Additional file 2: Pattern and distribution of the TP53 mutations in the cohort according to (A) Mutation type (B) Mutation effect on TP53 protein sequence (C) Exon/ Intron distribution (D) Functional effect (E) SIFT prediction (IARC TP53 Database) 
(N =100, lung cancer subjects).
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[ AT>C:G - 2 (5.26%)

W AT>G:C-5 (13.16%)

B G:C>AT-9(23.68%)

Bl G:C>AT at CpG - 14 (36.84%)
W G:C>C:G- 4 (10.53%)

M GC>TA-4(10.53%)

B missense - 35 (92.11%)
M nonsense - 3 (7.89%)
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I functional - 4 (11.43%)

W NA-2(571%)

I non-functional - 23 (65.71%)
| partially functional - 6 (17.14%)

B Damaging - 32 (91.43%)
W Tolerated - 3 (8.57%)
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