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	Application
	Tm
	Primer Sequence (5'-3')
	Name

	Identification
	63.9
	CGGAGTGTGAAAGTCATCATTCA
	NDV-FF1

	
	62.6
	CATTGACAAACTGCTGCATCT
	NDV-FR1

	Identification
	65.3
	GCAACAGCGGCACAGATAAC
	NDV-FF2

	
	60.6
	CTTCTCCATAATTTTGCGATATGAT
	NDV-FR2

	Identification
	66.2
	TATTCAAAGACTGAAGGCGCACTC
	NDV-FF3              

	
	64.9
	GTTGTTGGTGATGTGGTAGAACG
	NDV-FR3              

	Mutagenesis
	80.7
	ACGCGTCGACggtggtttgTTAATTAACACGGGTAGAAGAGTCTG
	NDV-Fgene-F       

	
	76.2
	ACCTATAAGGCGCCCTTGTCTCCCTCCTCC
	NDV-FRmut                

	Mutagenesis
	76.2
	GGAGGAGGGAGACAAGGGCGCCTTATAGGT
	NDV-FFmut         

	
	68.1
	ATAGTTTAGCGATCGCTTTTTTCTTAAGTCTTCT
	NDV-Fgene-R

	Amplification
	78
	ACGCGTCGACggtggtttgTTAATTAAACCAAACAGAGAATCTGT
	NDV-Ngene-F

	
	69.3
	ATAGTTTAGCGATCGCTTTTTTCTAATACCTTGG
	NDV-Ngene-R

	Amplification
	78.9
	ACGCGTCGACggtggtttgTTAATTAAATACGGGTAGAAGAGAGA
	NDV-Pgene-F         

	
	65.7
	ATAGTTTAGCGATCGCTTTTTTCTTAATTTCTAA
	NDV-Pgene-R        

	Amplification
	78
	ACGCGTCGACggtggtttgTTAATTAATACGGGTAGAATCAAAGT
	NDV-Mgene-F

	
	68.1
	ATAGTTTAGCGATCGCTTTTTTCTAATTTGCTAG
	NDV-Mgene-R

	Amplification
	80.7
	ACGCGTCGACggtggtttgTTAATTAACACGGGTAGAAGAGTCTG
	NDV-Fgene-F

	
	68.1
	ATAGTTTAGCGATCGCTTTTTTCTTAAGTCTTCT
	NDV-Fgene-R

	Amplification
	79.8
	ACGCGTCGACggtggtttgTTAATTAACTACTGGGAACAAGCAAC
	NDV-HNgene-F   

	
	66.9
	ATAGTTTAGCGATCGCTTTTTTCTTAATAAAGTG
	NDV-HNgene-R     

	Amplification
	77.7
	GCGTCGACggtggtttgTGTACAGTGCTCTTTG
	NDV-L1-1-Sal-BsrG-F

	
	71.7
	ATAGTTTAGCGATCGCACCAAACAGAGATTTGGT
	NDV-Lgene-R  

	Amplification
	76.3
	GCGTCGACgtctaGCTAGCAGATTATGCCCG
	NDV-L1-2-Sal-NheI-F

	
	59.2
	ATAGTTTATGTACAGACAGCATAAC
	NDV-L1-2-BsrG-R 

	Amplification
	79.8
	ACGCGTCGACggtggtttgCCTTAATTAAGGTACAAAAAGCATTGAGAT
	NDV-Lgene-F 

	
	72.5
	ctaGCTAGCGTCAGCGAGCACATATTAGAAGA
	NDV-L2-NheI-R  

	Amplification
	79.8
	ACGCGTCGACggtggtttgTTAATTAAGATCCGGCTGCTAACAAA
	NDV-T7terminator-F

	
	72.9
	ATAGTTTAGCGATCGCATCCGGATATAGTTCCTC
	NDV-T7terminator-R

	Annealing
	96.6
	TCGACggtggtttgTTAATTAAGGGTCGGCATGGCATCTCCACCTCCTCGCGGTCCGACCTGGGCATCCGAAGGAGGACGTCGTCCACTCGGATGGCTAAGGGAGAGCTCGGCGAT
	NDV-HDV-F

	
	96.7
	CGCCGAGCTCTCCCTTAGCCATCCGAGTGGACGACGTCCTCCTTCGGATGCCCAGGTCGGACCGCGAGGAGGTGGAGATGCCATGCCGACCCTTAATTAAcaaaccaccG
	NDV-HDV-R

	Annealing
	78.9
	TCGAGGTCGACggtttgggtttgTTAATTAAGCGATCGCG     
	NDV-pacbrick linker-F  

	
	76.9
	AATTCGCGATCGCTTAATTAAcaaacccaaaccGTCGACC                        
	NDV-pacbrick linker-R

	Sequencing
	52.4
	GTAAAACGACGGCCAGT
	pL2-M13F

	Sequencing
	52.4
	GTAAAACGACGGCCAGT
	pLH- M13F

	Sequencing
	52.4
	GTAAAACGACGGCCAGT
	pLFmut-M13F

	Sequencing
	52.4
	GTAAAACGACGGCCAGT
	pLM-M13F

	Sequencing
	52.4
	GTAAAACGACGGCCAGT
	pLP-NF3

	Sequencing
	52.4
	GTAAAACGACGGCCAGT
	pLN-M13F


The linker sequences are shown in lowercase; restriction enzyme sites are shown in bold, and nucleotide substitutions for mutagenesis are underlined.









