Table S2. Gene Ontology analysis with DAVID for 100-bp genomic regions where H1.5 xChlIP signal dominates over H1.2 xChlP.

Annotation Cluster 1 Enrichment Score: 7.67 l Count lP_Value Benjamini
[ UP_KEYWORDS ATP-binding RT 201 7.7E-14 6.4E-12
[ UP_KEYWORDS Nucleotide-binding RT — 242 2.4E-13 1.7E-11
[ GOTERM_MF_DIRECT ATP binding RT — 213 1.5E-11 1.0E-8
[ UP_SEQ_FEATURE nucleotide phosphate-binding region:ATP  RT - 148 3.6E-11 7.8E-8
[ UP_KEYWORDS Kinase RT = 114  6.0E-10 3.7E-8
[ UP_KEYWORDS Serine/threonine-protein kinase RT [~ 69 1.7E-8 7.8E-7
[ GOTERM_BP_DIRECT protein phosphorylation RT - 80 2.0E-8 4.2E-5
[ INTERPRO Protein kinase-like domain RT = 88 2.0E-8 2.3E-5
[ GOTERM_MF_DIRECT protein serine/threonine kinase activity RT - 68 6.9E-8 3.1E-5
[ INTERPRO Protein kinase, catalytic domain RT - 80 1.4E-7 7.9E-5
[ UP_SEQ_FEATURE binding site:ATP RT - 85 3.1E-7 3.3E-4
[ INTERPRO Serine/threonine-protein kinase, active site RT -~ 57 3.5E-7 1.3E-4
[ UP_SEQ_FEATURE domain:Protein kinase RT - 73 2.1E-6 1.3E-3
N SMART S TKc RT [~ 62 1.2E-5 2.8E-3



http://www.uniprot.org/keywords/?query=ATP-binding
https://david.ncifcrf.gov/relatedTerms.jsp?id=870000104&currentList=1
http://www.uniprot.org/keywords/?query=Nucleotide-binding
https://david.ncifcrf.gov/relatedTerms.jsp?id=870000786&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0005524
https://david.ncifcrf.gov/relatedTerms.jsp?id=460001536&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880079647&currentList=1
http://www.uniprot.org/keywords/?query=Kinase
https://david.ncifcrf.gov/relatedTerms.jsp?id=870000620&currentList=1
http://www.uniprot.org/keywords/?query=Serine/threonine-protein%20kinase
https://david.ncifcrf.gov/relatedTerms.jsp?id=870000983&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0006468
https://david.ncifcrf.gov/relatedTerms.jsp?id=300001574&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR011009
https://david.ncifcrf.gov/relatedTerms.jsp?id=530009446&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0004674
https://david.ncifcrf.gov/relatedTerms.jsp?id=460000994&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR000719
https://david.ncifcrf.gov/relatedTerms.jsp?id=530000581&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880000228&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR008271
https://david.ncifcrf.gov/relatedTerms.jsp?id=530007075&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880078528&currentList=1
http://smart.embl.de/smart/do_annotation.pl?DOMAIN=SM00220
https://david.ncifcrf.gov/relatedTerms.jsp?id=790000184&currentList=1
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Annotation Cluster 4
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Enrichment Score: 7.67

protein kinase activity

Protein kinase, ATP binding site
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Enrichment Score: 6.98

Pleckstrin homology-like domain

Pleckstrin homology domain
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Enrichment Score: 4.94
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domain:AGC-kinase C-terminal

S TK X

peptidyl-serine phosphorylation

Enrichment Score: 3.91
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l Count lP_VaIue Benjamini
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http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0004672
https://david.ncifcrf.gov/relatedTerms.jsp?id=460000992&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR017441
https://david.ncifcrf.gov/relatedTerms.jsp?id=530014672&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880000109&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR011993
https://david.ncifcrf.gov/relatedTerms.jsp?id=530010250&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR001849
https://david.ncifcrf.gov/relatedTerms.jsp?id=530001528&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880078422&currentList=1
http://smart.embl.de/smart/do_annotation.pl?DOMAIN=SM00233
https://david.ncifcrf.gov/relatedTerms.jsp?id=790000196&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR000961
https://david.ncifcrf.gov/relatedTerms.jsp?id=530000783&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR017892
https://david.ncifcrf.gov/relatedTerms.jsp?id=530015079&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880076530&currentList=1
http://smart.embl.de/smart/do_annotation.pl?DOMAIN=SM00133
https://david.ncifcrf.gov/relatedTerms.jsp?id=790000113&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0018105
https://david.ncifcrf.gov/relatedTerms.jsp?id=300004345&currentList=1
http://www.uniprot.org/keywords/?query=Ubl%20conjugation%20pathway
https://david.ncifcrf.gov/relatedTerms.jsp?id=870001126&currentList=1
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Enrichment Score: 7.67

ligase activity RT ™ 47
ubiquitin-protein transferase activity RT = 53
ubiquitin protein ligase activity RT ™ 31
Zinc finger, RING-type RT ™ 36

Enrichment Score: 3.65

WW domain RT n 16
ww RT i 16
domain:WW 2 RT u 11
domain:WW 1 RT i 11
domain:WW RT M 6

Enrichment Score: 3.31

SH3 domain RT ™ 37
domain:SH3 RT ™ 30
Src homology-3 domain RT ™ 36
SH3 RT ™ 34

Enrichment Score: 3.27
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http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0016874
https://david.ncifcrf.gov/relatedTerms.jsp?id=460002978&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0004842
https://david.ncifcrf.gov/relatedTerms.jsp?id=460001136&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0061630
https://david.ncifcrf.gov/relatedTerms.jsp?id=460006737&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR001841
https://david.ncifcrf.gov/relatedTerms.jsp?id=530001521&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR001202
https://david.ncifcrf.gov/relatedTerms.jsp?id=530000984&currentList=1
http://smart.embl.de/smart/do_annotation.pl?DOMAIN=SM00456
https://david.ncifcrf.gov/relatedTerms.jsp?id=790000391&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880079163&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880079162&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880079161&currentList=1
http://www.uniprot.org/keywords/?query=SH3%20domain
https://david.ncifcrf.gov/relatedTerms.jsp?id=870000987&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880078784&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR001452
https://david.ncifcrf.gov/relatedTerms.jsp?id=530001201&currentList=1
http://smart.embl.de/smart/do_annotation.pl?DOMAIN=SM00326
https://david.ncifcrf.gov/relatedTerms.jsp?id=790000287&currentList=1

Annotation Cluster 1 Enrichment Score: 7.67 & l Count lP_VaIue Benjamini

[ INTERPRO Zinc finger, A20-type RT i 6 2.5E-4 3.1E-2
[ SMART ZnF_A20 RT i 6 3.9E-4 2.2E-2
(I UP_SEQ FEATURE zinc finger region:A20-type RT i 5 1.6E-3 1.8E-1
Annotation Cluster 8 Enrichment Score: 3.15 ' Count tP_VaIue Benjamini
r INTERPRO Z;g;?}zil;LrLTsﬁ/((::;icﬁet;ng%rg ° RT - 19 1.38-5 3.3E-3
[ SMART ci RT 5 19 3.5E-5 4.0E-3
(I INTERPRO Diacylglycerol/phorbol-ester binding RT " 10 2.0E-4 2.6E-2
[ UP_SEQ_FEATURE zinc finger region:Phorbol-ester/DAG-type 1 RT i 9 3.2E-4 6.4E-2
[ UP_SEQ_FEATURE zinc finger region:Phorbol-ester/DAG-type 2 RT i 9 3.2E-4 6.4E-2
(I GOTERM_MF_DIRECT protein kinase C activity RT i 6 8.7E-3 3.5E-1
[ UP_SEQ _FEATURE zinc finger region:Phorbol-ester/DAG-type = RT u 10 1.3E-2 6.0E-1
- GOTERM_BP_DIRECT platelet activation RT u 17 6.0E-2 9.8E-1
Annotation Cluster 9 Enrichment Score: 2.93 & ' Count tP_Value Benjamini
[ UP_KEYWORDS Guanine-nucleotide releasing factor RT = 31 8.3E-6 2.6E-4
UP_SEQ_FEATURE domain:Ras-GEF RT . 11 9.5E-5 3.4E-2
Ras guanine nucleotide exchange factor, RT - 11 1.8E-4 2.5E-2

INTERPRO domain



http://www.ebi.ac.uk/interpro/IEntry?ac=IPR002653
https://david.ncifcrf.gov/relatedTerms.jsp?id=530002188&currentList=1
http://smart.embl.de/smart/do_annotation.pl?DOMAIN=SM00259
https://david.ncifcrf.gov/relatedTerms.jsp?id=790000222&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880089086&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR002219
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR002219
https://david.ncifcrf.gov/relatedTerms.jsp?id=530001834&currentList=1
http://smart.embl.de/smart/do_annotation.pl?DOMAIN=SM00109
https://david.ncifcrf.gov/relatedTerms.jsp?id=790000095&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR020454
https://david.ncifcrf.gov/relatedTerms.jsp?id=530017258&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880089352&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880089353&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0004697
https://david.ncifcrf.gov/relatedTerms.jsp?id=460001008&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880089351&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0030168
https://david.ncifcrf.gov/relatedTerms.jsp?id=300005182&currentList=1
http://www.uniprot.org/keywords/?query=Guanine-nucleotide%20releasing%20factor
https://david.ncifcrf.gov/relatedTerms.jsp?id=870000453&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880078589&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR023578
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR023578
https://david.ncifcrf.gov/relatedTerms.jsp?id=530019973&currentList=1
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small GTPase mediated signal transduction

Enrichment Score: 2.88
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Rho GTPase activation protein
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11 1.8E-4
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http://www.ebi.ac.uk/interpro/IEntry?ac=IPR001895
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR001895
https://david.ncifcrf.gov/relatedTerms.jsp?id=530001568&currentList=1
http://smart.embl.de/smart/do_annotation.pl?DOMAIN=SM00147
https://david.ncifcrf.gov/relatedTerms.jsp?id=790000127&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880078278&currentList=1
http://smart.embl.de/smart/do_annotation.pl?DOMAIN=SM00229
https://david.ncifcrf.gov/relatedTerms.jsp?id=790000192&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0005085
https://david.ncifcrf.gov/relatedTerms.jsp?id=460001300&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR000651
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR000651
https://david.ncifcrf.gov/relatedTerms.jsp?id=530000523&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR019804
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR019804
https://david.ncifcrf.gov/relatedTerms.jsp?id=530016673&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0017034
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0017034
https://david.ncifcrf.gov/relatedTerms.jsp?id=460003042&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0007264
https://david.ncifcrf.gov/relatedTerms.jsp?id=300002166&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0005096
https://david.ncifcrf.gov/relatedTerms.jsp?id=460001310&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0051056
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0051056
https://david.ncifcrf.gov/relatedTerms.jsp?id=300010535&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR000198
https://david.ncifcrf.gov/relatedTerms.jsp?id=530000151&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR008936
https://david.ncifcrf.gov/relatedTerms.jsp?id=530007648&currentList=1
http://www.uniprot.org/keywords/?query=GTPase%20activation
https://david.ncifcrf.gov/relatedTerms.jsp?id=870000452&currentList=1

Annotation Cluster 1 Enrichment Score: 7.67 & l Count lP_VaIue Benjamini

M SMART RhoGAP RT & 15 3.6E-3 1.0E-1
[ UP_SEQ_FEATURE domain:Rho-GAP RT " 14 4.9E-3 3.7E-1
Annotation Cluster 11 Enrichment Score: 2.8 & ' Count tP_Value Benjamini
M UP_KEYWORDS Metal-binding RT — 380  1.1E-5 3.2E-4
M UP_KEYWORDS Zinc-finger RT 187  2.3E-3 3.0E-2
I GOTERM_MF_DIRECT zinc ion binding RT - 130 1.2E-2 3.8E-1
M UP_KEYWORDS Zinc RT — 229  2.2E-2 1.5E-1

Annotation Cluster 12 Enrichment Score: 2.66 (& ' Count tP_VaIue t Benjamini

M GOTERM_MF_DIRECT 3',5'-cyclic-AMP phosphodiesterase activity ~RT 1 9 1.7E-5 3.8E-3

r GOTERM_BP_DIRECT cAMP catabolic process RT M 9 1.7E-5 1.8E-2
3'5'-cyclic nucleotide phosphodiesterase, -

- INTERPRO OmEErvET] G RT n 10 3.9E-5 7.3E-3
3'5'-cyclic nucleotide phosphodiesterase, -

- INTERPRO catalytic domain RT n 10 6.1E-5 9.8E-3

M INTERPRO 3'5'-cyclic nucleotide phosphodiesterase RT i 9 1.2E-4 1.8E-2
metal ion-binding site:Divalent metal cation -

[ UP_SEQ_FEATURE 1 RT n 10 3.9E-4 7.4E-2

- I e U Enetal ion-binding site:Divalent metal cation RT = 10 ssma AR

[~ KEGG_PATHWAY Morphine addiction RT ™ 20 4.7E-4 1.2E-2



http://smart.embl.de/smart/do_annotation.pl?DOMAIN=SM00324
https://david.ncifcrf.gov/relatedTerms.jsp?id=790000285&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880078622&currentList=1
http://www.uniprot.org/keywords/?query=Metal-binding
https://david.ncifcrf.gov/relatedTerms.jsp?id=870000691&currentList=1
http://www.uniprot.org/keywords/?query=Zinc-finger
https://david.ncifcrf.gov/relatedTerms.jsp?id=870001208&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0008270
https://david.ncifcrf.gov/relatedTerms.jsp?id=460001672&currentList=1
http://www.uniprot.org/keywords/?query=Zinc
https://david.ncifcrf.gov/relatedTerms.jsp?id=870001206&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0004115
https://david.ncifcrf.gov/relatedTerms.jsp?id=460000612&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0006198
https://david.ncifcrf.gov/relatedTerms.jsp?id=300001392&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR023174
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR023174
https://david.ncifcrf.gov/relatedTerms.jsp?id=530019627&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR002073
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR002073
https://david.ncifcrf.gov/relatedTerms.jsp?id=530001712&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR023088
https://david.ncifcrf.gov/relatedTerms.jsp?id=530019547&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880079394&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880079397&currentList=1
https://david.ncifcrf.gov/kegg.jsp?path=hsa05032$Morphine%20addiction&termId=550028828&source=kegg
https://david.ncifcrf.gov/relatedTerms.jsp?id=550028828&currentList=1
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cAMP binding

active site:Proton donor

cGMP

3',5'-cyclic-GMP phosphodiesterase activity

site:Binds AMP, but not cAMP

Purine metabolism

binding site:cAMP

cGMP catabolic process

nucleotide phosphate-binding region:cAMP

Enrichment Score: 2.63
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13
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' Count tP_VaIue
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http://www.ebi.ac.uk/interpro/IEntry?ac=IPR003607
https://david.ncifcrf.gov/relatedTerms.jsp?id=530002951&currentList=1
http://www.uniprot.org/keywords/?query=cAMP
https://david.ncifcrf.gov/relatedTerms.jsp?id=870000164&currentList=1
http://smart.embl.de/smart/do_annotation.pl?DOMAIN=SM00471
https://david.ncifcrf.gov/relatedTerms.jsp?id=790000406&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880082065&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0004114
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0004114
https://david.ncifcrf.gov/relatedTerms.jsp?id=460000611&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0030552
https://david.ncifcrf.gov/relatedTerms.jsp?id=460003648&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880000126&currentList=1
http://www.uniprot.org/keywords/?query=cGMP
https://david.ncifcrf.gov/relatedTerms.jsp?id=870000201&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0047555
https://david.ncifcrf.gov/relatedTerms.jsp?id=460005630&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880088382&currentList=1
https://david.ncifcrf.gov/kegg.jsp?path=hsa00230$Purine%20metabolism&termId=550028606&source=kegg
https://david.ncifcrf.gov/relatedTerms.jsp?id=550028606&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880000245&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0046069
https://david.ncifcrf.gov/relatedTerms.jsp?id=300009353&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880079653&currentList=1
http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0008017
https://david.ncifcrf.gov/relatedTerms.jsp?id=460001558&currentList=1

Annotation Cluster 1

Enrichment Score: 7.67 & l Count lP_VaIue Benjamini

43 4.8E-3 2.0E-1

[ GOTERM_CC_DIRECT microtubule RT

37 9.4E-3 7.9E-2

[ UP_KEYWORDS Microtubule RT

Annotation Cluster 14

Enrichment Score: 2.49 & ' Count tP_Value Benjamini

[ L (i D (e D [ D | I

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

repeat:ANK 10

repeat:ANK 23

repeat:ANK 22

repeat:ANK 11

repeat:ANK 13

repeat:ANK 14

repeat:ANK 15

repeat:ANK 20

repeat:ANK 21

repeat:ANK 8

repeat:ANK 17

repeat:ANK 18

repeat:ANK 19

10

12

5.2E-4 8.7E-2

8.2E-4 1.2E-1

8.2E-4 1.2E-1

8.5E-4 1.2E-1

1.0E-3 1.3E-1

1.0E-3 1.3E-1

1.0E-3 1.3E-1

1.4E-3 1.7E-1

1.4E-3 1.7E-1

1.5E-3 1.7E-1

2.2E-3 2.3E-1

2.2E-3 2.3E-1

2.2E-3 2.3E-1



http://www.ebi.ac.uk/QuickGO/GTerm?id=GO:0005874
https://david.ncifcrf.gov/relatedTerms.jsp?id=380000397&currentList=1
http://www.uniprot.org/keywords/?query=Microtubule
https://david.ncifcrf.gov/relatedTerms.jsp?id=870000708&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086299&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086314&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086313&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086300&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086302&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086303&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086304&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086311&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086312&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086325&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086306&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086307&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086308&currentList=1

Annotation Cluster 1

Enrichment Score: 7.67

l Count lP_Value

Benjamini

S e e A L I IS I I I L R

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_KEYWORDS

UP_SEQ_FEATURE

UP_SEQ_FEATURE

INTERPRO

INTERPRO

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

UP_SEQ_FEATURE

SMART

repeat:ANK 7

repeat:ANK 24

repeat:ANK 12

repeat:ANK 16

ANK repeat

repeat:ANK 4

repeat:ANK 9

Ankyrin repeat

Ankyrin repeat-containing domain

repeat:ANK 5

repeat:ANK 6

repeat:ANK 1

repeat:ANK 3

repeat:ANK 2

repeat:ANK 25

NK

14 2.4E-3
5 2.9E-3
7 3.0E-3
6 3.4E-3
37 3.7E-3
26 5.8E-3
10 7.1E-3
36 7.2E-3
37 7.7E-3
22 1.0E-2
17 1.0E-2
33 1.1E-2
29 1.1E-2
33 1.2E-2
4 1.7E-2
35 2.9E-2

2.4E-1

2.7E-1

2.8E-1

2.9E-1

4.2E-2

4.0E-1

4.5E-1

3.0E-1

3.1E-1

5.4E-1

5.4E-1

5.5E-1

5.5E-1

5.6E-1

6.9E-1

4.1E-1



https://david.ncifcrf.gov/relatedTerms.jsp?id=880086324&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086315&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086301&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086305&currentList=1
http://www.uniprot.org/keywords/?query=ANK%20repeat
https://david.ncifcrf.gov/relatedTerms.jsp?id=870000072&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086321&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086326&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR002110
https://david.ncifcrf.gov/relatedTerms.jsp?id=530001743&currentList=1
http://www.ebi.ac.uk/interpro/IEntry?ac=IPR020683
https://david.ncifcrf.gov/relatedTerms.jsp?id=530017415&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086322&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086323&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086298&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086320&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086310&currentList=1
https://david.ncifcrf.gov/relatedTerms.jsp?id=880086316&currentList=1
http://smart.embl.de/smart/do_annotation.pl?DOMAIN=SM00248
https://david.ncifcrf.gov/relatedTerms.jsp?id=790000211&currentList=1




