Figure S1. AFLP Tree
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Figure S2. Maxilla and Pre-maxilla Landmarking Schemes
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Figure S3. Natural Population Morphospaces

a, Maxilla - Individuals
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Figure S4. Schematics of Competing Modularity Models
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Figure S5. Maxilla

a, Rates of morphological evolution

B /W

4e-05
3e-05
o
o
2e-05 1
1e-05
Déep Shallow Deep Shallow Deep Shallow Deep Shallow Deep Shallow
b, Disparity
0 6e-04 e
@
[$)
c
S 5e-04 %& <F $
—
(>U <>
o 4e-04
3 %> ———
7))
S 3e-04
.
[}
e <;
o 2e-04 —_—
Deep Shallow Deep Shallow Deep Shallow Deep Shallow Deep Shallow

¢, Integration

5e-01

Q 4e-01

3e-01

A =

B W

C —W

D W)

E  ~—\

&~

==

T

i

Deep Shallow

Deep

Shallow

Deep Shallow

Deep Shallow

Deep Shallow




Figure S5.

Pre-maxilla

d, Rates of morphological evolution
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Figure S6. Selection Frequency of Competing Modularity Models
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Figure S7. Experimental Morphospaces
a, Maxilla - Experimental
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