTCGAATCGCCCCACGAGACAACCCCCGCACCAACTCCAACACA
ACGAACAAAGTCAACAATAACCCTCATCCCCCTACCATCAACATCCCCGTCCCTCATGAGTAAAACAACGCCACCCCACTAAAATCCAACCGCACTGAAAACACCCCACCACCATCAACAGTAACCACACCAAGCTTCCACCCCTCAAGAATCCCCCCAACARCACTACCCACC
ACCAATACTAACACAAGACCAACCCCATACCAAACAACCCCTCAATCTCACCAAGCTTCAGGAAAGGGGTCAGCAGCCAAAGATACAGAATAAACAAAAACTACCAACATCCCACCCAAATAAACCATAAACAACACCAAAGACACAAACGACGCCCCTAAACTCAACAACCAC
CCACACCCCACCACAGATGCCAAAACTAATCCCACCACCCCATAATAAGGCGAAGGATTAGACGCAACCGCCAATCCCCCCARAACAAAACACACCCCTARAAAARATTACAAAATAAGCCATAACAGTTCCCACTTGGCTTTTCTCCAAGACCTATGGCTTGAAAAGCCATCGT
TGACTCTCAACTATAGGAACCCTAACGAACACTCACCCCACCTCTCCCTTCCCCCAAAACAACAAGTACTAATTAAACATTAGCCTATGTACTGCAGTACATCCCTATCCCACTACATCCTATGTATTACTGTACATCTTCCCCCCCCCCCCCTACCCCCCCATCACTTAATAT
GTCGTCATGCATTCACTCCTTTTCCTCATGAGCACTTCGTTCTTCTTGGTAATACAGGTTATGTATGAAGTATGTAC GGTAATGTGGTTAGGCATGATACTCTATGGGTTCAGTTCTACTTTCATGGAGTTTAAAGTTTATGATCTAAGGATTGAGGTTATCTGTTACTGTA
CTAAAACCATGATAGTTCGAGAACGTGTATGGTCTGTTTGTATTTGTATGGGAGTGCTTAACTGCATAGTATTTATGGTAACTGGYCATAGCTTGCAGTACTTCTTGTAGTACCTGTGGCTGCGTATTAGGTTATCTATTAATCGTATTTCTCCCGAGARATCAGCATCCCGCT

GCATATAAGGTTCGGTATTACTAGCTTCAGGATCATTCTTTCCCCCTACA! ACGACTTGCGCTTTTG! CTCTGGTTCCTACTTCAGGCCCATGATTGTCCAGTTCCCTCH GTAA

Podiceps grisegena (Podicipediformes/Podicipedidae) mitogenome from ND6-1 to CR2 (MK263194)
GO-FD in Figure 8

ATAAGGCGAAGGATTAGACGCAACCGCCAATCCCCCCAAAACAAAACACACCCCTAAAAAAATTACAAAATAAGCCATAACAGTTCCCACTTGGCTTCTCTCCAAGGCCTATGGCTTGAAAAGCCATCGTTGACTCTCAACTATAGGAACCCCARRACATCCCTCCACTTCCTA
CCTTTCTCTTTTTTCCCCCCCCCCTTCCCCCCCCGTATAAGACATACGGGTARATAAGCGTTAGACTATGTACTGCAGTACATCCACTCCCCTGCATCCCTATGTATTACTGTACATCCCCTCCTCTCTCCCTGCGCCTCTTARATCTATACACTCACCTAATATGTCGCCATG
CATTCACTCCTTTTCCTCATGAGCACTGCGTTCTTCTTGGCAATACAGATTATGCATGAAGTATGTACGAGATAATGTGTTTAG TGCTGCCTCATGTGTTCAGCTCTACTTTCATGGAGTTTAAAGTTCATGATTTAGGAATTTGAGTTATCTGTTACTGTACTAAAACCA
TGTTAGTTCGAGRTTRGTRTATGGTTTTCTTAGTAGGTATGGGAGTGCTTAACTGCATAGTATCCAAGGTAACTGGTCATAGCTTGCARTAATTCTCGTAGTACCTGTGGCTGCGTATTAGGTTATCTATTAATCGTATTTCTCCCGAGARATCAGCATCCATCGTATGTAAG!
TTCGGTATTACTAGCTTCAGGATCATTCTTTCCCCCTACACCCTCGCACAACTTGCACTTTT TCTGGTTCCTACTTCAGGCCCATGATTGTCCAGTTCCCTCCACGGTTACCTTCGTAGAGGCATTTGCTTACCTATCACTCACCATTTCCGTCCGTGATCG SCATT
TGGTATTTTTTTTTTT GGGATCTTCAGGGCACATCTCCAG! C—/“AACCC—GTGAATACFATCTA(‘C—(‘T/“T(‘A(‘CATFTFT(‘C—/“C—(‘C—/“C—(‘T/“T(‘C—TATTAC—/“CTT/“(‘A(‘AP\TTC—('A(‘C—P\T(‘A(‘A('G(‘TTGP\A(‘TATTA(‘C—(‘C—P\ATC‘T\A(‘CTTF\CF\
5 TTAGTGTAATGCTTATTAGACATAATTACTTACTTTTCCTTTCCTCTGATT
C/\T/\CTTTT/\TTI\TTTI\TTCTTI\CTTGTI\/\I\TI\CCCCTG/\I\/\TTTCI\TT/\I\TI\CTTI\CT/\TTI\CTTTCI\/\TCI\CTF\TCI\CT/\TCT/\I\CTTI\/\CTT/\G/\T/\I\CT/\TCT/\I\CTTI\/\CTT/\I\/\T/\I\TI\GFGFTC:\7\1\TTT(,7\TT:\7\T7\(,TT7\GT:\TTNLTTTLNGTLNLT:\TLNLT:\
TCTAACTTAACTTAGATAACTATCTAACTTAACTTAAATAATAGCGCTGAAATTTCATTAATACTTAGTATTACTTTCAGTCACTATCACTATCTAACTTAACTTAGATAACTATCTAACTTAACTTAAATAATAGCGCTGAAATTTCATTAATACTTAGTATTACTTTCAGTC
ACTATCACTATCTAACTTAACTTAGATAACTATCTAACTTAACTTAAATAATA SCTGAAATTTCATTAATACTTAGTATTACTTTCAGTCACTATCACTATCTAACTTAACTTAGATAACTATCTAACTTAACTTAAATAATAGCGCTGAAATTTCATTAATACTTAGTATT
ACTTTCAGTCACTATCACTATCTAACTTAACTTAGATAACTATCTAACTTAACTTARATAATAGCGCTGAAATTTCATTAATACTTAGTATTACTTTCAGTCACTATCACTATCTAACTTAACTTAGATAACTATCTAACTTAACTTAAATAATAGCGCTGARATTTCATTAAT
ACTTAGTATTACTTTCAGTCACTATCACTATCTAACTTAACTTAGATAACTATCTAACTTAACTTAAATAATAGCGCTGARATTTCATTAATACTTAGTATTACTTTCAGTCACTATCACTAACTTAACTTAGATAACTATCTAACTTAACTTARATAATAGCGCTGAAATTTC
ATTAATACTTAGTATTACTTTCAGTCACTCAACCATATATTTCCCCAACAAACACCTAACCCACACCTCTCCCTAAAAGACATTCTAGGCTTCAC ATGTTCCTCC CTAACAGCCCTAGCCCTATTCTC

|G TACTCTAATAGT T TACTAAAAACATTCGTCTICTAAACCAAAGGGETCATACGCCCTATCTACCOATAACCCAGCCARCAAATCAGAARRAGAGGACT TARACCTCTACCTCCAACTCCCARAGCTGGCATTCTCCATTGAACTATTTTCTGACCCGC
ACATTTTTCCCCTCTTTTTCCCCTARACCGCTCGAATAGCCCCACGAGACAACCCCCGCACCAACTCCAACACAACARACAAAGTCAACAACAACCCTCACCCTCCCACCATCAACATCCCCACCCCTCACGAATAARACAACGCCACTCCACTAAAATCTAACCGCACTGAAR
ATACCCCGCCACCATCAACAGTAACTACACCAARACTTCCATCCCTCAARAATCCCCCCAACAACAGCACCTACCACAAGCACCAACACAAGACCAATCCCATACCARACAACCCCTCAATCCCACCAAACTTCAGGAARAGGATCAGCAGCTAAAGAAACAGAATAARACAAARA

CTACCAATATCCCACCTAAATAAACCATAAACAACACCAAAGACACARACGACGCCCCCAAACTTAACAATCACCCACATCCTACTACAGATGCCAAAACCAATCCCACCACCCCATAATAAGGCGAAGGATTCGACGCAACCGCCAATCCCCCCARAACAAAACACACCCCTA
AAAAAATTACAAAATAAGCCATAACAGTTCCCACTTGGCTTCTCTCCAAGGCCTATGGCTTGAAAAGCCATCGTTGACTCTCAACTATAGGAACCCCARRACATCCCTCCACTTCCTACCTTTCTCTTTTTTCCCCCCCCCCTTCCCCCCCCGTATARAGACATACGGGWARATA
AGCGTTAGACTATGTACTGCAGTACATCCACTCCCCTGCATCCCTATGTATTACTGTACATCCCCTCCTCTCTCCCTGCGCCTCTTAAATCTATACACTCACCTAATATGTCGCCATGCATTCACTCCTTTTCCTCATGAGCACTGCGTTCTTCTTGGCAATACAGATTATGCA
TGAAGTATGTACGAGATAATGTGTTTAGGCATGCTGCCTCATGTGTTCAGCTCTACTTTCATGGAGTTTARAAGTTCATGATTTAGGAATTTGAGTTATCTGTTACTGTACTAAAACCATGTTAGTTCGAGGTTGGTATATGGTTTTCTTAGTAGGTATGGGAGTGCTTAACTGC
ATAGTATCCAAGGTAACTGGTCATAGCTTGCAATAATTCTCGTAGTACCTGTGGCTGCGTATTAGGTTATCTATTAATCGTATTTCTCCCGAGAAATCAGCATCCATCGTATGTAAGGTTCGGTATTACTAGCTTCAGGATCATTCTTTCCCCCTACACCCTCGCACAACTTGC
ACTTTTGCGCCTCTGGTTCCTACTTCAGGCCCATGATTGTCCAGTTCCCTCCACGGTTA

Scopus umbretta (Pelecaniformes/Scopidae) mitogenome from CR1 to CR2 (MW151828)
GO-NG in Figure 8

GGATCCATTAATGAGACGGTTTCAAGTGTTTGGGGAATCATCATGACACTGAT CTTTGCTTTCCATTTGGTTATGGTGTGTCCACAGACCCTTATTTATGCTGCTATTTAGTGAATGCTTGTAGGACATAATTTCTTACTTTTACACTTCCTCTAACTTTCTAAACAACAC
TAGGAACTTTCGACTAAATATTTCCACGTTTGTCATCATCAATTTTATTGTTGCATTTTTCACATGACAAATCCGCTGGAGTTCCATTAATARACCCCCCTCCACTTTTTGCGCACCCACAACGCACATTCCATCACAAACTTGACCAGACAATCCTCTARATTCCGTCTAACA
CCCCCCCCCCCCCAAGAGCCACCARTTACAGACCACTTCACCGCTATCTCAGAAARARAAGGACTTAAACCTTCATCTCCAACTCCCAAAGCTGGCATTTTTCATTAAACTATTCTCTGACCCCCTARAACCGCCCCGAATAGCCCCACCGAGACAACCCCCGCACAAGCTCTAGCAC
ACGAACAAAGTCAACAATAACCCCCACCCCGCCATCAARAACAACCCAACCCCGCATGAATAAAACATAGCCACCCCACTAAAATCTAACCGAGCAGAAAACATACCGCCCCCATCAACAGTAACAACACTCAACTTCCACCCCTCAATCAACCCTCCAACCACCCCCACCCC
AACAAGCACCAAAACAAGCACTAACCCATATCCCCCCACCCGCCAATCCCCCCATGCCTCAGGATACGGATCTGCCGCCAAAGACACTGAATAAACAAACACCACCAGCATACCCCCCAAATAGACCATAAACARCACCAAAGACACAAARGAAACTCCCAAACTAACTAGCCA
CCCACACCCCGCAACAGAACCCAACACCAGCCCTACCACCCCATAATAGGGAGAGGGATTGGAAGCAACCGCCAGCCCCCCTAAAACAAAACATGCTCCCAACGAAAGAACGAAGTAAGTCATAATAGTTCCCACTTGGCTTTCCTCCARGACCTGCGGCCTGAARAGCCGCTG
TTGTCACTTCAACTACGGAAACATTTTAAACGAAACCCCCCTACCTCTAAACGCCCCCCCTACCCCCCCATGTCATATTGCATTACACTATCCACCCCATAATACATACCATGTAATTTCAAGGAACACATCCTATGTATGTACCCCCACATAACCCTGCARAC!
CCTACCCTCCACCACTCCTCCCCCAGAGGACTATCCAATGTAATTCTCACAGTACAATTCCC CCTCTCGGACGCAAGACAAACACCGCTGCTCTATGCCGAATACCTCTCTACGGAAACGGAAGTGCTCGACTGAC. CATGAATGGTAGC




BATCCTCTCTCGACGTGCCGGTAGCTGTCGGACCAGGTTATCTATTAGTCGGTCTCCTCACGTGAAATCAGCAACCCGCCGCATATAAGATACTGCGTTACTAGCTTCAGGACCATTCTTTCCCCCTAAACCCCTAGCACAACTTGCACTTTTGCGCCTCTGGTTCCTTTTTCA
GGGCCATCACCCGTTTCCTCCCCTCTACTCGCTCTTCACCGATACATCTGGTTGGCTATATATCAC

Spheniscus demersus (Sphenisciformes/Spheniscidae) mitogenome from CR1 to CR2 (MH264510)
GO-FD in Figure 8

ATACTATTGGTTGACATGAGCATCACATGGGTCACGGTCGTTCCTAGCCTTCAAGAATACCTGAATGAGACGGTTTGAGGTATTAGGGGAATCATCTTAACACTGATGCACTTTGGTTTGCATTTAGTTATGGTGTATTTACTTGCTTTTAGATATGTTGCTATTTGTTGAATG
CTTGTTAGACATAATTCCTTATTATTACACTTCCTCTAATTTCCTAAACAACACTAGGCAATTTTAACTAAACCTTAACCAAATTTTTAGATCACCAAAATCACATATCATGTCGATACACTTTACACTTCTTCTTTCTCTAAAATTTCATTAACACACGATAGCAACTCTTTG
TTGCCATCACTTACTGTATCGATACACTTTACATTTCTTCTTTCTCTAAAATTTCATTAACACATGATAGCAACTCTTTGTTGCCATCACTTACTGTATCGATACACTTTACATTTCTTCTTTCTCTAARATTTCATTAACACATGATAGCAACTCTTTGTTGCCATCACTTAC
TGTATCGATACACTTTACATTTCTTCTTTCTCTAAAATTTCATTAACACATGATAGCAACTCTTTGTTGCCATCACTTACTGTATCGATACACTTTACATTTCTTCTTTCTCTAAAATTTCATTAACACATGATAGCAACTCTTTGTTGCCATCACTTACTGTATCGATACACT
TTACATTTCTTCTTTCTCTAAAATTTCATTAACACATGATAGCAACTCTTTGTTGCCATCACTTACTGTATCGATACACTTTACACTTCTTCTTTCTCTAAAATTTCATTAACACATGATAGCAACTCTTTGTTGCCATCACTTACTGTATCGATACACTTTACATTTCTTCTT
TCTCTAAAATTTCATTAACACACGATAGCAACTCTTTGTTGCCATCACTTACTGTATCGATACACTTTACATTTCTTCTTTCTCTAAAATTTCATTAACACACGATAGCAACTCTTTGTTGCCATCACTTACTGTATCGATACACTTTACATTTCTTCTTTCTCTARAATTTCA
TTAACACATGATAGCAACTCTTTGTTGCCATCACTTACTGTATCGATACACTTTACATTTCTTCTTTCTCTAAAATTTCATTAACACACGATAGCAACTCTTCG

|2 A A TRCTCTAATAGT TTATAARAACATTGGCCTTCTARGCCAMAGARTGAAGCCTACACCCCTTCT TAGAGET T ACCCTAACCTTCAGAGAAAGAGGACTCAAACCTCCATCCCCAACTCCCAAA
GCTGGCATTTTARATTARACTATTCTCTGACARCCCTCARCCCTARACAGCACGAATTGCCCCACGAGACAGCCCCCGTACAAGCTCCARCACAACARACAACGTTARCAACAACCCTCACCCCGCCACTARARACATTCCCACCCCACACGAATARRACAAAGCTACCCCACT
AAAATCTAACCGAACAGACACCACCCCTCCACTATCAACAGTATCCACTCCARACTTTCACCCCTCARACCCCCCAACTCCCAACCCAACAGCAAGGACCAAAACAAGACCCACACCATATACCACAACAGGTCACTCTCCCCAACCCTCAGGAAAGGGGTCCGCGGCCARAGC
CACAGAGTACACAAAAACCACCAACATTCCCCCCARATACACCATARATARAACCAACGATACARARGAAACCCCCAAACTTAACAACCACCCGCACCCTACAACAGAAGCCACCACCAAACCARCCACCCCATARTAAGGCGAAGGATTAGATGCARCAGCTAATCCCCCCAR
BACAAAACACATCCCCAAAAATAACACGAGATARGTCATAGCAGTTCCTGCTTGGCTTTTCTCCAAGACCTACGGCCTGAARAGCCGCCGTTGCTAATTCAACCACAGGAACAGT TATAAAAGATACCCTCTACCTCCCCCCCCCTACCCCCCCATGT TATATGTTCACT TATG
TATGAAATACATTATATTGAATGTCAGAAGCTACATTCCAGTGTATGTACTATGATTGGTTTAGAATAATTGGATGGGGTATTCTTGAGAACTGCTGTGTTTCAAGGATTAATGGAGTAARTACTTTCAAGGATTAATTGAGTAATGGAATAGGGATTAAGTTAATTCTCTTTTC
GTGTTAAACGGGGTTTGTGCGATGAGTTTGGGGAATTATCATGTTATGGTTGTGATGATTATCTTCTGTCCCGTTGAAGGGCTAAATCCATGATTTTGATAGTCTGTATCCTTCTAGCAGGAATGATACGGGCGTGTTTTATTGCTTGGTTTTAATGGAGAATGTGCTTATTAT
CCAATAACTTCTTGGGTGCCAGCGTCAGGGATTAGGTTATCTATTAATTTGGCTTCTCACGTGAAATCAGCAACTCGACGTATGGAAGATCCCGTGCTACTAGCGTCAGGCCCATTCTTTCCCCCTACACCCTAGCCCAACTTGCTCTTTTGCGCCTCTGGTTCCTCGGTCAGG
GCCATAACTTGAATAACTCCTTCTATCTTGCTCTTCACAGAGCCATTTGGTTGATGTGTTTCATCATTTTCGTC

Uria aalge (Charadriiformes/Alcidae) mitogenome from CR1 to CR2 (MK263188)
GO-FD in Figure 8

TAACTTGGTTAGTCCTCTCAACTTGTACTTCACCGATACATCTGGTCGGCTATATATCACCATCTCACCCGTGATCGCGACATCCGACCGTTTTGGCACTTTTGGTTCCTTTTTTTTTTTTTACGTCTTCAATAAACCCTTCCAGTGCACCGAGGTACACACAATCTAAGACCT
GAGCTTTCCCTGGTATTCGTACGGATTTTGGCCCTCAGGAATACCTGAATGTCAAGGTTTAACGGGT TGGGGGAATCATTTTTACACTGATGCACT TTGCTTTGCACTTGGTTATGGGATCTCCGCAAGCTCT TATTTATGTTGT TATTTAGTGAATGCTTGTTGGGCATATTT
TATTATTTTTCATTTCCTCTAACTTTTTAAACAACACTAGCAAATTTTATTCAAAAACAAACTGTGATTTTCATCACACATTTTGTCATCGTCATCACACATTTTATCATCACACT TATCATCTACAAACGGCACTGGAATTCCATTAARAARAGGACTAATTTAATCCGTCAC
__ ICTTACCTICCTCCATGAATCCGGATCAAACAACCCCCIAGGARTCCCATCCAACTGCGATANANTCCCATTTICACCCTTACTTCTCACTAAAAGACATCCTAGGATTCATTATCATATICCT TCCACTARCAACCCTAGCCCTATICTCCCCCAACCTACTAGGCEA
CCCAGAGAATTTTACCCCCGCARACCCACTAGTTACACCTCCCCATATCAARCCAGAATGATACTTCCTATT TGCATACGCTATCCTGCGATCAATCCCCAATARACT TGGAGETGTACTCGCCCTAGCAGCTTCCGTACTAGTACTATICTIGACCCCTCTACTCCACARATY
ITAAGCAGCGCGCCATAACCTTICCCCCACTCTCACAACTCCTATTCTGAACCCTAGTCGCCAACCTCCICATTCTARCATGAGTAGGTAGCCAACCCGTAGAACATCCATTCATCATCAT TGGACAACTAGCCTCCCTTACCTACT TCACCAT TCTACTCCTCCTATTCCCCAT

CACTCTARTAGTTTATAAAARACATTACTCTTGTARACCARAGACTCARGACTACACCCOTTCTTAGAGE TCCACTTACCCTATCTCAGRARARGAGGACTTARAACCTCTATCTCCAACTCCCARAGCTGGTA
TTTTGTACTAAACTATTCTCTGACCCTCCCCCTAAACCGCTCGAATGGCCCCACGAGTTAATCCACGTACTAACTCTAATACAACAAACAAAGTCAACAACAACCCTCAACCCGCCGCCARAAACATTCCAACGCCACAAGAATAAAACATTGCCACCCCACCAAAATCTAACC
GAACAGAGAACATACCTACACTGTCAACAGTAACTATCCCCAAATCCCAGCACTCAAACCCACCAACAACCACCCCCGCCACAAGTACTGCAACAARACCCATCCCATACCCAACAACCCGTCAATCCCCTCAAGCTTCAGGAAAAGGATCCGCCGCCAAGGACACAGAATARA
CAAAAACTACCAACATTCCCCCTAAGTACACCATAAACAGTACCAAGGACACAAAGGAAATACCTAAACTCAACAACCACCCGCACCCCGCAACAGAGGCCAACACCARACCAACCACCCCATAATATGGAGAAGGAT TAGATGCAACTGCCARACCCCCTAACACARAACATA
GACCTAAAAAAAGCACAAAATAAGTCATAGCAGTTTCTGCTTGGCTTTTCTCCARGACCCGCGGCCCGARAAGCCACTGTTGTACCACTTCAACTACAGARACTAGARATTGTACTGGTACCCCCCCCCTCCCCCCCATATAGCAAGCCARATCGCCATGTGGGAGTACACATT
AAACTACCAGCCCCATAAGCACATACACTCCATGTTCCAAAACCATTAATATACACACAGACATAACCCTGAATTTTCCACATTTCTCCTTCAGAGGACCTCCCAGCCCAATGGATCCGAATTCCATTACAATATCCGTACTAATACCATCTCCTCTCCAGTCTTTACATACCA
ACTCCGACAAGATACGACAGTGCCTGTCTACACCTTTGTAATGGGGTARAGGCATGGCCCTCCAARACTTCTCGAATACACARAGCTTCGTGCCAGGTTATTTATTAATCGAGCTCCTCACGTGARATCAGCARCCCGGTGTTTGARAGATCCTACGCTACCAGCTTCAGGAC
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Figure S11. Representative cropped agarose gels of the following amplicons: cy#b/12S rRNA
obtained for Rhynochetos jubatus (a), Eurypyga helias (d) and Trogon collaris (f); CR1/CR2
obtained for Rhynochetos jubatus (c) and Trogon collaris (g); CR/12S rRNA obtained for
Rhynochetos jubatus (b) and Eurypyga helias (e); cytb/CR obtained for Eurypyga helias (e). The
numbering of amplicons separated in the agarose gel corresponds to the reaction numbered in
Table S9. Lane M - GeneRuler 1 kb DNA Ladder (Thermo Scientific).
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Figure S12. Reconstruction of ancestral states and mapping of mitogenomic duplications onto the
Aves three tree topologies under a more liberal assumption for assignment of duplication states. The
colored thick lines of the trees correspond to maximum parsimony reconstruction, whereas values at
nodes mean the probability of a more likely ancestral state (proportional likelihood) provided by
maximum likelihood reconstruction. The trees obtained by Prum, et al. [45] are in a, by Kimball, et al.
[47] in b, whereas by Kuhl, et al. [120] in c. The duplication state was assumed for a given order if a
duplication was reported in at least one species from this order. FD indicates the presence of the most
fully duplicated avian region. In ML approach, AsymmMk model was applied for a and, ¢ whereas

Mkl forb.



Figure S13. Original uncropped and unprocessed agarose gels of: CR1/CR2 amplicons obtained for
Struthio camelus (a), which were also shown in the Fig. S1a; CR1/CR2 amplicons obtained for Rhea
pennata (b) which were also shown in the Fig. S1b; CR1/CR2 amplicons obtained for Rhea
americana (7 lanes to the left of DNA Ladder) (¢), which were also shown in the Fig. S1c; CR1/CR2
amplicons obtained for Crypturellus tataupa (6 lanes to the right of the DNA Ladder) (d), which were
also shown in the Fig. S1d; potential NUMTs amplified for Dromaius novaehollandiae (e), which
were also shown in the Fig. S4a; potential NUMTs amplified for Casuarius casuarius (f), which were
also shown in the Fig. S4b; cytb/12S rRNA amplicons obtained for Rhynochetos jubatus (g), which
were shown in the Fig. S11a; CR//2S rRNA amplicons obtained for Rhynochetos jubatus (h), which
were shown in the Fig. S11b; CR1/CR2 amplicons (potential NUMTs) obtained for Rhynochetos
Jjubatus (1), which were shown in the Fig. Sllc; cyth/12S rRNA amplicon obtained for Eurypyga
helias (j), which was shown in the Fig. S11d; cytb/CR and CR/12S rRNA amplicons obtained for
Eurypyga helias (k), which were shown in the Fig. S1le; cyth/12S rRNA amplicon obtained for
Trogon collaris (the first lane prior the first DNA Ladder) (1), which was shown in the Fig. S11f;
CR1/CR2 amplicons obtained for 7Trogon collaris (m), which were shown in the Fig. S11g.
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