1. Determining copy numbers by qPCR
[bookmark: _GoBack]To determine the copy numbers of the DNA integration in the transformants, the fungal genomic DNAs were extracted using a Fungal DNA extraction kit (TianGen, Beijing, China). The genomic DNAs were sonicated on ice with 15 second pulses using a Bioruptor (Diagenode s.a. BELGIUM) at low power to shear DNA and then were used as the template for qPCR on the basis of the reported method [1-3]. The qPCR method was essentially the same as that described by Chen et al. [4]. The DNA fragment of a single copy gene sar1 was used a reference. All CT data were normalized to that of sar1, then transformants data was related to QM6a values. The primers used for the genes were listed in additional file 8: Table S2.
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