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Supplementary Figure 1

IGV viewer illustration of 27 nt deletion in the viral transcripts 
covering the beginning of the region coding for envelope E protein 
from Kim et al.9 The initiating methionine is seen in the top row of 
the three frame translation.
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IGV viewer illustration of 10 nt deletion in the viral transcripts 
from the Taiaros et al.10 dataset named “covid_update.fastq” 
mapped to the wuhan-Hu-1 genome. There are no ORFs affected 
by this deletion as there are stop codons in all three frames 
upstream of this deletion.
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Supplementary Figure 2

Annotated ITMS2 spectra for PSM corresponding to peptide QTQTIASQIIAY which is unique to 
the Bristol deletion variant of the S glycoprotein.


