# AmpliSeq_Version=4.48

# Genome=hg19
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# Total_Requested_Targets=140

Name Gene_Symbol lon_AmpliSeq_Fwd_Primer*
ABCC9 ABCC9 TCCTAATCTATGGGCTATGCCTGTT
ABCC9 ABCC9 TCCTAATCTATGGGCTATGCCTGTT
ACTC1 ACTC1 CCATCTATGAGGGCTACGCTTTG
ACTN2 ACTN2 GGATATGTAAGGTTCTTGCTGTGAATCA
ADRB1 ADRB1 GCCTCGGAATCCAAGGTGT

AGK AGK CCCCTGTACAAAGGCCTTCT

ALPL ALPL GCTTGACCTCCTCGGAAGAC

ALPL ALPL GCTTGACCTCCTCGGAAGAC

ALPL ALPL GCTTGACCTCCTCGGAAGAC
ARHGEF15 ARHGEF15 CCTCAAGCCTCCCAAACCAA
ARHGEF15 ARHGEF15 CCTCAAGCCTCCCAAACCAA
BMAL1 ARNTL ACTTCCCCTCTACCTGCTCAA
BMAL1 ARNTL ACTTCCCCTCTACCTGCTCAA
BMAL1 ARNTL ACTTCCCCTCTACCTGCTCAA
BMAL2 ARNTL2 CCCGGTTTGCAGTGAATGG

BMAL2 ARNTL2 CCCGGTTTGCAGTGAATGG

BMAL2 ARNTL2 CCCGGTTTGCAGTGAATGG

BMAL2 ARNTL2 CCCGGTTTGCAGTGAATGG

BMAL2 ARNTL2 CCCGGTTTGCAGTGAATGG

SERCA2 ATP2A2 CCGCTGTTTTGCTCGAGTT

SERCA2 ATP2A2 CCGCTGTTTTGCTCGAGTT
ATP6V1B2 ATP6V1B2 CGCCAGGCTGGTTTGGTAA
ATRNL1 ATRNL1 GCTGGTCCAGGGATAAAATGTGTTT
BAG3 BAG3 CATCCCCGTTCAGGTCATCT
BCL2L13 BCL2L13 GGACTATTCGGCAGAGTACATCATT
BCL2L13 BCL2L13 .

BCL2L13 BCL2L13 GGACTATTCGGCAGAGTACATCATT
BCL2L13 BCL2L13 GGACTATTCGGCAGAGTACATCATT
BCL2L13 BCL2L13 GGACTATTCGGCAGAGTACATCATT
BCL2L13 BCL2L13 GGACTATTCGGCAGAGTACATCATT
BCL2L13 BCL2L13 GGACTATTCGGCAGAGTACATCATT
BCL2L13 BCL2L13

BCL2L13 BCL2L13

BCL2L13 BCL2L13 .

BCL2L13 BCL2L13 GGACTATTCGGCAGAGTACATCATT
BCL2L13 BCL2L13

BCL2L13 BCL2L13 .

BDH1 BDH1 CACAGGCTGTGACTCTGGATT
BDH1 BDH1 CACAGGCTGTGACTCTGGATT

BDH1 BDH1 CACAGGCTGTGACTCTGGATT



C100rf88
CALR3
CAPZA2
CASQ1
CAV3
CAV3
MCP-1
MIP-1-beta
CDX2
CENPQ
CETP
CLOCK
CLOCK
COL1A1
€0Q108B
COX8A
CRP
CRY1
CRY2
CRY2
GM-CSF
IP-10
DES
DGAT1
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DSC2
DSC2
DSG2
DSP
DSP

C100rf88
CALR3
CAPZA2
CASQ1
CAV3
CAV3
CcCL2
CCL4
CDX2
CENPQ
CETP
CLOCK
CLOCK
COL1A1
C0Q108B
COX8A
CRP
CRY1
CRY2
CRY2
CSF2
CXCL10
DES
DGAT1
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DMD
DSC2
DSC2
DSG2
DSP
DSP

AAAATCTAAAATTGGAGTCCTCCACACA
CCTGCAGACATTGACCAGAAGA
TGATCCAAGACCCTGTGAAGTAGAA
CAAGGCTGTGGCCCAAGATA
CAAGGATATCCACTGCAAGGAGAT
CAAGGATATCCACTGCAAGGAGAT
CGAGCTATAGAAGAATCACCAGCA
GTCCTGTCTCTCCTCATGCTAGTA
GGAACCTGTGCGAGTGGAT
GTCCCTCCCAAAAAGATGGAAGA
CCAGATATCACGGGCGAGAAG
TTATGCAGAAGTTAGGGCTGAAAGA
TTATGCAGAAGTTAGGGCTGAAAGA
CTGGTTCGGCGAGAGCAT
GGTCTTCCTGGCTACCCAAG
GCGCGCCAAGATCCATT
TGGTCTTGACCAGCCTCTCT
CACTATGCTCATGGCGACAGT
TCCTGCAGTGCTTTCTTCCA
TCCTGCAGTGCTTTCTTCCA
GCAGCCTCACCAAGCTCAA
TCCAGAATCGAAGGCCATCAAG
GTCCTACACCTGCGAGATTGAC
TCATCTTCTTCTACTGGCTCTTCCA
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
AGGCCAAATGTAACATCTGCAAAG
TGGCGGTGGAGGAGTACAA
TGGCGGTGGAGGAGTACAA
TCGTATCTCTGGAGCCTGCTT
GTGTCCTGGCACTACTGCAT
GTGTCCTGGCACTACTGCAT



EDN1
EDN1
ERCC4
ERF
FGF4
FPGT
FPGT
FPGT
GLS
GLS
HIF1AN
HK2
IL-1B
IL6

IL-8
IRF2
JUN
JUP
JUP
Kv4.2
KCHIP2
KCHIP2
KCHIP2
KCHIP2
KCHIP2
KCHIP2
KCHIP2
KLF4
LAMP2
LAMP2
LAMP2
LDB3
LDB3
LDB3
LDB3
LDB3
LDB3
LEMD3
LEMD3
LIN28A
MAGEE1
ME2
ME2
MSX2
MYBPC3
MYH6
MYH7

EDN1
EDN1
ERCC4
ERF
FGF4
FPGT
FPGT
FPGT
GLS
GLS
HIF1AN
HK2
IL1B
IL6

IL8
IRF2
JUN
JUP
JUP
KCND2
KCNIP2
KCNIP2
KCNIP2
KCNIP2
KCNIP2
KCNIP2
KCNIP2
KLF4
LAMP2
LAMP2
LAMP2
LDB3
LDB3
LDB3
LDB3
LDB3
LDB3
LEMD3
LEMD3
LIN28A
MAGEE1
ME2
ME2
MSX2
MYBPC3
MYH6
MYH7

CTTCTGCCACCTGGACATCA
CTTCTGCCACCTGGACATCA
TGCAGATGTTTCCACTGACACT
GGAATTCGTCATCAAAGACCCTGA
AGCAAGGGCAAGCTCTATGG
AACAGCGGCTGATGAAAAACA
AACAGCGGCTGATGAAAAACA
AACAGCGGCTGATGAAAAACA
CATGTATGACTTCTCAGGGCAGTTT
CATGTATGACTTCTCAGGGCAGTTT
TGAATCCCAGTTGCGCAGTTAT
GAAGGTGGAGATGGAGAATCAGATCTA
CCTGTCCTGCGTGTTGAAAGA
AGTACCTCCAGAACAGATTTGAGAGT
CTCTTGGCAGCCTTCCTGAT
GATAGTGTGCCCAGCGATGA
GGTTGACTGGTAGCAGATAAGTGTTG
TCAAGTCGGCCATTGTGCAT
TCAAGTCGGCCATTGTGCAT
CCATCGTCACCATGACAACACT
AATGCTTGACATCATGAAGTCCATCT
AATGCTTGACATCATGAAGTCCATCT
AATGCTTGACATCATGAAGTCCATCT
AATGCTTGACATCATGAAGTCCATCT
AATGCTTGACATCATGAAGTCCATCT
AATGCTTGACATCATGAAGTCCATCT
AATGCTTGACATCATGAAGTCCATCT
AAAACCTACACAAAGAGTTCCCATCT
GGACCTGGCTTTTCCTGGATT
GGACCTGGCTTTTCCTGGATT
GGACCTGGCTTTTCCTGGATT
GACTTCAACATGCCCCTCACT
GACTTCAACATGCCCCTCACT
GACTTCAACATGCCCCTCACT
GACTTCAACATGCCCCTCACT
GACTTCAACATGCCCCTCACT
GACTTCAACATGCCCCTCACT
GCGATTCCTTAATACAGCCTCATGAC
GCGATTCCTTAATACAGCCTCATGAC
GTCAGCCAAGGGTCTGGAAT
GAGAGCCCCAACTCCATTAGTATTATG
TGTGGATAACTGGCCAGAAAATCAT
TGTGGATAACTGGCCAGAAAATCAT
CTGGTGAAGCCCTTCGAGA
CGGGCTACACTGCTATGCT
GCCCAACGCTCCCTCAAT
CCAGGCCTTTTGACCTCAAGA



MYL2
MYL3
MYLK
MYLK
MYLK
MYLK
MYLK
MYLK
MYOZz2
NANOG
NF-kB1
NF-kB1
NF-kB2
NF-kB2
NF-kB2
NF-kB2
nNOS
nNOS
nNOS
nNOS
iNOS
eNOS
eNOS
eNOS
eNOS
NPAS2
NPPA
NPPB
NUFIP2
PABPCI1L
PCDHB15
PDIAG
PDK4
PER1
PER2
PER3
PHF2
PIK3R1
PIK3R1
PIK3R1
PIK3R1
PKP2
PKP2
PLEKHA3
PLN
POU5F1
POU5F1

MYL2
MYL3
MYLK
MYLK
MYLK
MYLK
MYLK
MYLK
MYOZ2
NANOG
NFKB1
NFKB1
NFKB2
NFKB2
NFKB2
NFKB2
NOS1
NOS1
NOS1
NOS1
NOS2
NOS3
NOS3
NOS3
NOS3
NPAS2
NPPA
NPPB
NUFIP2
PABPCI1L
PCDHB15
PDIA6
PDK4
PER1
PER2
PER3
PHF2
PIK3R1
PIK3R1
PIK3R1
PIK3R1
PKP2
PKP2
PLEKHA3
PLN
POUSF1
POUSF1

CCAGAACAGGGATGGCTTCAT
AGGCACCTATGAGGACTTCGT
CGATTTAGAAGTTGTGGAGGGAAGTG
CGATTTAGAAGTTGTGGAGGGAAGTG
CGATTTAGAAGTTGTGGAGGGAAGTG
CGATTTAGAAGTTGTGGAGGGAAGTG
CGATTTAGAAGTTGTGGAGGGAAGTG
CGATTTAGAAGTTGTGGAGGGAAGTG
CCGTGGTGCCAGGCTATT
ACCCAGCTGTGTGTACTCAATG
TGCACCTAGCTGCCAAAGAA
TGCACCTAGCTGCCAAAGAA
GCATCAAACCTGAAGATTTCTCGAAT
GCATCAAACCTGAAGATTTCTCGAAT
GCATCAAACCTGAAGATTTCTCGAAT
GCATCAAACCTGAAGATTTCTCGAAT
CACGCTTCCTCAAGGTCAAGA
CACGCTTCCTCAAGGTCAAGA
CACGCTTCCTCAAGGTCAAGA
CACGCTTCCTCAAGGTCAAGA
TCTCGGCCACCTTTGATGAG
CACCTCGTCCCTGTGGAAA
CACCTCGTCCCTGTGGAAA
CACCTCGTCCCTGTGGAAA
CACCTCGTCCCTGTGGAAA
CGTGTTGCTACCGGTTTCTGA
CCGTGAGCTTCCTCCTTTTACT
ACGAAGCCCCAAGATGGTG
CCGCTGAAACATGAGCAGAAA
GGCTTTATATGATACCTTCTCCACCTTT
CAATGCCCCGGAGTTTGTG
GCGGAGGATACAGTTCTGGAAAA
CCGAGAGGTGGAGCATTTCT
TGAGTCTAGAGGCGCATCTCA
CTCCTAAACCTCCTGCTGAATGA
CGCTTCAGAACACACTTCCAAAA
TGAGTGTGCCCAACAAAGATGT
GAAGAAGCAGGCAGCTGAGTAT
GAAGAAGCAGGCAGCTGAGTAT
GAAGAAGCAGGCAGCTGAGTAT
GAAGAAGCAGGCAGCTGAGTAT
ACCCGAAAGATGCTGCATGTT
ACCCGAAAGATGCTGCATGTT
CATTCCTGGAGAGCAGCATTTCT
GCAACTGTTCCCATAAACTGGGT
AGAGGCAACCTGGAGAATTTGTT
AGAGGCAACCTGGAGAATTTGTT



POU5F1
PPIC
PPM1D
PRKAG2
PRKAG2
PRKAG2
PRKCB
PRKCB
PRPF38B
PRPF38B
RAP2B
RFXAP
ROBO4
RPS18
RPS7
RYR2
SGCD
SGCD
SGCD
SLC25A4
GLUT4
NHEDC2
SMAD?2
SMAD2
SMAD?2
SMAD3
SMAD3
SMAD3
SMAD3
SMADA4
SMNDC1
SOAT1
SOAT1
SOAT1
SOAT1
SOD1
SOX2
SPCS3
SPINT2
SPINT2
STARD3
STARD3
STARD3
STAT3
STAT3
STAT3
TAZ

POU5F1
PPIC
PPM1D
PRKAG2
PRKAG2
PRKAG2
PRKCB
PRKCB
PRPF38B
PRPF38B
RAP2B
RFXAP
ROBO4
RPS18
RPS7
RYR2
SGCD
SGCD
SGCD
SLC25A4
SLC2A4
SLC9B2
SMAD?2
SMAD2
SMAD?2
SMAD3
SMAD3
SMAD3
SMAD3
SMADA4
SMNDC1
SOAT1
SOAT1
SOAT1
SOAT1
SOD1
SOX2
SPCS3
SPINT2
SPINT2
STARD3
STARD3
STARD3
STAT3
STAT3
STAT3
TAZ

AGAGGCAACCTGGAGAATTTGTT
CGGCGCACTTGTGTTTTCTT
ACGACCTCGACTCACTCACA
CGGCTGGTGGTGGTAAATGA
CGGCTGGTGGTGGTAAATGA
CGGCTGGTGGTGGTAAATGA
TGCTTATCAGCCCTATGGGAAGT
TGCTTATCAGCCCTATGGGAAGT
GACATGTTGAACGCAGACGTT
GACATGTTGAACGCAGACGTT
CATGATCCTGGTGGGCAACA
GGATCGTCCTGCAAGACCTAC
GCTGGAAATCGCCACCCATAT
CAGTACAAGATCCCAGACTGGTT
CCTTCGGACGCCGGATTTT
TGAACTCAGAGCACATGAACACA
GGCGGAAACGATGCCTGTAT
GGCGGAAACGATGCCTGTAT
GGCGGAAACGATGCCTGTAT
GGGCTCTACCAGGGTTTCAA
TTTCTCCAACTGGACGAGCAA
GGCAACTGGATCTGTTCTTGGATT
GAAATGCCACGGTAGAAATGACAA
GAAATGCCACGGTAGAAATGACAA
GAAATGCCACGGTAGAAATGACAA
CCATGACTGTGGATGGCTTCA
CCATGACTGTGGATGGCTTCA
CCATGACTGTGGATGGCTTCA
CCATGACTGTGGATGGCTTCA
GATGTTTGGGTCAGGTGCCTTA
ACGCTTGCAAGTTCAGACAGT
GAACTCCACGTCATACTCCAACT
GAACTCCACGTCATACTCCAACT
GAACTCCACGTCATACTCCAACT
GAACTCCACGTCATACTCCAACT
GCGTGGCCTAGCGAGTTA
AAACTTTTGTCGGAGACGGAGAA
CCGAAGCTGCTGCTGAAAGA
TCTGAAGACCACTCCAGCGATA
TCTGAAGACCACTCCAGCGATA
GGCTTCATCGTGCTCAAGTC
GGCTTCATCGTGCTCAAGTC
GGCTTCATCGTGCTCAAGTC
CCAATTGGAACCTGGGATCAAGT
CCAATTGGAACCTGGGATCAAGT
CCAATTGGAACCTGGGATCAAGT
ACAGGGAGGTGCTGTACGA



TAZ

TAZ

TAZ

TAZ
TBL1XR1
TBX2
TGFB1
TM2D1
TMEM139
TMEM139
TMEM139
TMEM139
TMEM139
TMEM139
TMEM139
TMEMA43
TNFA
TNNC1
TNNI3
TNNT2
TNNT2
TNNT2
TNNT2
TPM1
TPM1
TPM1
TPM1
TPM1
TPM1
TPM1
UBE2B
VCL

VCL

VEGF
VEGF
VEGF
VEGF
VEGF
VEGF
VEGF
VEGF
VEGF
VEGF
VEGF
VEGF
VEGF
VEGF

TAZ

TAZ

TAZ

TAZ
TBL1XR1
TBX2
TGFB1
TM2D1
TMEM139
TMEM139
TMEM139
TMEM139
TMEM139
TMEM139
TMEM139
TMEMA43
TNF
TNNC1
TNNI3
TNNT2
TNNT2
TNNT2
TNNT2
TPM1
TPM1
TPM1
TPM1
TPM1
TPM1
TPM1
UBE2B
VCL

VCL
VEGFA
VEGFA
VEGFA
VEGFA
VEGFA
VEGFA
VEGFA
VEGFA
VEGFA
VEGFA
VEGFA
VEGFA
VEGFA
VEGFA

ACAGGGAGGTGCTGTACGA
ACAGGGAGGTGCTGTACGA
ACAGGGAGGTGCTGTACGA
ACAGGGAGGTGCTGTACGA
CTTTCAGTCCTGATGGCAGGTAT
GCCGCGCTTCCACATAGT
CGTCTGCTGAGGCTCAAGTTA
AACTTGTAAGGATTCCAGTGGCAAT
CTTCGGTCCCAGCTCCAAT
CTTCGGTCCCAGCTCCAAT
CTTCGGTCCCAGCTCCAAT

CTTCGGTCCCAGCTCCAAT

ACTTGCGTGTCTCCTTTTCCT
GACAAGCCTGTAGCCCATGT
CCTGGATGAGCTGAAGATAATGCT
ACAAGGTGGATGAAGAGAGATACGA
TCCCAAGATCCCCGATGGA
TCCCAAGATCCCCGATGGA
TCCCAAGATCCCCGATGGA
TCCCAAGATCCCCGATGGA
TCATTGAGAGTCGAGCCCAAAAA
TCATTGAGAGTCGAGCCCAAAAA
TCATTGAGAGTCGAGCCCAAAAA
TCATTGAGAGTCGAGCCCAAAAA
TCATTGAGAGTCGAGCCCAAAAA
TCATTGAGAGTCGAGCCCAAAAA
TCATTGAGAGTCGAGCCCAAAAA
AGAATCGATGGAGTCCAACATATGATG
CAGGTATCTCAGGGTCTGGATGT
CAGGTATCTCAGGGTCTGGATGT
CATCCTGTGTGCCCCTGAT
CATCCTGTGTGCCCCTGAT
CATCCTGTGTGCCCCTGAT
CATCCTGTGTGCCCCTGAT
CATCCTGTGTGCCCCTGAT
CATCCTGTGTGCCCCTGAT
CATCCTGTGTGCCCCTGAT
CATCCTGTGTGCCCCTGAT
CATCCTGTGTGCCCCTGAT
CATCCTGTGTGCCCCTGAT
CATCCTGTGTGCCCCTGAT
CATCCTGTGTGCCCCTGAT
CATCCTGTGTGCCCCTGAT
CATCCTGTGTGCCCCTGAT



VEGF VEGFA CATCCTGTGTGCCCCTGAT

VEGF VEGFA CATCCTGTGTGCCCCTGAT
VEGF VEGFA CATCCTGTGTGCCCCTGAT
VEGF VEGFA CATCCTGTGTGCCCCTGAT

VTN VTN CAAGGCCTGAGACCCTTCAT
WDR44 WDR44 GCGGCACAGTCAGATGATGA
WDR44 WDR44 GCGGCACAGTCAGATGATGA
WDR44 WDR44 GCGGCACAGTCAGATGATGA
WEE1 WEE1 GCTGTCCGCTTCTAGAAAGAGT
WEE1 WEE1 GCTGTCCGCTTCTAGAAAGAGT
XPNPEP3 XPNPEP3 .

XPNPEP3 XPNPEP3 TTGCGTTCCCCGTCGTTA

ZNF704 ZNF704 AAGAAAACACTCGCTCCATCTGT



lon_AmpliSeq_Rev_Primer*
TGAGCCTCTGCCAACTTTGT
TGAGCCTCTGCCAACTTTGT
CTTTAATGTCACGGACAATTTCACGTT
TCTGCATGGCTTGCATGGT
TCTCTTTGCCTCGGATGATTCAG
GTGTTGTGATGGACAGTTCAATGG
GATGGCAGTGAAGGGCTTCT
GATGGCAGTGAAGGGCTTCT
GATGGCAGTGAAGGGCTTCT
ACAGTTGCTGGAGGAGTATTCTGA
ACAGTTGCTGGAGGAGTATTCTGA
CGAGGCAGCTGAGGTTACAC
CGAGGCAGCTGAGGTTACAC
CGAGGCAGCTGAGGTTACAC
CTGCTTTGTGCTTGTCAGTCA
CTGCTTTGTGCTTGTCAGTCA
CTGCTTTGTGCTTGTCAGTCA
CTGCTTTGTGCTTGTCAGTCA
CTGCTTTGTGCTTGTCAGTCA
AGAGCCCATAGCAATGCCAAT
AGAGCCCATAGCAATGCCAAT
ACATTGTCCATTGAGCCATTTTCTTC
ACAGCTGGCACAATCTGCAT
TGCAGTTTCTCGATGGGTCAT
GGACTGACTTGTCCAGAGTTGT

GGACTGACTTGTCCAGAGTTGT
GGACTGACTTGTCCAGAGTTGT
GGACTGACTTGTCCAGAGTTGT
GGACTGACTTGTCCAGAGTTGT
GGACTGACTTGTCCAGAGTTGT

GGACTGACTTGTCCAGAGTTGT

CGGTTCTCAATCGGTCACTGT
CGGTTCTCAATCGGTCACTGT
CGGTTCTCAATCGGTCACTGT



TTGATCCTAGAGCAGGAGAGCTT
ACACCTGATCAGTTTCTTGTTTTCGT
GCAATAATGGTTTGCTGTCCATCT
TCAGTAACATTGACGACTCCTATTTGTG
GTGGTGTAGCTCACCTTCCA
GTGGTGTAGCTCACCTTCCA
TCTTCGGAGTTTGGGTTTGCTT
CTGCTGGTCTCATAGTAATCTACCAC
GTGATGTAGCGACTGTAGTGAAACT
CCCAGTCATTAACTCTGTGGTCTCTA
ACACGTTCTGAATGGAGACATCAA
CTGTGATCAAACCTTTCCAATGCTT
CTGTGATCAAACCTTTCCAATGCTT
ACGCTGTTCTTGCAGTGGTA
CAGCTTACATGCTCTTCTTTCAAAGG
CTTCACTCTGGCCTCCTGTAG
GAAGTGGAGGCACACAGTGAA
CTAATTAGTGCTCTGTCTCTGGACTTT
GGCATTCCAGGGCTCATAGAT
GGCATTCCAGGGCTCATAGAT
GACAAGCAGAAAGTCCTTCAGGT
TGTAGGGAAGTGATGGGAGAGG
TCCTTGAGGTGCCGGATTTC
ACCACTTGTGCACAGGGAT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
AATATTCCACCATGGGATAGTGCATT
TGCTGGGCTAAATCATCAGGAATTAC
TGCTGGGCTAAATCATCAGGAATTAC
CTGTAACTTCTCCATTGCCATCTCT
TGAGCCTTGGCTATTTCTGATGAAC
TGAGCCTTGGCTATTTCTGATGAAC



TTTGGCTAGCACATTGGCATCTA
TTTGGCTAGCACATTGGCATCTA
TCTAAAGTCACGGGTTCAATGTCAAT
GTGAACCGTTTCCCCTTGGT
CCCTTCTTGGTCTTCCCATTCTTG
GCACAAAGTGTTGATCCTCCATTT
GCACAAAGTGTTGATCCTCCATTT
GCACAAAGTGTTGATCCTCCATTT
CCCTTAACACTGTTGCCCATCT
CCCTTAACACTGTTGCCCATCT
GTCCCATTTCAGGGCAGGATAC
GTAAAACCCAGTGGGAGCTTCTT
GGGAACTGGGCAGACTCAAATT
TCAGCAGGCTGGCATTTGT
TCCACTCTCAATCACTCTCAGTTCT
CGGTTTGTTGGAAGTGACGAA
ACTATACTGCCGACCTGGCT
CCTTCTTCGACAGCTGGTTCA
CCTTCTTCGACAGCTGGTTCA
GGTAGATGCGACTGAAGTTGGAT
TGAATTCCTCAATGGTCACCACAC
TGAATTCCTCAATGGTCACCACAC
TGAATTCCTCAATGGTCACCACAC
TGAATTCCTCAATGGTCACCACAC
TGAATTCCTCAATGGTCACCACAC
TGAATTCCTCAATGGTCACCACAC
TGAATTCCTCAATGGTCACCACAC
CGGTGCCCCGTGTGTTTA
GGCCAAAAGTTCATCAACAGTAAGAATT
GGCCAAAAGTTCATCAACAGTAAGAATT
GGCCAAAAGTTCATCAACAGTAAGAATT
AGACTTGATCTTGTTCTGGGCTTC
AGACTTGATCTTGTTCTGGGCTTC
AGACTTGATCTTGTTCTGGGCTTC
AGACTTGATCTTGTTCTGGGCTTC
AGACTTGATCTTGTTCTGGGCTTC
AGACTTGATCTTGTTCTGGGCTTC
GCTGGATCCACCGCCAAA
GCTGGATCCACCGCCAAA
CATGATGATCTAGACCTCCACAGTTG
AGACTCCCGGATAGGGTACTTG
AGGCCGTATTCCTGCACAA
AGGCCGTATTCCTGCACAA
TTCCGATTGGTCTTGTGTTTCCT
AGGGCTTTCTAATCTCCAGAGTCAA
AGGTCCTCCATTTGCTGGGTATA
CATCACCTGGTCCTCCTTCAC



CCAAACATTGTGAGGAACACAGTAAAG
TCTTGCCCAGCCATCAACTT
CAGTTCCCGTCCTCATCGT
CAGTTCCCGTCCTCATCGT
CAGTTCCCGTCCTCATCGT
CAGTTCCCGTCCTCATCGT
CAGTTCCCGTCCTCATCGT
CAGTTCCCGTCCTCATCGT
TGCGAACCACCTTCCAAGTT
CTGCCACCTCTTAGATTTCATTCTCT
CAGCAAACATGGCAGGCTATTG
CAGCAAACATGGCAGGCTATTG
AAGGCCTGCCATCCATTCTC
AAGGCCTGCCATCCATTCTC
AAGGCCTGCCATCCATTCTC
AAGGCCTGCCATCCATTCTC
GTCTTCAGGCCTCCTTGCAT
GTCTTCAGGCCTCCTTGCAT
GTCTTCAGGCCTCCTTGCAT
GTCTTCAGGCCTCCTTGCAT
ATTTGAGCTCAGATGTTCTTCACTGT
CCTGGCCTTCTGCTCATTCTC
CCTGGCCTTCTGCTCATTCTC
CCTGGCCTTCTGCTCATTCTC
CCTGGCCTTCTGCTCATTCTC
TCCTTTCCACCCGGACATCT
CGACCTCATCTTCTAAAGGCATCTT
AGCCCCTTGTGGAATCAGAAG
GGAAATAGGGTTGGTGGCTTCAT
AGCAGCATCCCATTCATGGT
TCCTGAGAGCTGTAATAAAGGGAGTAT
GTGTCCACACCAAGGAGCATA
CCTTCAGAATGTTGGCGAGTCT
GGAGGCTGTAGGCAATGGAA
GCTTCCAAAATATTTGCTGGTATGACT
AGCAGGTCAACAAAGTGAGAAGAC
CTTCTGCTCCTCTTCCATCTTCA
CCCAACCACTCGTTCAACTTC
CCCAACCACTCGTTCAACTTC
CCCAACCACTCGTTCAACTTC
CCCAACCACTCGTTCAACTTC
CGGGACTGTGTCAGGAATGA
CGGGACTGTGTCAGGAATGA
TCAGCGATTCACTGGTTTCACT
CTGGCAGCCAAATATGAGATAACTG
GTCGCTGCTTGATCGCTTG
GTCGCTGCTTGATCGCTTG



GTCGCTGCTTGATCGCTTG
CTGTCTTGGGCACAACTTTTCC
CTTGTGTCTGGTTCAGGTGACA
CTCCTCCTAGGGCGTCTACA
CTCCTCCTAGGGCGTCTACA
CTCCTCCTAGGGCGTCTACA
ACTTGGGATAGGCTACGTTGTG
ACTTGGGATAGGCTACGTTGTG
TGGCGTTCTTTCTCTCTTTCTAATTCTC
TGGCGTTCTTTCTCTCTTTCTAATTCTC
ATCTCGGCAAATAGCTCGTCTAC
GGAAACTGCTGTTGTCTTTGCT
GACCATGCTCACTGGGTTCTT
GTGACGCAGCCCTCTATGG
CTCGAACTCGTCCGGCTT
GAGTTTTCAAGAGCTGAGGTTTCAC
CTAGCTTTAGACCTTTTTCTGTGATCCT
CTAGCTTTAGACCTTTTTCTGTGATCCT
CTAGCTTTAGACCTTTTTCTGTGATCCT
CGTCACACTCTGGGCAATCA
GGCCTCGAGTTTCAGGTACT
CCTCCTGATCCAGGGAAACC
CAGGGTGCCAGCCATATCTC
CAGGGTGCCAGCCATATCTC
CAGGGTGCCAGCCATATCTC
GACCTCCCCTCCGATGTAGT
GACCTCCCCTCCGATGTAGT
GACCTCCCCTCCGATGTAGT
GACCTCCCCTCCGATGTAGT
TCGATGACACTGACGCAAATCA
GATTGCAGCGGTGCCATTTT
CAGCAGATACAGCAAAGACAGCTA
CAGCAGATACAGCAAAGACAGCTA
CAGCAGATACAGCAAAGACAGCTA
CAGCAGATACAGCAAAGACAGCTA
CATGCAGGCCTTCAGTCAGT
CCGGGCAGCGTGTACTTATC
GTGTCCTGATCCTGTCACAAGA
CCGGCAGCCTCCATAGATG
CCGGCAGCCTCCATAGATG
TGTCGCAGGTGAAAGGCAAA
TGTCGCAGGTGAAAGGCAAA
TGTCGCAGGTGAAAGGCAAA
CCATGTGATCTGACACCCTGAA
CCATGTGATCTGACACCCTGAA
CCATGTGATCTGACACCCTGAA
ACGCATCAACTTCAGGTTCCA




ACGCATCAACTTCAGGTTCCA
ACGCATCAACTTCAGGTTCCA
ACGCATCAACTTCAGGTTCCA
ACGCATCAACTTCAGGTTCCA
CAACTTTGTCTCCTGCTGCATT
AACGGGTTGTTGTCGATCTTCA
GCACAACTCCGGTGACATCAA
GATCTGCTCCCAACCATCCAA
GGGTGGTTGGTCCAACTCTT
GGGTGGTTGGTCCAACTCTT
GGGTGGTTGGTCCAACTCTT

GGGTGGTTGGTCCAACTCTT

GGTGCAGGAGCAGTAAGGT
ATGAGGTACAGGCCCTCTGAT
TCTACTCCACACCCTTCATGAACT
CATGGCATCTGCAGAGATCCT
GTCTTTGAGAGAAACGAGCTCCT
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