Table S1. Illumina sequencing data for analyzed samples
	Samples
	Raw Reads Number
	Clean Reads Number
	Base Number (Gbp)
	[bookmark: OLE_LINK53]GC Content (%)
	[bookmark: OLE_LINK54][bookmark: OLE_LINK55]%≥Q30

	CK1-LM
	28,737,984
	26,102,782
	6.57
	48.81%
	91.71%

	CK2-LM
	28,679,082
	26,042,739
	6.56
	49.01%
	91.31%

	CK3-LM
	34,655,748
	31,035,722
	7.81
	49.14%
	91.03%

	Ahyp1-LM
	34,186,302
	30,998,199
	7.81
	49.38%
	91.60%

	Ahyp2-LM
	34,271,893
	31,245,688
	7.87
	49.17%
	91.81%

	Ahyp3-LM
	35,535,955
	32,083,280
	8.08
	49.48%
	91.33%

	CK1-LB
	39,107,546
	35,420,510
	8.92
	50.01%
	91.43%

	CK2-LB
	35,050,234
	32,039,776
	8.07
	49.46%
	91.43%

	CK3-LB
	32,946,493
	29,979,937
	7.55
	49.15%
	91.34%

	A-hyp1-LB
	32,069,055
	29,343,366
	7.39
	49.53%
	91.70%

	A-hyp2-LB
	31,701,790
	28,665,533
	7.22
	49.76%
	90.39%

	A-hyp3-LB
	31,601,342
	28,718,261
	7.24
	49.36%
	91.69%

	Total
	398,543,424
	361,675,793
	91.09
	
	


Notes: Samples: Sample name; Raw Reads Number: The reads amount before filtering; Clean Reads Number: The reads amount after filtering; Clean Bases Number: The total base amount after filtering; GC Content (%): the percentage of G and C bases in all Clean reads; %≥Q30: The rate of bases which quality is greater than 30 value in clean reads.

Table S2. Length distribution and quality metrics of unigenes from the L. mandarinus and L. brandtii
	Length Range (bp)
	L. mandarinus
	L. brandtii

	 200- 300
	31,952
	32,598

	 300- 500
	18,365
	19,543

	 500-1000
	12,354
	12,932

	1000-2000
	 8,782
	 8,620

	>2000
	 9,525
	 9,751

	Total Number
	80,978
	83,444


Notes: Length Range: Length distribution of assembled unigenes; Total Number: The total number of Unigenes; 


Table S3. Functional annotation results for L. mandarinus and L. brandtii transcriptomes
	[bookmark: OLE_LINK15][bookmark: OLE_LINK16][bookmark: OLE_LINK17][bookmark: OLE_LINK18]Database
	L. mandarinus
	L. brandtii

	GO
	16165
	16034

	KEGG
	12780
	12458

	KOG
	13105
	12993

	Swissprot
	16700
	17084

	Nr
	21012
	20126

	All
	25316
	25950





Table S4. Annotated DEGs for L. mandarinus and L. brandtii


[bookmark: OLE_LINK6]

Table S5. GO terms significant enriched for up- and downregulated DEGs in L. mandarinus and L. brandtii
	L. mandarinus
	L. brandtii

	Up-regulated
	Up-regulated

	GO terms
	Ontology
	GO ID
	P value
	GO terms
	Ontology
	GO ID
	P value

	Extracellular region
	CC
	0005576
	0.000
	Extracellular region part
	CC
	0044421
	0.000

	Extracellular region part
	CC
	0044421
	0.000
	Extracellular region
	CC
	0005576
	0.000

	Extracellular matrix 
	CC
	0031012
	0.003
	Extracellular matrix
	CC
	0031012
	0.001

	Response to stimulus
	BP
	0050896
	0.001
	Immune system process
	BP
	0002376
	0.002

	Biological regulation
	BP
	0065007
	0.001
	Cellular response to stimulus
	BP
	0051716
	0.025

	Cell communication
	BP
	0007154
	0.002
	Response to stimulus
	BP
	0050896
	0.037

	Cellular response to stimulus
	BP
	0051716
	0.002
	Biological regulation
	BP
	0065007
	0.045

	Response to stress
	BP
	0006950
	0.004
	Catalytic activity, acting on aprotein
	MF
	0140096
	0.002

	Growth
	BP
	0040007
	0.026
	DNA-binding transcription factor activity
	MF
	0003700
	0.005

	DNA-binding transcription
factor activity
	MF
	0001071
	0.013
	
	
	
	

	Helicase activity
	MF
	0004386
	0.027
	
	
	
	

	Down-regulated
	Down-regulated

	Cell proliferation
	BP
	0008283
	0.013
	Locomotion
	BP
	0040011
	0.002

	Transmembrane transport
	BP
	0055085
	0.013
	Anatomical structure development
	BP
	0048856
	0.003

	DNA binding
	MF
	0003677
	0.001
	Developmental process
	BP
	0032502
	0.003

	Transmembrane transporter activity
	MF
	0022857
	0.001
	Anatomical structure morphogenesis
	BP
	0009653
	0.020

	Nucleic acid binding    
	MF
	0003676
	0.001
	Multicellular organism development
	BP
	0007275
	0.023

	Transcription factor binding
	MF
	0008134
	0.036
	Cell motility
	BP
	0048870
	0.039

	DNA-binding transcription factor activity
	MF
	0003700
	0.003
	DNA-binding transcription factor activity
	MF
	0003700
	0.002

	
	
	
	
	DNA binding
	MF
	0003677
	0.000

	
	
	
	
	Binding
	MF
	0005488
	0.002

	
	
	
	
	Nucleic acid binding
	MF
	0003676
	0.003

	
	
	
	
	Ion binding
	MF
	0043167
	0.024

	
	
	
	
	Nuclease activity
	MF
	0004518
	0.030

	
	
	
	
	Hydrolase activity, acting on ester bonds
	MF
	0016788
	0.046

	
	
	
	
	Extracellular space
	CC
	0005615
	0.007


Notes: Terms with P < 0.05 are shown, with a Benjamini-Hochberg correction or false discovery rate. BP: biological process; CC: cellular component; MF: molecular function.

Table S6. KEGG pathways enriched for up- and downregulated DEGs in L. mandarinus and L. brandtii under acute hypoxia
	L. mandarinus
	L. brandtii

	Up-regulated
	Up-regulated

	Pathway
	Map ID
	adj.P value
	Pathway
	Map ID
	adj.P value

	HTLV-I infection
	05166
	0.038
	Proteoglycans in cancer
	05205
	0.000

	Proteoglycans in cancer
	05205
	0.040
	HIF-1 signaling pathway
	04066
	0.000

	Hippo signaling pathway
	04390
	0.040
	Transcriptional misregulation in cancers
	05202
	0.000

	p53 signaling pathway
	04115
	0.040
	MicroRNAs in cancer
	05206
	0.000

	
	
	
	TNF signaling pathway
	04668
	0.000

	
	
	
	HTLV-I infection
	05166
	0.004

	
	
	
	NF-kappa B signaling pathway
	04064
	0.004

	
	
	
	Pathways in cancer
	05200
	0.007

	
	
	
	p53 signaling pathway
	04115
	0.008

	
	
	
	NOD-like receptor signaling pathway
	04621
	0.007

	
	
	
	Basal cell carcinoma
	05217
	0.010

	
	
	
	PI3K-Akt signaling pathway
	04151
	0.010

	
	
	
	Bladder cancer
	05219
	0.010

	
	
	
	Central carbon metabolism in cancer
	05230
	0.023

	
	
	
	Hippo signaling pathway
	04390
	0.023

	
	
	
	Hypertrophic cardiomyopathy (HCM)
	05410
	0.024

	
	
	
	Melanogenesis
	04916
	0.030

	
	
	
	Signaling pathways regulating pluripotency of stem cells
	04550
	0.038

	Down-regulated
	Down-regulated

	Amyotrophic lateral sclerosis (ALS)
	05014
	0.018
	Transcriptional misregulation in cancers
	05202
	0.034


Notes: Pathways with adj.P value < 0.05 are shown, with a Benjamini-Hochberg correction or false discovery rate.


Table S7. Results of RNA extraction from L. mandarinus and L. brandtii brain tissue
	Sample
	RNA Concentration (ng/μl)
	OD260/280
	OD260/230
	28S/18S
	RNA Integrity Number
(RIN)

	M1
	398
	2.010
	2.095
	1.4
	9.2

	M2
	556
	2.059
	2.000
	1.2
	9.1

	M3
	498
	2.041
	1.886
	1.1
	7.7

	M4
	622
	2.033
	2.073
	1.2
	8.9

	M5
	616
	2.026
	2.110
	1.4
	9.2

	M6
	612
	2.068
	2.155
	1.2
	9.0

	B1
	934
	2.066
	1.639
	1.2
	8.9

	B2
	516
	2.048
	1.623
	1.2
	8.9

	B3
	412
	2.124
	2.124
	1.2
	8.8

	B4
	540
	2.045
	2.143
	1.4
	8.9

	B5
	674
	2.055
	1.926
	1.3
	8.8

	B6
	834
	2.085
	2.183
	1.4
	9.1


Notes: M: L. mandarinus; B: L. brandtii; The numbers 1, 2, 3 represent samples from the control group, and the numbers 4, 5, and 6 represent samples from the acute hypoxic treatment group.



Table S8. RT-qPCR primers for validation of RNA-Seq data
	Gene
	Primer-Forward
	Primer-Reverse
	Efficiency

	PER3
	GCATTGCAGGCAAGACTGAG
	CAAGACCAGTATGCAGGAGT
	1.28

	TIMP3
	GCAAGGACCTCAATTACCG
	AGGCGTAGTGTATGGACTGATA
	0.98

	THBS1
	GGAGATAACGGTGTGTTTG
	CGGAGATCAGGTTGGCAT
	1.13

	HK1
	GAGTCTGAGGTCTACGACACC
	CCCACGGGTAATTTCTTGTCC
	1.24

	EGR1
	GGCCCCTGGTGCTACATAATG
	AGGAAGCTACAAATCGGGCAT
	1.08

	SERPINE1
	AGCAAGCGGGAAGAAGAGTC
	CAGGGTGAGGCAAGCTAGTG
	0.88

	β-actin
	GTCGTACCACTGGCATTGTG
	CCATCTCTTGCTCGAAGTCC
	1.05






Table S9. Characteristics of L. mandarinus and L. brandtii samples
	Sample
	Age/weeks
	Gender
	Body length/cm
	Weight/g
	Brain weight/g

	M1
	12
	Male
	9.5
	40.47
	0.5203

	M2
	12
	Male
	8.5
	40.29
	0.5135

	M3
	12
	Male
	9.0
	41.72
	0.5278

	M4
	12
	Male
	8.9
	43.21
	0.5425

	M5
	12
	Male
	8.2
	40.92
	0.5267

	M6
	12
	Male
	7.9
	40.27
	0.5262

	B1
	12
	Male
	8.4
	42.41
	0.5531

	B2
	12
	Male
	8.9
	40.35
	0.5141

	B3
	12
	Male
	8.0
	43.48
	0.5215

	B4
	12
	Male
	9.8
	40.75
	0.5112

	B5
	12
	Male
	8.4
	43.12
	0.5214

	B6
	12
	Male
	8.9
	43.39
	0.5177


[bookmark: _GoBack]Notes: M: L. mandarinus; B: L. brandtii; The numbers 1, 2, 3 represent samples from the control group, and the numbers 4, 5, and 6 represent samples from the severe hypoxic treatment group.
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Annotation DEGs 


Microsoft_Excel_Worksheet11.xlsx
Annotation DEGs for L.mandarin

		Annotation DEGs for L.mandarin

		Gene ID		Gene Symbol 		Nr description database		logFoldChange		PValue		FDR

		comp14282		Hoxb5		Homeobox protein Hox-B5		-9.621854249		1.25E-05		0.002131492

		comp11275		Calca		Calcitonin Related Polypeptide Alpha		-8.484658751		5.85E-11		8.49E-08

		comp43146		ERVK-25		Endogenous Retrovirus Group K Member 25		-6.428615757		0.000127336		0.012120714

		comp45747		Ccdc129		Protein ITPRID1		-6.091671749		0.000299499		0.021291711

		comp42909		Hspbap1		HSPB1 Associated Protein 1		-5.985448052		0.000504792		0.030689736

		comp20711		Hsd11b1		Hydroxysteroid 11-Beta Dehydrogenase 1		-4.961132318		9.38E-05		0.009806451

		comp22442		PLEKHG1		Pleckstrin Homology And RhoGEF Domain Containing G1		-4.505373781		0.001018879		0.04926698

		comp59159		EN1		Engrailed Homeobox 1		-4.16771232		0.000343916		0.023410464

		comp53019		Slitrk6		SLIT And NTRK Like Family Member 6		-3.598885489		0.000844682		0.043032811

		comp21129		Slc6a3		Solute Carrier Family 6 Member 3		-3.582509622		6.80E-06		0.001293823

		comp1835		Slc6a5		Solute Carrier Family 6 Member 5		-3.56382361		4.71E-08		2.23E-05

		comp12525		Irx3		Iroquois Homeobox 3		-3.269516325		1.94E-06		0.000490115

		comp30744		Cxcl12		C-X-C Motif Chemokine Ligand 12		-3.259453048		7.55E-12		1.40E-08

		comp34297		CCDC168		Coiled-Coil Domain Containing 168		-3.120952756		1.39E-12		3.31E-09

		comp16128		Mab21l2		Mab-21 Like 2		-3.041761551		1.26E-06		0.000345439

		comp44701		Gbp2		Guanylate Binding Protein 2		-3.016968091		0.000209059		0.016698996

		comp24337		HLA-B		Major Histocompatibility Complex, Class I, B		-2.994461667		0.00012154		0.011694657

		comp38656		Defb1		Defensin Beta 1		-2.831860278		0.000550616		0.032168426

		comp14976		Adgrb1		Adhesion G Protein-Coupled Receptor B1		-2.824067462		0.0003884		0.025371055

		comp30411		Shox2		Short Stature Homeobox 2		-2.809401575		1.01E-08		5.77E-06

		comp35180		Ahnak2		AHNAK Nucleoprotein 2		-2.687668406		7.33E-05		0.008060909

		comp25445		Col28a1		Collagen Type XXVIII Alpha 1 Chain		-2.627009181		3.65E-06		0.000809624

		comp24424		Glra1		Glycine Receptor Alpha 1		-2.584368928		1.23E-07		4.82E-05

		comp19101		Prph		Peripherin		-2.581211654		0.000208184		0.01664898

		comp14442		Fpgt		Fucose-1-Phosphate Guanylyltransferase		-2.576949671		0.000438762		0.027745491

		comp24919		Abcg2		ATP Binding Cassette Subfamily G Member 2 (Junior Blood Group)		-2.574093463		3.86E-13		1.23E-09

		comp27904		Spp1		Secreted Phosphoprotein 1		-2.53923106		3.19E-10		3.23E-07

		comp33696		Prom1		Prominin 1		-2.530759664		1.15E-10		1.38E-07

		comp2533		Nipal4		NIPA Like Domain Containing 4		-2.477723585		0.000959918		0.047341529

		comp13316		Eva1b		Eva-1 Homolog B		-2.460114696		0.000192786		0.015849676

		comp11740		Kcnc4		Potassium Voltage-Gated Channel Subfamily C Member 4		-2.44870567		5.19E-06		0.001052654

		comp38002		NHLH2		Nescient Helix-Loop-Helix 2		-2.408880451		3.28E-05		0.004458441

		comp43625		Fam227a		Family With Sequence Similarity 227 Member A		-2.401577336		0.001027716		0.049515004

		comp26482		Lef1		Lymphoid Enhancer Binding Factor 1		-2.367901594		4.47E-09		2.90E-06

		comp23113		Siglec5		Sialic Acid Binding Ig Like Lectin 5		-2.313990936		3.14E-05		0.004297929

		comp22965		Th		Tyrosine Hydroxylase		-2.277349475		0.000354063		0.023930437

		comp31675		Ugt8		UDP Glycosyltransferase 8		-2.167715969		5.73E-08		2.60E-05

		comp25313		GSTM2		Glutathione S-Transferase Mu 2		-2.147673545		1.52E-08		8.40E-06

		comp23448		Banp		BTG3 Associated Nuclear Protein		-2.097193558		3.02E-08		1.49E-05

		comp12093		Mterf1a		Transcription termination factor 1a, mitochondrial		-2.091725484		9.15E-05		0.009634347

		comp8808		Ddit4l		DNA Damage Inducible Transcript 4 Like		-2.088894248		0.000131768		0.012410541

		comp6887		Pou3f2		POU Class 3 Homeobox 2		-2.051818064		9.20E-07		0.00027194

		comp14422		Mab21l1		Mab-21 Like 1		-2.037847677		0.000203426		0.016401626

		comp29340		Fa2h		Fatty Acid 2-Hydroxylase		-2.029720916		1.24E-09		1.02E-06

		comp1362		Insc		INSC Spindle Orientation Adaptor Protein		-2.02892665		0.000814715		0.042075844

		comp18406		Adamts4		ADAM Metallopeptidase With Thrombospondin Type 1 Motif 4		-2.018148337		9.53E-10		8.26E-07

		comp16491		Nkx6-2		NK6 Homeobox 2		-1.988851047		4.30E-08		2.05E-05

		comp19339		Mitd1		Microtubule Interacting And Trafficking Domain Containing 1		-1.939535364		2.34E-05		0.003489501

		comp34094		Cyyr1		Cysteine And Tyrosine Rich 1		-1.928097714		4.80E-08		2.24E-05

		comp37565		Sass6		SAS-6 Centriolar Assembly Protein		-1.918854888		0.000233154		0.018061889

		comp29604		Slco1a5		Solute carrier organic anion transporter family member 1A5		-1.891282402		2.00E-08		1.08E-05

		comp31358		Fam206a		Family With Sequence Similarity 206 Member A		-1.877448374		4.06E-05		0.005290304

		comp40967		C8ORF48		Chromosome 8 Open Reading Frame 48		-1.853288532		0.000582488		0.033445212

		comp35106		Scml2		Scm Polycomb Group Protein Like 2		-1.844716583		0.000391194		0.025485625

		comp25176		NAT2		N-Acetyltransferase 2		-1.825510684		4.54E-05		0.005721759

		comp33622		Mut		Methylmalonyl CoA mutase		-1.813056788		2.83E-07		9.68E-05

		comp29036		Tbccd1		TBCC Domain Containing 1		-1.777041758		1.46E-06		0.000390083

		comp21713		Pth1r		Parathyroid Hormone 1 Receptor		-1.768665432		1.20E-05		0.002066921

		comp33134		Kcng4		Potassium Voltage-Gated Channel Modifier Subfamily G Member 4		-1.762005188		7.86E-06		0.00145353

		comp21134		Nefh		Neurofilament Heavy		-1.745051403		2.73E-05		0.00389688

		comp27365		Kctd21		Potassium Channel Tetramerization Domain Containing 21		-1.741712039		1.17E-06		0.000325981

		comp26903		TCF7L2		Transcription Factor 7 Like 2		-1.740834267		0.000239816		0.018301906

		comp29472		Erbb3		Erb-B2 Receptor Tyrosine Kinase 3		-1.726358649		2.83E-05		0.003974827

		comp26484		Pdlim3		PDZ And LIM Domain 3		-1.714741061		0.000177112		0.015047043

		comp29688		Cers1		Ceramide Synthase 1		-1.703625152		9.31E-05		0.009740693

		comp31625		Mfsd4b1		Sodium-dependent glucose transporter 1A		-1.694668977		6.86E-05		0.007703736

		comp13463		Ttc19		Tetratricopeptide Repeat Domain 19		-1.681780694		0.000144303		0.013110413

		comp9630		Cdh19		Cadherin 19		-1.672676278		2.88E-05		0.004023305

		comp16534		Slc5a11		Solute Carrier Family 5 Member 11		-1.666903412		0.000137154		0.012667683

		comp34717		Cbx1		Chromobox 1		-1.655912765		0.000128068		0.012149477

		comp13253		Ccnd1		Cyclin D1		-1.653355333		0.000558893		0.032481477

		comp29433		Pstk		Phosphoseryl-TRNA Kinase		-1.6435333		1.08E-06		0.00030996

		comp22688		Dnajc28		DnaJ Heat Shock Protein Family (Hsp40) Member C28		-1.637978523		2.35E-05		0.003490655

		comp25986		Cutc		CutC Copper Transporter		-1.62850962		5.72E-05		0.00672767

		comp18550		RBM3		RNA Binding Motif Protein 3		-1.616978415		0.000147924		0.013312598

		comp35206		Gemin7		Gem Nuclear Organelle Associated Protein 7		-1.589314995		0.000180766		0.015202747

		comp13104		Slc16a4		Solute Carrier Family 16 Member 4		-1.585308446		0.000485209		0.029855567

		comp18324		NKX2-2		NK2 Homeobox 2		-1.585027556		7.10E-06		0.001343977

		comp26466		Fam181b		Family With Sequence Similarity 181 Member B		-1.578036325		2.59E-07		8.96E-05

		comp25917		Emcn		Endomucin		-1.572985533		0.000381627		0.025181732

		comp21437		Tmem216		Transmembrane Protein 216		-1.567924777		0.001037877		0.049746947

		comp22830		ZNF134		Zinc Finger Protein 134		-1.550402196		1.73E-05		0.002793675

		comp29413		Sfxn2		Sideroflexin 2		-1.542488678		7.79E-06		0.001444347

		comp30196		Srbd1		S1 RNA Binding Domain 1		-1.53104716		0.000515141		0.031018548

		comp27865		Il10rb		Interleukin 10 Receptor Subunit Beta		-1.499510126		0.000358755		0.024145244

		comp32103		Per3		Period Circadian Regulator 3		-1.493866637		1.84E-05		0.002936158

		comp10314		Lgals1		Galectin 1		-1.490021133		0.000941235		0.046661355

		comp29462		Tmem136		TLC domain-containing protein 5		-1.476457176		0.000189398		0.015614121

		comp7492		C6H1orf115		Chromosome 1 open reading frame 115		-1.471019016		4.82E-05		0.00599891

		comp24025		Foxf2		Forkhead Box F2		-1.459554237		0.000241151		0.018382783

		comp22917		Cyp27a1		Cytochrome P450 Family 27 Subfamily A Member 1		-1.458825784		0.000264349		0.019799743

		comp24887		Ccdc90b		Coiled-Coil Domain Containing 90B		-1.455300987		0.000291102		0.020924582

		comp29204		Znf629		Zinc Finger Protein 629		-1.442577788		2.14E-05		0.003252795

		comp33905		B3galt5		Beta-1,3-Galactosyltransferase 5		-1.440217926		6.17E-05		0.007087523

		comp30251		Egr1		Early Growth Response 1		-1.436188779		0.000373761		0.024785147

		comp14912		Myt1		Myelin Transcription Factor 1		-1.433450582		0.000528983		0.031511082

		comp26303		Nfya		Nuclear Transcription Factor Y Subunit Alpha		-1.430878895		1.03E-05		0.001818203

		comp25851		Wdr60		WD Repeat Domain 60		-1.430271554		0.000116441		0.011318163

		comp22270		F3		Coagulation Factor III, Tissue Factor		-1.428719199		8.51E-05		0.009163221

		comp11186		Acot13		Acyl-CoA Thioesterase 13		-1.428583141		3.50E-05		0.004703497

		comp22733		Slc6a19		Solute Carrier Family 6 Member 19		-1.423637989		5.05E-05		0.006149864

		comp26762		Slc17a6		Solute Carrier Family 17 Member 6		-1.414594952		7.70E-05		0.008407035

		comp32266		P2rx7		Purinergic Receptor P2X 7		-1.393566098		0.000186979		0.015510443

		comp20462		Homer1		Homer Scaffold Protein 1		-1.380696705		0.000809216		0.041856692

		comp29223		Cln3		CLN3 Lysosomal/Endosomal Transmembrane Protein, Battenin		-1.380632048		0.000371606		0.024693122

		comp25460		Sh3bgr		SH3 Domain Binding Glutamate Rich Protein		-1.373989413		0.000554656		0.032343726

		comp14407		Kcnn4		Potassium Calcium-Activated Channel Subfamily N Member 4		-1.355116555		0.000769683		0.04030357

		comp33814		Ccp110		Centriolar Coiled-Coil Protein 110		-1.351929347		0.000111091		0.010943891

		comp21501		Arl13b		ADP Ribosylation Factor Like GTPase 13B		-1.349970933		0.000417274		0.026689929

		comp17466		Tfeb		Transcription Factor EB		-1.349676273		0.000196331		0.016016494

		comp29085		Katna1		Katanin Catalytic Subunit A1		-1.336418336		5.25E-05		0.006366266

		comp31171		ZNF658B		Zinc Finger Protein 658B (Pseudogene)		-1.333728877		0.000342019		0.023352781

		comp25328		Fos		Fos Proto-Oncogene, AP-1 Transcription Factor Subunit		-1.329278103		0.00073505		0.039078971

		comp30040		SOX2		SRY-Box 2		-1.32644034		5.69E-06		0.001121578

		comp20506		Rangap1		Ran GTPase Activating Protein 1		-1.304013002		0.000475806		0.02941938

		comp26663		Micall2		MICAL Like 2		-1.301684493		0.000908238		0.045566814

		comp20405		Kcna4		Potassium Voltage-Gated Channel Subfamily A Member 4		-1.287036421		0.000687161		0.037251745

		comp14362		Opn3		Opsin 3		-1.279102235		0.000351111		0.023803204

		comp32759		Syt2		Synaptotagmin 2		-1.278143418		3.67E-05		0.004879511

		comp30946		Eci2		Enoyl-CoA Delta Isomerase 2		-1.272669655		6.83E-05		0.007678342

		comp21435		Vkorc1		Vitamin K Epoxide Reductase Complex Subunit 1		-1.268851326		4.43E-05		0.005608986

		comp23265		Rexo4		REX4 Homolog, 3'-5' Exonuclease		-1.255757035		0.000635233		0.035616262

		comp27778		Rasgrp3		RAS Guanyl Releasing Protein 3		-1.252936665		0.000270037		0.020080432

		comp29584		Sall1		Spalt Like Transcription Factor 1		-1.252540086		0.00010191		0.010399722

		comp31713		Elovl7		ELOVL Fatty Acid Elongase 7		-1.247916981		6.96E-05		0.007776083

		comp33170		Apcdd1		APC Down-Regulated 1		-1.247454668		4.95E-05		0.006094622

		comp30419		Clk1		CDC Like Kinase 1		-1.241645717		5.68E-06		0.001121578

		comp9960		Swt1		SWT1 RNA Endoribonuclease Homolog		-1.238408573		0.000816007		0.042075844

		comp28525		Osbpl5		Oxysterol Binding Protein Like 5		-1.229083557		7.04E-05		0.007840578

		comp31805		Slco2b1		Solute Carrier Organic Anion Transporter Family Member 2B1		-1.228663821		0.000316898		0.022228486

		comp30054		Crybg3		Crystallin Beta-Gamma Domain Containing 3		-1.228428341		0.000310295		0.021905765

		comp20471		Inhbb		Inhibin Subunit Beta B		-1.226255066		0.000542016		0.031977

		comp25745		Rcc1		Regulator Of Chromosome Condensation 1		-1.224168844		0.001045734		0.049950616

		comp29400		She		Src Homology 2 Domain Containing E		-1.220079231		0.000746096		0.039353914

		comp27083		Cdc42ep1		CDC42 Effector Protein 1		-1.215629409		0.000134842		0.01252073

		comp30816		Recql5		RecQ Like Helicase 5		-1.204159024		0.000186119		0.015477552

		comp29166		Slc18a2		Solute Carrier Family 18 Member A2		-1.203297258		0.000604839		0.034257266

		comp26589		Nefm		Neurofilament Medium		-1.202085959		3.95E-05		0.005168919

		comp32631		Peli3		Pellino E3 Ubiquitin Protein Ligase Family Member 3		-1.200548178		0.000379189		0.025074728

		comp28658		Ankrd35		Ankyrin Repeat Domain 35		-1.199257722		0.000490379		0.030042266

		comp24677		Spry2		Sprouty RTK Signaling Antagonist 2		-1.197708863		0.00021359		0.016921792

		comp28079		Cep192		Centrosomal Protein 192		-1.195501284		0.000686647		0.037251745

		comp33788		Tmtc3		Transmembrane And Tetratricopeptide Repeat Containing 3		-1.192266578		0.000338279		0.02317697

		comp24968		Fbln2		Fibulin 2		-1.187854935		0.001010062		0.049020772

		comp16915		Gjb1		Gap Junction Protein Beta 1		-1.184214524		0.000739986		0.039124369

		comp25893		Kank3		KN Motif And Ankyrin Repeat Domains 3		-1.180371866		0.000453606		0.028283866

		comp28774		Fgfr3		Fibroblast Growth Factor Receptor 3		-1.175902167		0.000318673		0.022306142

		comp33426		Nr3c1		Nuclear Receptor Subfamily 3 Group C Member 1		-1.174110773		9.71E-05		0.010038372

		comp27990		Ermn		Ermin		-1.167649888		0.000192967		0.015849676

		comp33224		Tmem74		Transmembrane Protein 74		-1.161076839		0.000169286		0.014548794

		comp24236		Serpinh1		Serpin Family H Member 1		-1.16017181		0.000277225		0.020343169

		comp25388		Cbfb		Core-Binding Factor Subunit Beta		-1.154898582		0.000643469		0.035897208

		comp30217		Sh3d19		SH3 Domain Containing 19		-1.154490939		0.000371634		0.024693122

		comp29964		Mettl3		Methyltransferase Like 3		-1.149708487		0.000501592		0.030560933

		comp28979		Sox10		SRY-Box 10		-1.149086086		6.56E-05		0.007448098

		comp29583		Trmt1l		TRNA Methyltransferase 1 Like		-1.140417459		0.000353033		0.023885003

		comp31854		Synj2bp		Synaptojanin 2 Binding Protein		-1.128635673		0.000499581		0.030514587

		comp32834		Pik3c2b		Phosphatidylinositol-4-Phosphate 3-Kinase Catalytic Subunit Type 2 Beta		-1.126809139		0.000744986		0.039353914

		comp32984		Zfyve16		Zinc Finger FYVE-Type Containing 16		-1.125580758		0.000320991		0.02237456

		comp21504		Itm2a		Integral Membrane Protein 2A		-1.119613162		0.000320173		0.022364221

		comp21781		St3gal4		ST3 Beta-Galactoside Alpha-2,3-Sialyltransferase 4		-1.113767014		0.000512519		0.030944378

		comp7549		Crnkl1		Crooked Neck Pre-MRNA Splicing Factor 1		-1.108653774		0.000540719		0.031953621

		comp26145		C12ORF73		cDNA 1190007I07 gene		-1.099146206		0.000910192		0.045630537

		comp23051		Tada2a		Transcriptional Adaptor 2A		-1.089955143		0.000569463		0.032952352

		comp32594		Osbpl11		Oxysterol Binding Protein Like 11		-1.085518346		0.000642559		0.035876384

		comp27927		Npy1r		Neuropeptide Y Receptor Y1		-1.077101234		0.000695615		0.037551374

		comp32286		Mocs2		Molybdenum Cofactor Synthesis 2		-1.072503793		0.000820281		0.042167771

		comp27838		Mbp		Myelin Basic Protein		-1.053437939		0.000526823		0.031466583

		comp25363		Apod		Apolipoprotein D		-1.028970903		0.000509506		0.030818194

		comp26937		Olig2		Oligodendrocyte Transcription Factor 2		-1.022526815		0.001011585		0.049020772

		comp30694		Zadh2		Zinc Binding Alcohol Dehydrogenase Domain Containing 2		-1.008993104		0.000792631		0.041222359

		comp29643		Lrrtm1		Leucine Rich Repeat Transmembrane Neuronal 1		-1.008618677		0.000761263		0.039953332

		comp31100		Kdm3a		Lysine Demethylase 3A		1.015687065		0.000902332		0.045344753

		comp16974		Lingo3		Leucine Rich Repeat And Ig Domain Containing 3		1.017935598		0.000372067		0.024697318

		comp12218		Dgat2		Diacylglycerol O-Acyltransferase 2		1.031679331		0.000252155		0.019090861

		comp25076		H3f3b		H3 Histone Family Member 3B		1.041673006		0.000151842		0.013573722

		comp28350		Sema4b		Semaphorin 4B		1.046544399		0.000323553		0.022482699

		comp32763		Kiaa1211l		KIAA1211 Like		1.068952465		4.85E-05		0.006016035

		comp32176		Myh9		Myosin Heavy Chain 9		1.111991637		0.000178812		0.015114556

		comp28763		Klf4		Kruppel Like Factor 4		1.114798102		0.00011221		0.011002968

		comp32155		Wwtr1		WW Domain Containing Transcription Regulator 1		1.11773764		0.00051925		0.03111559

		comp27265		Klf9		Kruppel Like Factor 9		1.118133884		0.000103777		0.010499873

		comp33291		Fzd6		Frizzled Class Receptor 6		1.144895996		0.00028143		0.020557475

		comp33669		Cacng5		Calcium Voltage-Gated Channel Auxiliary Subunit Gamma 5		1.152976621		0.000361965		0.02428374

		comp33630		Adcy9		Adenylate Cyclase 9		1.156318388		0.000365441		0.02440756

		comp30076		Itpkc		Inositol-Trisphosphate 3-Kinase C		1.165976593		0.000384679		0.025333079

		comp12848		Gpr4		G Protein-Coupled Receptor 4		1.167998326		0.000422042		0.026969058

		comp20176		DCAF4		DDB1 And CUL4 Associated Factor 4		1.178565536		0.000195714		0.016016494

		comp31180		Pecam1		Platelet And Endothelial Cell Adhesion Molecule 1		1.180785947		0.000212944		0.016921792

		comp33266		Itga9		Integrin Subunit Alpha 9		1.194135522		0.000319607		0.022348035

		comp27860		Ets1		ETS Proto-Oncogene 1, Transcription Factor		1.196900165		0.000276012		0.020287086

		comp32563		Rin3		Ras And Rab Interactor 3		1.202945471		0.00045447		0.028283866

		comp33997		Dlg5		Discs Large MAGUK Scaffold Protein 5		1.203363797		0.000595293		0.034005041

		comp30161		Tmem121b		Transmembrane Protein 121B		1.204457707		0.000366625		0.024454529

		comp31272		Rassf4		Ras Association Domain Family Member 4		1.204979008		5.02E-05		0.006139345

		comp31640		Mical1		Microtubule Associated Monooxygenase, Calponin And LIM Domain Containing 1		1.205082713		0.000181416		0.01523825

		comp17127		Gadd45b		Growth Arrest And DNA Damage Inducible Beta		1.213145936		0.000158545		0.013972384

		comp33982		Tet2		Tet Methylcytosine Dioxygenase 2		1.218921263		0.00059948		0.034127417

		comp29674		Cdh4		Cadherin 4		1.221185575		5.34E-05		0.006431499

		comp28283		Utp14b		UTP14C Small Subunit Processome Component		1.22306323		8.93E-05		0.009515595

		comp32887		Fscn2		Fascin Actin-Bundling Protein 2, Retinal		1.23801018		0.000728604		0.038892103

		comp19646		Smad3		Smad3		1.240167308		0.000287545		0.02080327

		comp12755		Bhlhe40		Basic Helix-Loop-Helix Family Member E40		1.243606719		2.44E-05		0.003574079

		comp11121		Pcdh8		Protocadherin 8		1.258152754		3.40E-06		0.000766056

		comp31409		Otub2		OTU Deubiquitinase, Ubiquitin Aldehyde Binding 2		1.259103162		4.15E-05		0.005350242

		comp26574		Msn		Moesin		1.270537418		1.53E-05		0.002524075

		comp13475		Ppp1r18		Protein Phosphatase 1 Regulatory Subunit 18		1.272422008		0.000522133		0.031214406

		comp28023		Timp3		TIMP Metallopeptidase Inhibitor 3		1.272919483		7.39E-06		0.001389661

		comp30480		Dnah7		Dynein Axonemal Heavy Chain 7		1.27433834		0.000133807		0.01249682

		comp22753		Zfpm1		Zinc Finger Protein, FOG Family Member 1		1.291449264		5.44E-05		0.006479071

		comp26177		Nfkbia		NFKB Inhibitor Alpha		1.312464504		5.67E-06		0.001121578

		comp24462		Scarf2		Scavenger Receptor Class F Member 2		1.334828841		0.000103211		0.010468746

		comp31284		P4ha2		Prolyl 4-Hydroxylase Subunit Alpha 2		1.338595598		0.000101484		0.010377968

		comp30547		Prr5		Proline Rich 5		1.350794153		2.07E-05		0.003192574

		comp31329		Dnmbp		Dynamin Binding Protein		1.353176092		0.000361241		0.02426822

		comp32937		Edem1		ER Degradation Enhancing Alpha-Mannosidase Like Protein 1		1.358835404		2.57E-05		0.003741814

		comp31573		Col4a1		Collagen Type IV Alpha 1 Chain		1.359918933		1.35E-06		0.000364604

		comp26991		Otof		Otoferlin		1.364810576		6.34E-05		0.007250873

		comp33965		Abca1		ATP Binding Cassette Subfamily A Member 1		1.387809529		1.50E-05		0.002485035

		comp17080		Cebpb		CCAAT Enhancer Binding Protein Beta		1.393651448		1.85E-05		0.002938333

		comp25405		Zbed3		Zinc Finger BED-Type Containing 3		1.402792364		0.000938366		0.04655369

		comp14135		Tbx3		T-Box 3		1.404169148		0.000584759		0.033489237

		comp26114		Sik1		Salt Inducible Kinase 1		1.413553495		4.69E-06		0.000979692

		comp29680		Col4a2		Collagen Type IV Alpha 2 Chain		1.424264189		1.01E-06		0.000294665

		comp13403		Eln		Elastin		1.424476185		0.000182474		0.015271387

		comp23097		Bcl11b		BAF Chromatin Remodeling Complex Subunit BCL11B		1.433478272		5.71E-05		0.006727452

		comp34829		Irf5		Interferon Regulatory Factor 5		1.442264109		2.42E-05		0.003574079

		comp32776		Kdr		Kinase Insert Domain Receptor		1.44845648		4.12E-05		0.005339406

		comp33321		Ezr		Ezrin		1.46172895		8.75E-06		0.001596245

		comp31112		Tead3		TEA Domain Transcription Factor 3		1.480780017		1.53E-05		0.002524075

		comp27718		Lrrc23		Leucine Rich Repeat Containing 23		1.481455565		0.000154762		0.013779414

		comp19038		Acr		Acrosin		1.484318494		0.000292501		0.021002503

		comp34062		Ankrd33b		Ankyrin Repeat Domain 33B		1.50188072		6.22E-07		0.000196039

		comp23203		Scnn1g		Sodium Channel Epithelial 1 Gamma Subunit		1.52120047		6.16E-05		0.007087523

		comp31491		Mafk		MAF BZIP Transcription Factor K		1.523029616		3.79E-06		0.000834592

		comp23948		Nectin2		Nectin Cell Adhesion Molecule 2		1.528044799		2.20E-06		0.000538811

		comp33052		Nedd9		Nedd9		1.545951593		9.16E-06		0.001648896

		comp25170		Fosl2		FOS Like 2, AP-1 Transcription Factor Subunit		1.549896591		5.75E-05		0.006748805

		comp32369		TP53INP1		Tumor Protein P53 Inducible Nuclear Protein 1		1.575344828		1.42E-07		5.45E-05

		comp26801		Upp1		Uridine Phosphorylase 1		1.600290228		6.26E-05		0.007186234

		comp33209		Ppp1r3c		Protein Phosphatase 1 Regulatory Subunit 3C		1.6099746		5.21E-09		3.32E-06

		comp27251		Plek		Pleckstrin		1.613998213		0.000234925		0.018076485

		comp27451		Epcam		Epithelial Cell Adhesion Molecule		1.622560577		0.000111115		0.010943891

		comp21431		Rhbdl2		Rhomboid Like 2		1.626608465		0.000574601		0.033170184

		comp22749		Angpt2		Angiopoietin 		1.626899122		3.02E-05		0.004164358

		comp20543		Fbxw5		F-Box And WD Repeat Domain Containing 5		1.646064766		0.001042264		0.049856197

		comp22063		Zfp36		ZFP36 Ring Finger Protein		1.663805473		1.38E-06		0.000370434

		comp29788		Slfn2		Schlafen family member 2		1.664082586		5.09E-06		0.001044816

		comp24068		Exoc7		Exocyst Complex Component 7		1.679838412		2.50E-05		0.003639669

		comp27668		Eva1c		Eva-1 Homolog C		1.685253014		1.04E-06		0.000301274

		comp23233		Colec11		Collectin Subfamily Member 11		1.719286516		0.000439791		0.027762331

		comp30705		Proser2		Proline And Serine Rich 2		1.746090533		6.30E-06		0.001226828

		comp30131		Snx33		Snx33		1.771953891		5.80E-08		2.60E-05

		comp13030		Pmaip1		Phorbol-12-Myristate-13-Acetate-Induced Protein 1		1.801618475		0.000380769		0.025149938

		comp24067		Trh		Thyrotropin Releasing Hormone		1.814620918		0.000132144		0.012410916

		comp21920		Csrnp1		Cysteine And Serine Rich Nuclear Protein 1		1.820860076		2.73E-08		1.41E-05

		comp7335		Shank3		Multiple 		1.832742099		2.63E-05		0.003804107

		comp23982		Slc16a3		Solute Carrier Family 16 Member 3		1.867450061		3.29E-07		0.000109149

		comp32357		Fkbp5		FKBP Prolyl Isomerase 5		1.869236298		6.63E-10		6.18E-07

		comp11482		Abhd15		Abhydrolase Domain Containing 15		1.915001739		0.000171334		0.014690499

		comp13539		Ceacam3		Carcinoembryonic Antigen Related Cell Adhesion Molecule 3		1.942987286		0.00028633		0.020747186

		comp40816		Gpr182		G Protein-Coupled Receptor 182		1.984633466		0.000114109		0.011123897

		comp37161		XPO1		Exportin 1		1.985217067		0.000556713		0.032382954

		comp27281		Prr30		Proline Rich 30		2.011645309		5.81E-07		0.000184865

		comp6296		Hipk1		Homeodomain Interacting Protein Kinase 1		2.055742605		0.000355648		0.023988999

		comp31894		Mdh1b		Malate 		2.063091619		0.000722425		0.038685941

		comp26054		Il4r		Interleukin 4 Receptor		2.06310455		1.34E-07		5.22E-05

		comp30877		Cdh5		Cadherin 5		2.069653434		1.76E-10		1.92E-07

		comp18425		Atf3		Activating Transcription Factor 3		2.088487285		0.000409933		0.026352735

		comp35170		Angptl4		Angptl4		2.089823248		6.89E-07		0.000214041

		comp27979		Txnip		Thioredoxin Interacting Protein		2.103662553		7.79E-07		0.000236948

		comp15048		Trp53inp1		Tumor Protein P53 Inducible Nuclear Protein 1		2.119466337		0.000131		0.012355609

		comp28725		Thbd		Thbd		2.124785857		0.000105028		0.010578383

		comp18809		Avp		Arginine Vasopressin		2.127104395		9.54E-05		0.009925821

		comp30461		Lrrc32		Leucine Rich Repeat Containing 32		2.130238575		2.24E-08		1.20E-05

		comp33098		Muc6		Mucin 6, Oligomeric Mucus/Gel-Forming		2.152825671		4.13E-05		0.005339406

		comp26771		Cdkn1a		Cyclin Dependent Kinase Inhibitor 1A		2.166817094		6.68E-13		1.78E-09

		comp30676		Depp		Protein DEPP1		2.182682626		1.16E-07		4.62E-05

		comp23458		Ciart		Circadian Associated Repressor Of Transcription		2.190880984		3.26E-10		3.24E-07

		comp32472		Mapkap1		MAPK Associated Protein 1		2.21930779		4.10E-06		0.000887825

		comp54672		Gas2l2		Growth Arrest Specific 2 Like 2		2.22327058		0.00076215		0.039953332

		comp23356		C2CD4A		C2 Calcium Dependent Domain Containing 4A		2.265529456		9.30E-05		0.009740693

		comp8272		Nus1		NUS1 Dehydrodolichyl Diphosphate Synthase Subunit		2.26992694		0.000609595		0.034482779

		comp20701		Fanci		FA Complementation Group I		2.2749416		3.65E-08		1.78E-05

		comp22325		Ppp1r3d		Protein Phosphatase 1 Regulatory Subunit 3D		2.297827271		7.85E-10		6.90E-07

		comp21128		Aspdh		Aspartate Dehydrogenase Domain Containing		2.302128549		1.87E-07		6.90E-05

		comp38889		Obscn		Obscurin, Cytoskeletal Calmodulin And Titin-Interacting RhoGEF		2.32383466		0.00012742		0.012120714

		comp11900		Crispld2		Cysteine Rich Secretory Protein LCCL Domain Containing 2		2.335302302		6.14E-05		0.007087523

		comp10688		Stc2		Stanniocalcin 2		2.339262403		1.78E-06		0.000462207

		comp8546		Socs3		Suppressor Of Cytokine Signaling 3		2.348893636		4.94E-08		2.29E-05

		comp32651		Kcna6		Potassium Voltage-Gated Channel Subfamily A Member 6		2.352695752		9.46E-05		0.009870821

		comp40777		Procr		Protein C Receptor		2.375022581		0.000184428		0.015375236

		comp22673		Cyr61		CCN family member 1		2.423356077		8.91E-11		1.17E-07

		comp2219		Rpgr		Retinitis Pigmentosa GTPase Regulator		2.457643023		2.89E-05		0.004023305

		comp4461		Fosl1		FOS Like 1, AP-1 Transcription Factor Subunit		2.46966948		4.91E-05		0.00607399

		comp18476		Adm		Adrenomedullin		2.498874764		1.47E-09		1.18E-06

		comp28084		Dusp2		Dual Specificity Phosphatase 2		2.529092022		7.04E-08		2.99E-05

		comp15761		Tubb6		Tubulin Beta 6 Class V		2.529224649		7.97E-07		0.000240734

		comp22778		Maff		MAF BZIP Transcription Factor F		2.578078335		9.01E-14		3.54E-10

		comp20738		Tnfrsf12a		TNF Receptor Superfamily Member 12A		2.620864843		2.47E-08		1.29E-05

		comp30850		Tubgcp6		Tubulin Gamma Complex Associated Protein 6		2.674641199		2.51E-09		1.81E-06

		comp6010		Stc1		Stanniocalcin 1		2.694597848		1.36E-09		1.11E-06

		comp15487		Pgf		Placental Growth Factor		2.766418494		6.77E-10		6.19E-07

		comp6188		Nedd4		NEDD4 E3 Ubiquitin Protein Ligase		2.770519575		0.000151745		0.013573722

		comp39469		Iqca1		IQ Motif Containing With AAA Domain 1		2.781045751		4.58E-07		0.000149863

		comp47788		Calcr		Calcitonin Receptor		2.873551085		0.000110812		0.010943891

		comp20442		Endou		Endonuclease, Poly(U) Specific		2.885082427		3.35E-12		7.22E-09

		comp23690		Plat		Plasminogen Activator, Tissue Type		2.909566999		1.04E-22		2.33E-18

		comp43293		Ctrb1		Chymotrypsinogen B1		2.953806864		0.000109658		0.010880621

		comp22410		RPL32		Ribosomal Protein L32		2.967812373		0.000840292		0.04296773

		comp30109		Adamts9		ADAM Metallopeptidase With Thrombospondin Type 1 Motif 9		2.993854165		2.01E-10		2.14E-07

		comp36587		Bbs4		Bardet-Biedl Syndrome 4		3.045153536		4.32E-05		0.00549195

		comp28615		Fam208b		Family with sequence similarity 208, member B		3.068053914		0.000109002		0.01083159

		comp18866		Plaur		Plasminogen Activator, Urokinase Receptor		3.164975962		8.05E-14		3.36E-10

		comp14202		Tead4		TEA Domain Transcription Factor 4		3.195233248		1.56E-06		0.000412938

		comp49235		Usf2		Upstream Transcription Factor 2, C-Fos Interacting		3.246008123		0.000600204		0.034139564

		comp16626		Greb1l		GREB1 Like Retinoic Acid Receptor Coactivator		3.284920595		0.000141785		0.012934355

		comp35741		Wnt10b		Wnt Family Member 10B		3.317433783		4.11E-12		8.31E-09

		comp24591		Apold1		Apolipoprotein L Domain Containing 1		3.336308401		5.33E-21		7.12E-17

		comp22393		Hk2		Hexokinase 2		3.341766367		1.27E-15		6.51E-12

		comp18748		Cd27		CD27 Molecule		3.481992666		3.02E-05		0.004164358

		comp12742		Emp1		Epithelial Membrane Protein 1		3.556141146		3.31E-09		2.28E-06

		comp28796		Adamts1		ADAM Metallopeptidase With Thrombospondin Type 1 Motif 1		3.670038468		5.98E-22		9.99E-18

		comp32101		Thbs1		Thrombospondin 1		3.680456698		6.19E-15		2.95E-11

		comp34849		Rln3		Relaxin 3		3.743274961		1.09E-05		0.001907935

		comp20927		Pttg1		PTTG1 Regulator Of Sister Chromatid Separation, Securin		3.790077644		4.22E-06		0.000908375

		comp30441		Mprip		Myosin Phosphatase Rho Interacting Protein		3.901489346		3.27E-06		0.000748407

		comp16583		Pif1		PIF1 5'-To-3' DNA Helicase		3.90541903		0.000122417		0.011730765

		comp1907		Npvf		Neuropeptide VF Precursor		3.906768064		0.001030079		0.049539485

		comp15714		Scn2a		Sodium Voltage-Gated Channel Alpha Subunit 2		4.344216813		5.51E-05		0.006534625

		comp42179		Gdf15		Growth Differentiation Factor 15		4.448441332		0.000178176		0.015079902

		comp43344		CYP2D27		Cytochrome P450 2D27		4.86015002		7.63E-11		1.06E-07

		comp17819		Actl7a		Actin Like 7A		4.930345704		2.45E-08		1.29E-05

		comp38276		lom		Membrane		4.941870815		2.71E-05		0.003889391

		comp938		Serpine1		Serpin Family E Member 1		4.95248226		1.13E-06		0.000319062

		comp17773		env		Envelope		5.07778546		2.46E-11		3.82E-08

		comp65281		Rxfp4		Relaxin Family Peptide/INSL5 Receptor 4		5.78635951		0.000980917		0.04784713

		comp11083		Loxl2		Lysyl Oxidase Like 2		5.879405012		0.000544558		0.031977

		comp52806		Wnt1		Wnt Family Member 1		5.879405568		0.000543341		0.031977

		comp60074		Rxfp4		Relaxin Family Peptide/INSL5 Receptor 4		5.978961802		0.00051986		0.03111559

		comp54255		Scin		Scinderin		6.047072996		0.000749649		0.039505691

		comp28790		Actl7b		Actin Like 7B		6.324680223		7.74E-24		2.58E-19

		comp13234		Ddx3y		DEAD-Box Helicase 3 Y-Linked		7.324879054		0.000943386		0.046733323

		comp37556		Fam177b		Family With Sequence Similarity 177 Member B		7.614403954		0.000171814		0.014690499

		comp33732		Amph		Amphiphysin		7.737225717		1.69E-09		1.31E-06

		comp40623		Glp2r		Glucagon Like Peptide 2 Receptor		7.909591731		0.000335639		0.023082366

		comp35019		ETF1		Eukaryotic Translation Termination Factor 1		10.28366405		2.41E-05		0.003570037





		Logfold change ≥ 1, FDR ≤ 0.05, P ≤ 0.05. “−” Indicates a downregulated gene.





































































































































































































































































































































































































































































































































































































































































































































































































































































































































































Annotation DEGs for L. brandtii

		Annotation DEGs for L. brandtii

		Gene ID		Gene Symbol 		Nr description database		logFoldChange		PValue		FDR

		comp20622		Ushbp1		USH1 Protein Network Component Harmonin Binding Protein 1		-3.035352949		1.30E-18		3.63E-15

		comp23646		Slco1a5		Solute carrier organic anion transporter family member 1A5		-2.690057451		2.78E-16		6.43E-13

		comp16828		Lire1		LINE-1 retrotransposable element ORF1 protein		-3.246929892		1.53E-15		3.10E-12

		comp36147		Aplnr		Apelin Receptor		-3.743980545		7.75E-13		9.98E-10

		comp12776		Cetp		Cholesteryl Ester Transfer Protein		-2.420781224		8.52E-13		1.06E-09

		comp24527		Arc		Activity Regulated Cytoskeleton Associated Protein		-4.045782583		8.76E-12		8.62E-09

		comp32352		Nipal4		NIPA Like Domain Containing 4		-2.421802252		1.55E-11		1.37E-08

		comp17104		Kcnc4		Potassium Voltage-Gated Channel Subfamily C Member 4		-2.141296443		2.27E-11		1.88E-08

		comp20862		Kcng4		Potassium Voltage-Gated Channel Modifier Subfamily G Member 4		-1.935337251		7.19E-11		5.29E-08

		comp18421		Banp		BTG3 Associated Nuclear Protein		-2.01856693		1.49E-10		1.02E-07

		comp36293		Kcnj13		Potassium Voltage-Gated Channel Subfamily J Member 13		-3.856784322		2.00E-10		1.29E-07

		comp5926		Fam181b		Family With Sequence Similarity 181 Member B		-1.805817139		2.21E-10		1.40E-07

		comp20783		Abcg2		ATP Binding Cassette Subfamily G Member 2 (Junior Blood Group)		-1.775039757		2.55E-10		1.60E-07

		comp19954		Nfya		Nuclear Transcription Factor Y Subunit Alpha		-1.800412199		1.69E-09		8.09E-07

		comp25750		Vwa2		Von Willebrand Factor A Domain Containing 2		-2.081664816		2.48E-09		1.14E-06

		comp23847		SLFN13		Schlafen Family Member 13		-2.29402125		2.73E-09		1.24E-06

		comp11543		Erbb3		Erb-B2 Receptor Tyrosine Kinase 3		-1.670457125		3.75E-09		1.62E-06

		comp15198		TMEM265		Transmembrane Protein 265		-1.842243623		8.61E-09		3.31E-06

		comp31701		Ccr5		C-C Motif Chemokine Receptor 5 (Gene/Pseudogene)		-3.140704044		9.23E-09		3.51E-06

		comp33136		Rgl3		Ral Guanine Nucleotide Dissociation Stimulator Like 3		-2.483766335		1.43E-08		5.15E-06

		comp25569		Zbtb40		Zinc Finger And BTB Domain Containing 40		-1.527826382		1.89E-08		6.46E-06

		comp11672		Egr1		Early Growth Response 1		-2.610056587		3.37E-08		1.09E-05

		comp26351		Siglec5		Sialic Acid Binding Ig Like Lectin 5		-1.497038417		7.93E-08		2.35E-05

		comp26278		Cyyr1		Cysteine And Tyrosine Rich 1		-1.470943094		1.16E-07		3.24E-05

		comp19325		Nek2		NIMA Related Kinase 2		-1.728510802		1.47E-07		3.99E-05

		comp14072		FOS		Fos Proto-Oncogene, AP-1 Transcription Factor Subunit		-2.479172588		2.24E-07		5.74E-05

		comp19887		Mobp		Myelin Associated Oligodendrocyte Basic Protein		-1.712262996		2.55E-07		6.43E-05

		comp19731		Fa2h		Fatty Acid 2-Hydroxylase		-1.71569543		2.72E-07		6.80E-05

		comp16140		Dnase1l2		Deoxyribonuclease 1 Like 2		-1.757508333		2.87E-07		7.07E-05

		comp5053		F3		Coagulation Factor III, Tissue Factor		-1.499490207		3.16E-07		7.63E-05

		comp25026		Trib2		Tribbles Pseudokinase 2		-1.367148375		3.15E-07		7.63E-05

		comp9438		F5		Coagulation Factor V		-1.984613202		3.19E-07		7.69E-05

		comp25222		Kctd21		Potassium Channel Tetramerization Domain Containing 21		-1.522850068		3.28E-07		7.85E-05

		comp20928		Fgl2		Fibrinogen Like 2		-1.372978899		3.41E-07		8.03E-05

		comp22666		Zfhx2		Zinc Finger Homeobox 2		-1.497424149		3.57E-07		8.29E-05

		comp25757		Hexa		Hexosaminidase Subunit Alpha		-1.276137762		4.09E-07		9.30E-05

		comp23247		Prom1		Prominin 1		-1.361826682		4.51E-07		0.000100613

		comp25899		Cep290		Centrosomal Protein 290		-1.311253022		4.56E-07		1.01E-04

		comp14559		Npas4		Neuronal PAS Domain Protein 4		-1.965818744		4.74E-07		0.000102994

		comp11263		Micall2		MICAL Like 2		-1.821461464		5.57E-07		0.000118083

		comp25911		Fchsd2		FCH And Double SH3 Domains 2		-1.377643331		8.23E-07		0.000164028

		comp27263		Neurod1		Neuronal Differentiation 1		-2.079184411		8.61E-07		0.000170503

		comp16849		Krbox1		KRAB Box Domain Containing 1		-3.214487678		1.05E-06		0.000199317

		comp24939		Hhip		Hedgehog Interacting Protein		-1.349182925		1.32E-06		0.000238974

		comp25535		Ugt8		UDP Glycosyltransferase 8		-1.402055672		1.38E-06		0.000245755

		comp34409		Kl		Klotho		-2.047420696		1.62E-06		0.000279424

		comp14141		Kcnc3		Potassium Voltage-Gated Channel Subfamily C Member 3		-1.908587732		1.80E-06		0.000306948

		comp11995		Nlrc3		NLR Family CARD Domain Containing 3		-1.227111312		1.86E-06		0.000314503

		comp14958		Pex26		Peroxisomal Biogenesis Factor 26		-1.454721328		1.90E-06		0.000320564

		comp5509		Cep192		Centrosomal Protein 192		-1.599789159		1.98E-06		0.000332213

		comp14024		Cd5l		CD5 Molecule Like		-1.481719323		2.15E-06		0.000354024

		comp25458		Slco1c1		Solute Carrier Organic Anion Transporter Family Member 1C1		-1.298598739		2.37E-06		0.000385349

		comp18495		Gpr63		G Protein-Coupled Receptor 63		-1.33630161		2.46E-06		0.00039782

		comp540		ZNF416		Zinc Finger Protein 416		-2.804266325		2.46E-06		0.00039782

		comp44480		Crybb1		Crystallin Beta B1		-2.567175396		2.60E-06		0.000417377

		comp8247		Lepr		Leptin Receptor		-1.748259568		2.60E-06		0.000417377

		comp13422		Mrgprf		MAS Related GPR Family Member F		-1.908434207		2.68E-06		0.000426464

		comp26389		A2m		Alpha-2-Macroglobulin		-2.017940337		3.03E-06		0.000476243

		comp10728		Serpinh1		Serpin Family H Member 1		-1.30482154		3.30E-06		0.00050747

		comp7505		Paqr5		Progestin And AdipoQ Receptor Family Member 5		-2.060446145		3.42E-06		0.000520167

		comp25336		Atp2a3		ATPase Sarcoplasmic/Endoplasmic Reticulum Ca2+ Transporting 3		-2.112668797		3.50E-06		0.000529917

		comp15898		Saxo2		Stabilizer Of Axonemal Microtubules 2		-1.334915148		3.64E-06		0.000542819

		comp13688		Mut		Methylmalonyl-CoA mutase, mitochondrial		-1.287264292		4.32E-06		0.000614736

		comp25353		Itga6		Integrin Subunit Alpha 6		-1.213449045		4.33E-06		0.000614875

		comp21991		Wwc3		WWC Family Member 3		-1.14718594		5.62E-06		0.000752014

		comp28892		Pdgfc		Platelet Derived Growth Factor C		-1.534083929		5.98E-06		0.000783999

		comp20154		Radil		Rap Associating With DIL Domain		-1.477031963		6.08E-06		0.000795678

		comp14703		P2rx7		Purinergic Receptor P2X 7		-1.415612519		6.32E-06		0.000820466

		comp21888		Boc		BOC Cell Adhesion Associated, Oncogene Regulated		-1.198013821		6.93E-06		0.00087761

		comp28776		Zfp275		Zinc Finger Protein 275		-1.224532209		7.01E-06		0.000883798

		comp39844		Pls1		Plastin 1		-1.874512464		7.21E-06		0.000902461

		comp17427		Nkx6-2		NK6 Homeobox 2		-1.28215872		7.31E-06		0.000909644

		comp26440		ANKRD7		Ankyrin Repeat Domain 7		-1.437265573		8.11E-06		0.000988737

		comp24261		Spry4		Sprouty RTK Signaling Antagonist 4		-1.269491788		8.12E-06		0.000988737

		comp24950		Osbpl5		Oxysterol Binding Protein Like 5		-1.270454446		8.48E-06		0.001023134

		comp16490		Gimap1		GTPase, IMAP Family Member 1		-2.267127514		8.56E-06		0.001028191

		comp23137		Dusp6		Dual Specificity Phosphatase 6		-1.497204718		8.94E-06		0.001059784

		comp23762		Cdh11		Cadherin 11		-1.14046652		1.14E-05		0.001293115

		comp20001		Gabra6		Gamma-Aminobutyric Acid Type A Receptor Alpha6 Subunit		-2.696458691		1.23E-05		0.001371774

		comp5821		Asb3		Ankyrin Repeat And SOCS Box Containing 3		-1.414518336		1.28E-05		0.001420817

		comp15509		Prdm2		PR/SET Domain 2		-1.28237695		1.31E-05		0.001449259

		comp32547		Rassf10		Ras Association Domain Family Member 10		-1.569636913		1.33E-05		1.46E-03

		comp13795		Tmcc1		Transmembrane And Coiled-Coil Domain Family 1		-1.616320655		1.33E-05		1.46E-03

		comp37485		Asap3		ArfGAP With SH3 Domain, Ankyrin Repeat And PH Domain 3		-2.038471099		1.34E-05		0.001468762

		comp13049		Slc16a4		Solute Carrier Family 16 Member 4		-1.456728387		1.36E-05		0.001484828

		comp12503		Nkx2-2		NK2 Homeobox 2		-1.426281207		1.38E-05		0.001489075

		comp17283		Slc19a3		Solute Carrier Family 19 Member 3		-1.567453414		1.43E-05		0.001529532

		comp17978		Sostdc1		Sclerostin Domain Containing 1		-2.787927883		1.53E-05		0.001608845

		comp18921		Mterf3		Mitochondrial Transcription Termination Factor 3		-1.257901948		1.58E-05		0.001650283

		comp17055		Cd248		CD248 Molecule		-1.405647889		1.69E-05		0.001745975

		comp10477		Ddc		Dopa Decarboxylase		-2.301225283		1.82E-05		0.001855336

		comp5800		ZNF134		Zinc Finger Protein 134		-1.235742021		1.83E-05		0.001859076

		comp25532		Rbm14		RNA Binding Motif Protein 14		-1.059689816		1.85E-05		0.001873301

		comp18683		Znf629		Zinc Finger Protein 629		-1.179872844		1.87E-05		0.001894312

		comp19601		Cyp27a1		Cytochrome P450 Family 27 Subfamily A Member 1		-1.411354654		2.04E-05		0.002027908

		comp19335		Sh3tc2		SH3 Domain And Tetratricopeptide Repeats 2		-1.670906308		2.15E-05		0.002123978

		comp20409		Kank3		KN Motif And Ankyrin Repeat Domains 3		-1.221308073		2.17E-05		0.002131214

		comp23142		Capn15		Calpain 15		-1.058594134		2.22E-05		0.002171071

		comp7870		Cldn2		Claudin 2		-2.184300484		2.29E-05		0.002224231

		comp24984		Bms1		BMS1 Ribosome Biogenesis Factor		-1.074390886		2.37E-05		0.002284911

		comp17569		Rasgrp3		RAS Guanyl Releasing Protein 3		-1.207921751		2.44E-05		0.002341577

		comp18655		Dock6		Dedicator Of Cytokinesis 6		-1.18435458		2.54E-05		0.002421148

		comp6844		Taf12		TATA-Box Binding Protein Associated Factor 12		-1.232157695		2.69E-05		0.002550822

		comp13779		Shisa3		Shisa Family Member 3		-1.485184745		2.72E-05		0.00256514

		comp25955		Erap1		Endoplasmic Reticulum Aminopeptidase 1		-1.162037303		2.75E-05		2.59E-03

		comp25760		Rnf216		Ring Finger Protein 216		-1.070865733		2.87E-05		0.002677018

		comp13063		Zfp64		ZFP64 Zinc Finger Protein		-1.490965934		2.91E-05		0.00270101

		comp14416		Cep76		Centrosomal Protein 76		-1.432627367		3.03E-05		0.00279066

		comp21794		Cnpy1		Canopy FGF Signaling Regulator 1		-2.745624322		3.13E-05		0.002856148

		comp25747		CLK1		CDC Like Kinase 1		-1.089958523		3.50E-05		0.003150734

		comp21616		En2		Engrailed Homeobox 2		-2.124553697		3.56E-05		0.003185532

		comp16091		Enpp2		Ectonucleotide Pyrophosphatase/Phosphodiesterase 2		-1.657979674		3.57E-05		3.19E-03

		comp56428		Egr2		Early Growth Response 2		-3.935994266		3.81E-05		0.00334502

		comp25554		Bcl7a		BAF Chromatin Remodeling Complex Subunit BCL7A		-1.237747999		3.87E-05		0.003371

		comp9950		Zg16		Zymogen Granule Protein 16		-2.940398217		3.86E-05		0.003371

		comp5666		Rcc1		Regulator Of Chromosome Condensation 1		-1.336295604		3.97E-05		0.003433216

		comp768		Tbxa2r		Thromboxane A2 Receptor		-3.181186488		4.22E-05		0.003623931

		comp25136		Lama2		Laminin Subunit Alpha 2		-1.139487151		4.34E-05		0.003695801

		comp17047		Pth1r		Parathyroid Hormone 1 Receptor		-1.374132725		4.34E-05		0.003695801

		comp29774		Col8a2		Collagen Type VIII Alpha 2 Chain		-1.296707092		4.67E-05		3.92E-03

		comp16572		Spry3		Sprouty RTK Signaling Antagonist 3		-1.281443911		4.75E-05		0.003973753

		comp12000		Ttr		Transthyretin		-2.489073397		4.80E-05		0.004002045

		comp12298		CBLN1		Cerebellin 1 Precursor		-1.588707847		4.99E-05		0.004098802

		comp24931		Dusp11		Dual Specificity Phosphatase 11		-1.181227579		5.00E-05		0.004099988

		comp25318		Clic6		Chloride Intracellular Channel 6		-2.314351835		5.07E-05		0.004136609

		comp21667		Slc25a42		Solute Carrier Family 25 Member 42		-1.045754907		5.24E-05		0.004224214

		comp10090		DCAF12		DDB1 And CUL4 Associated Factor 12		-1.168001549		5.32E-05		0.004269628

		comp16799		Ecrg4		ECRG4 Augurin Precursor		-2.080888129		5.53E-05		0.004395669

		comp9711		Znf526		Zinc Finger Protein 526		-1.190467362		5.55E-05		0.004401164

		comp25573		Slco2b1		Solute Carrier Organic Anion Transporter Family Member 2B1		-1.08349379		5.75E-05		0.004534599

		comp8299		Ptchd1		Patched Domain Containing 1		-1.207111372		5.77E-05		0.004540579

		comp10028		Tep1		Telomerase Associated Protein 1		-1.342610699		5.98E-05		0.004682299

		comp31862		Mycn		MYCN Proto-Oncogene, BHLH Transcription Factor		-1.46493567		6.36E-05		0.004930194

		comp20878		ZNF665		Zinc Finger Protein 665		-1.129138636		7.07E-05		0.005388348

		comp29426		Dynlrb2		Dynein Light Chain Roadblock-Type 2		-1.679734071		7.18E-05		0.005450645

		comp20589		Katna1		Katanin Catalytic Subunit A1		-1.13929371		7.22E-05		0.005470763

		comp7001		Mmp15		Matrix Metallopeptidase 15		-1.218847447		7.28E-05		0.005497421

		comp13359		Lca5		Lebercilin LCA5		-1.632319504		7.29E-05		0.005504857

		comp7051		Tada2a		Transcriptional Adaptor 2A		-1.129131206		7.60E-05		0.005724322

		comp23096		Pank3		Pantothenate Kinase 3		-1.031101901		8.09E-05		6.01E-03

		comp2651		Arsk		Arylsulfatase Family Member K		-1.287240609		9.18E-05		0.006607928

		comp30668		Col3a1		Collagen Type III Alpha 1 Chain		-1.160361575		9.18E-05		0.006607928

		comp18304		Msx1		Msh Homeobox 1		-1.652904162		9.16E-05		0.006607928

		comp29925		Dcun1d3		Defective In Cullin Neddylation 1 Domain Containing 3		-1.336301074		9.29E-05		0.006651219

		comp30998		Mblac1		Metallo-Beta-Lactamase Domain Containing 1		-1.481142279		9.45E-05		0.006741046

		comp28660		Nr4a3		Nuclear Receptor Subfamily 4 Group A Member 3		-1.451405255		9.57E-05		0.006812871

		comp22133		Rnpc3		RNA Binding Region (RNP1, RRM) Containing 3		-1.179878327		1.01E-04		0.007076888

		comp10883		Xkr7		XK Related 7		-1.544374155		0.000101175		0.00710039

		comp14350		Bcdin3d		BCDIN3 Domain Containing RNA Methyltransferase		-1.364142463		0.000105839		0.007340853

		comp21714		Osbpl11		Oxysterol Binding Protein Like 11		-1.029106726		0.000110553		0.007607033

		comp26247		Serpina3n		Serine protease inhibitor A3N		-1.192142259		0.000112276		0.007693812

		comp21427		Ca8		Carbonic Anhydrase 8		-1.471439652		1.17E-04		0.007939154

		comp25589		Anks3		Ankyrin Repeat And Sterile Alpha Motif Domain Containing 3		-1.040211641		0.000120894		0.008126381

		comp23033		Elovl7		ELOVL Fatty Acid Elongase 7		-1.055223305		1.25E-04		8.35E-03

		comp35900		SP6		Sp6 Transcription Factor		-1.858866963		1.29E-04		8.57E-03

		comp18968		Rps6ka1		Ribosomal Protein S6 Kinase A1		-1.123294392		1.30E-04		8.63E-03

		comp19317		Inppl1		Inositol Polyphosphate Phosphatase Like 1		-1.004344799		1.34E-04		0.008804348

		comp2031		Rps6kb1		Ribosomal Protein S6 Kinase B1		-3.099639692		0.000136438		0.008920428

		comp26442		Fat2		FAT Atypical Cadherin 2		-2.117430418		1.38E-04		8.97E-03

		comp7688		Cbln3		Cerebellin 3 Precursor		-2.344550483		0.00013849		0.009019357

		comp29174		Fastkd1		FAST Kinase Domains 1		-1.346975438		1.41E-04		9.12E-03

		comp34064		Eva1b		Eva-1 Homolog B		-2.127266004		0.000142856		0.009231858

		comp27058		Itm2a		Integral Membrane Protein 2A		-1.008661758		0.00014508		0.009357523

		comp21455		Kctd7		Potassium Channel Tetramerization Domain Containing 7		-1.025959205		1.55E-04		9.79E-03

		comp14880		Pibf1		Progesterone Immunomodulatory Binding Factor 1		-1.40753541		0.000156483		0.009849454

		comp19838		Usp40		Ubiquitin Specific Peptidase 40		-1.108915406		0.000170712		0.010468235

		comp18008		C1orf115		Chromosome 1 open reading frame 115		-1.281974661		1.86E-04		0.01114104

		comp26504		gag-pro-pol		Gag-Pro-Pol polyprotein		-1.056004783		1.88E-04		0.011197794

		comp5440		Uncx		UNC Homeobox		-2.205215119		1.89E-04		1.12E-02

		comp20190		Tmem101		Transmembrane Protein 101		-1.203784512		0.000188836		0.011230082

		comp21181		Pik3c2b		Phosphatidylinositol-4-Phosphate 3-Kinase Catalytic Subunit Type 2 Beta		-1.004960024		0.000189481		0.011246248

		comp24545		Zfp97		Zinc finger protein 97		-1.045714666		1.90E-04		1.13E-02

		comp51216		Ankrd55		Ankyrin Repeat Domain 55		-6.243213373		2.01E-04		0.011739571

		comp36525		Insc		INSC Spindle Orientation Adaptor Protein		-1.656000969		2.00E-04		0.011739571

		comp26059		Dzip3		DAZ Interacting Zinc Finger Protein 3		-1.018891064		2.06E-04		0.011981249

		comp29132		Atl3		Atlastin GTPase 3		-1.078569625		2.19E-04		0.012623659

		comp22167		Dnajb5		DnaJ Heat Shock Protein Family (Hsp40) Member B5		-1.063928001		2.23E-04		0.012794122

		comp22722		Dusp5		Dual Specificity Phosphatase 5		-1.14747127		2.25E-04		1.29E-02

		comp42018		En1		Engrailed Homeobox 1		-2.89337916		0.000237975		0.013459355

		comp29579		Fam84b		Family with sequence similarity 84, member B		-1.09398946		0.000238583		0.013459355

		comp17426		Gprc5c		G Protein-Coupled Receptor Class C Group 5 Member C		-1.304051391		2.38E-04		1.35E-02

		comp26155		Exph5		Exophilin 5		-1.000982107		2.43E-04		0.013624162

		comp7618		Art3		ADP-Ribosyltransferase 3		-1.624295217		2.44E-04		0.013638024

		comp5862		Pou3f3		POU Class 3 Homeobox 3		-1.699182814		2.45E-04		0.013679018

		comp18963		Pigu		Phosphatidylinositol Glycan Anchor Biosynthesis Class U		-1.021884217		2.57E-04		1.42E-02

		comp24927		Acsm5		Acyl-CoA Synthetase Medium Chain Family Member 5		-1.239123536		2.62E-04		1.44E-02

		comp5195		Caap1		Caspase Activity And Apoptosis Inhibitor 1		-1.082126857		2.69E-04		1.47E-02

		comp23462		Dhx57		DExH-Box Helicase 57		-1.012333918		0.000270537		0.014725546

		comp8112		Lurap1		Leucine Rich Adaptor Protein 1		-1.00686605		2.74E-04		0.014852717

		comp27743		Pou3f2		POU Class 3 Homeobox 2		-1.271787403		2.77E-04		0.014931314

		comp27680		Maf		MAF BZIP Transcription Factor		-1.084161693		2.86E-04		1.53E-02

		comp17729		Lzts2		Leucine Zipper Tumor Suppressor 2		-1.381624898		2.90E-04		0.015466071

		comp22311		Fzd2		Frizzled Class Receptor 2		-1.023836592		2.96E-04		1.57E-02

		comp21402		Gjb2		Gap Junction Protein Beta 2		-1.040438724		0.00030127		0.015856927

		comp23551		Kif19		Kinesin Family Member 19		-1.110943025		0.000306478		0.016067906

		comp23464		Shisa8		Shisa Family Member 8		-1.078803689		0.000316329		0.016424978

		comp19309		Mab21l1		Mab-21 Like 1		-2.278675949		0.000327569		0.016921893

		comp15398		Edn3		Endothelin 3		-1.0882067		0.000331995		0.017110919

		comp17431		Oaf		Out At First Homolog		-1.100765007		0.000353486		0.017970025

		comp20430		Prdm15		PR/SET Domain 15		-1.057819144		0.000358687		0.018164984

		comp23522		Mtr		5-Methyltetrahydrofolate-Homocysteine Methyltransferase		-1.102829498		3.61E-04		0.018240502

		comp7364		Crybg3		Crystallin Beta-Gamma Domain Containing 3		-1.381532293		3.86E-04		0.019153143

		comp32792		Prlr		Prolactin Receptor		-1.866736858		3.98E-04		0.019606821

		comp32345		Crtam		Cytotoxic And Regulatory T Cell Molecule		-1.915900535		4.01E-04		1.97E-02

		comp17144		Zeb2		Zinc Finger E-Box Binding Homeobox 2		-1.014063852		0.000407184		0.019927595

		comp5371		Tbccd1		TBCC Domain Containing 1		-1.213915314		0.000412		0.020119162

		comp9853		C8H9orf85		C8H9ORF85 protein		-1.207907218		0.000414059		0.020190268

		comp13248		Gas1		Growth Arrest Specific 1		-1.013717335		0.000420188		0.020399992

		comp25826		Cx3cr1		C-X3-C Motif Chemokine Receptor 1		-1.075386307		4.26E-04		0.020618003

		comp8445		Apex2		Apurinic/Apyrimidinic Endodeoxyribonuclease 2		-1.333958327		0.000434254		0.020856023

		comp36448		Eomes		Eomesodermin		-1.826864025		0.000444764		0.02116341

		comp26272		Pbrm1		Polybromo 1		-1.502557578		0.000446389		0.021225656

		comp16063		Npr3		Natriuretic Peptide Receptor 3		-1.041957792		0.000472369		0.022130939

		comp16535		Zic5		Zic Family Member 5		-1.125007814		0.000514612		0.023635217

		comp16452		Pccb		Propionyl-CoA Carboxylase Subunit Beta		-1.238866849		0.000519559		0.023695134

		comp21769		Dtd2		D-Aminoacyl-TRNA Deacylase 2		-1.022204932		0.000522667		0.023820677

		comp19129		Fam107b		Family With Sequence Similarity 107 Member B		-1.026525676		0.000528722		0.023982328

		comp12136		Ttpa		Alpha Tocopherol Transfer Protein		-1.480663221		0.000544844		0.024547324

		comp17733		Nr4a1		Nuclear Receptor Subfamily 4 Group A Member 1		-1.982349915		0.000550892		0.024685755

		comp8755		Pcdh18		Protocadherin 18		-1.883099484		0.000561522		0.024979348

		comp13193		Hspb11		Heat Shock Protein Family B (Small) Member 11		-1.214563035		0.000577689		0.025545745

		comp11509		Lhx1		LIM Homeobox 1		-2.039958343		0.000621073		0.026878373

		comp52379		SAMD13		Sterile alpha motif domain containing 13		-2.423265937		0.000636821		0.027400495

		comp15028		Stk36		Serine/Threonine Kinase 36		-1.096419618		0.000649326		0.027777869

		comp18636		Acta2		Actin Alpha 2, Smooth Muscle		-1.386701881		0.000660698		0.028120626

		comp16217		Foxj1		Forkhead Box J1		-1.444795953		0.000664183		0.028215152

		comp21304		Ppp1r17		Protein Phosphatase 1 Regulatory Subunit 17		-1.996604551		0.000664992		0.028231599

		comp29248		Aqp1		Aquaporin 1 (Colton Blood Group)		-1.286006158		0.000668628		0.028322551

		comp15526		ZNF169		Zinc Finger Protein 169		-1.813698939		0.000683544		0.028691694

		comp36018		Flvcr2		Feline Leukemia Virus Subgroup C Cellular Receptor Family Member 2		-1.504484733		0.000707883		0.029473101

		comp19806		Chtop		Chromatin Target Of PRMT1		-1.421848553		0.000726878		0.030002747

		comp16479		Spaca6		Sperm Acrosome Associated 6		-2.274093362		0.000752332		0.03076887

		comp20735		Tmem74		Transmembrane Protein 74		-1.1490883		0.00076216		0.030981531

		comp3599		Tmem253		Transmembrane Protein 253		-2.95048348		0.000768011		0.031166828

		comp10971		Gpbp1l1		GC-Rich Promoter Binding Protein 1 Like 1		-1.073031778		0.000799889		0.032051196

		comp17812		Tcof1		Treacle Ribosome Biogenesis Factor 1		-1.454077986		0.000818708		0.03262431

		comp11838		Zic2		Zic Family Member 2		-1.009983635		0.000819183		0.03262431

		comp5032		NP		Nucleoprotein		-1.014794543		0.000822575		0.032694893

		comp29388		FAM155B		Family With Sequence Similarity 155 Member B		-1.068306501		0.000851045		0.033575406

		comp44339		Folr1		Folate Receptor Alpha		-2.798374185		0.000856611		0.033755207

		comp9737		Sult4a1		Sulfotransferase Family 4A Member 1		-1.198941826		0.000877584		0.034327245

		comp17475		Bdnf		Brain Derived Neurotrophic Factor		-1.01863249		0.00089751		0.034694269

		comp17622		Slc52a2		Solute Carrier Family 52 Member 2		-1.083041191		0.000931356		0.035651373

		comp25048		Mbd5		Methyl-CpG Binding Domain Protein 5		-1.29074046		0.000932416		0.035671582

		comp18473		HMGXB4		HMG-Box Containing 4		-1.130900835		0.000942639		0.035919008

		comp18554		Thbs2		Thrombospondin 2		-1.232257632		0.000945983		0.036001645

		comp18538		Oas1a		2'-5'-oligoadenylate synthase 1A		-1.0585223		0.000953166		0.036196523

		comp17745		Ywhah		Tyrosine 3-Monooxygenase/Tryptophan 5-Monooxygenase Activation Protein Eta		-1.488353296		0.000956381		0.036298004

		comp16248		Gemin7		Gem Nuclear Organelle Associated Protein 7		-1.230635809		0.000970072		0.036713582

		comp37805		Barhl1		BarH Like Homeobox 1		-2.561996251		0.0009958		0.037391363

		comp20683		Kcns3		Potassium Voltage-Gated Channel Modifier Subfamily S Member 3		-1.124220839		0.001003551		0.037535042

		comp17435		RPGRIP1L		RPGRIP1 Like		-1.199024653		0.001006436		0.03757999

		comp34563		Samhd1		SAM And HD Domain Containing Deoxynucleoside Triphosphate Triphosphohydrolase 1		-1.52359807		0.001042761		0.038485576

		comp17701		Acp6		Acid Phosphatase 6, Lysophosphatidic		-1.100687374		0.001062617		0.039055757

		comp18781		Megf6		Multiple EGF Like Domains 6		-1.088613239		0.001103616		0.040150446

		comp39889		Efcab1		EF-Hand Calcium Binding Domain 1		-1.347650027		0.001108513		0.040246718

		comp8135		Klhl1		Kelch Like Family Member 1		-1.139473616		0.001115481		0.040390168

		comp41607		Chst5		Carbohydrate Sulfotransferase 5		-1.280922202		0.00115305		0.041476535

		comp49865		ZNF426		Zinc Finger Protein 426		-3.087901632		0.001161687		0.041691615

		comp27039		ZIC1		Zic Family Member 1		-1.372240786		0.001178434		0.042042183

		comp36235		Adprhl1		ADP-Ribosylhydrolase Like 1		-2.2066346		0.001182678		0.042139593

		comp50675		Cfap46		Cilia And Flagella Associated Protein 46		-1.514011479		0.001198921		0.042559806

		comp44382		Spon2		Spondin 2		-2.28098625		0.001228139		0.043083985

		comp14456		Npr1		Natriuretic Peptide Receptor 1		-1.121349451		0.001229487		0.043096404

		comp23498		Nynrin		NYN Domain And Retroviral Integrase Containing		-1.029301997		0.00131752		0.045536215

		comp9630		THBS3		Thrombospondin 3		-2.000351741		0.001327882		0.045707821

		comp10992		Cml1		Probable N-acetyltransferase CML1		-1.955261601		0.001461552		0.049097286

		comp14126		Hk2		Hexokinase 2		4.572569459		3.79E-37		1.27E-32

		comp28080		Emp1		Epithelial Membrane Protein 1		4.567531858		1.42E-32		3.17E-28

		comp18550		Adamts1		ADAM Metallopeptidase With Thrombospondin Type 1 Motif 1		3.178993651		3.28E-30		5.48E-26

		comp5085		Icam1		Intercellular Adhesion Molecule 1		3.627068271		8.58E-30		1.15E-25

		comp12359		Depp		DEPP1 Autophagy Regulator		3.726590428		1.94E-28		2.17E-24

		comp12774		Plat		Plasminogen Activator, Tissue Type		2.951166856		5.78E-28		5.52E-24

		comp12644		Fzd9		Frizzled Class Receptor 9		3.449995586		1.39E-25		9.29E-22

		comp12325		Tinagl1		Tubulointerstitial Nephritis Antigen Like 1		3.06516233		6.41E-25		3.90E-21

		comp18238		Adamts9		ADAM Metallopeptidase With Thrombospondin Type 1 Motif 9		3.150582117		1.12E-24		6.24E-21

		comp28808		Wnt10b		Wnt Family Member 10B		3.430448617		4.48E-22		2.00E-18

		comp29854		Serpine1		Serpin Family E Member 1		4.558243293		1.57E-20		5.84E-17

		comp25209		Map6		Microtubule Associated Protein 6		4.081995234		1.31E-19		4.39E-16

		comp17177		Adm		Adrenomedullin		3.018464355		1.40E-19		4.46E-16

		comp25428		Cdh5		Cadherin 5		2.275117676		4.63E-18		1.24E-14

		comp29587		Plaur		Plasminogen Activator, Urokinase Receptor		3.434587812		7.39E-18		1.90E-14

		comp30052		Lrrc32		Leucine Rich Repeat Containing 32		2.575549278		8.72E-18		2.16E-14

		comp26268		Bin1		Bridging Integrator 1		2.366210692		2.25E-17		5.38E-14

		comp5293		Edn1		Endothelin 1		2.937643042		8.05E-16		1.74E-12

		comp7988		Epha2		EPH Receptor A2		3.203194817		2.91E-15		5.41E-12

		comp23119		Pecam1		Platelet And Endothelial Cell Adhesion Molecule 1		1.985645926		1.41E-14		2.56E-11

		comp18941		Thbs1		Thrombospondin 1		2.305602637		1.92E-14		3.39E-11

		comp19895		Pgf		Placental Growth Factor		2.909229809		3.01E-14		5.04E-11

		comp10623		Msn		Moesin		1.927183459		4.16E-14		6.48E-11

		comp28166		PVR		PVR Cell Adhesion Molecule		2.22896173		9.61E-14		1.40E-10

		comp17469		Cyr61		CCN family member 1		3.076748397		1.55E-13		2.20E-10

		comp15637		Maff		MAF BZIP Transcription Factor F		2.950453779		1.21E-12		1.42E-09

		comp19356		Eln		Elastin		2.230842533		8.53E-12		8.52E-09

		comp3130		Cxcl1		C-X-C Motif Chemokine Ligand 1		6.206676417		1.25E-11		1.20E-08

		comp21075		Arrdc2		Arrestin Domain Containing 2		1.886957487		1.34E-11		1.24E-08

		comp28694		Tnfrsf12a		TNF Receptor Superfamily Member 12A		2.967723057		1.59E-11		1.37E-08

		comp4754		Angpt2		Angiopoietin 2		2.445412771		3.76E-11		2.96E-08

		comp35813		Wnt1		Wnt Family Member 1		4.771732227		4.22E-11		3.28E-08

		comp21707		Eva1c		Eva-1 Homolog C		2.068017986		4.90E-11		3.68E-08

		comp25208		Tgm2		Transglutaminase 2		1.862243066		7.49E-11		5.40E-08

		comp11100		Crispld2		Cysteine Rich Secretory Protein LCCL Domain Containing 2		2.549159018		1.66E-10		1.11E-07

		comp17863		Pkm		Pyruvate Kinase M1/2		1.825572016		1.80E-10		1.19E-07

		comp20519		Tbx3		T-Box 3		1.827850492		3.87E-10		2.33E-07

		comp10708		S100a6		S100 Calcium Binding Protein A6		2.077198047		4.52E-10		2.65E-07

		comp32216		Ebi3		Epstein-Barr Virus Induced 3		6.138064736		4.67E-10		2.71E-07

		comp9186		Stc2		Stanniocalcin 2		2.381889515		6.54E-10		3.58E-07

		comp34771		Bcl6b		BCL6B Transcription Repressor		2.365306584		8.53E-10		4.55E-07

		comp10422		Dll4		Delta Like Canonical Notch Ligand 4		1.766713477		1.02E-09		5.36E-07

		comp20733		Haus1		HAUS Augmin Like Complex Subunit 1		2.048696288		1.21E-09		6.28E-07

		comp28757		Sox17		SRY-Box 17		1.815201178		1.57E-09		7.80E-07

		comp18219		Mafk		MAF BZIP Transcription Factor K		1.674444756		1.63E-09		7.89E-07

		comp27539		Hmox1		Heme Oxygenase 1		1.648219904		2.48E-09		1.14E-06

		comp23701		Col4a1		Collagen Type IV Alpha 1 Chain		1.433723113		3.58E-09		1.57E-06

		comp13398		Myl4		Myosin Light Chain 4		3.107281831		3.82E-09		1.64E-06

		comp6758		Ets1		ETS Proto-Oncogene 1, Transcription Factor		1.559088941		3.87E-09		1.65E-06

		comp29716		Proser2		Proline And Serine Rich 2		1.673787351		4.39E-09		1.84E-06

		comp27600		Apold1		Apolipoprotein L Domain Containing 1		2.333271062		5.73E-09		2.28E-06

		comp19988		Tnfrsf22		Tumor necrosis factor receptor superfamily member		2.006216494		6.22E-09		2.46E-06

		comp10217		Hic1		HIC ZBTB Transcriptional Repressor 1		2.009671855		7.87E-09		3.05E-06

		comp17271		Plek		Pleckstrin		2.070173106		1.29E-08		4.72E-06

		comp24516		Cd93		CD93 Molecule		1.670091812		1.39E-08		5.04E-06

		comp31658		Atf3		Activating Transcription Factor 3		2.048294909		1.51E-08		5.33E-06

		comp7121		Cdkn1a		Cyclin Dependent Kinase Inhibitor 1A		1.924567512		1.69E-08		5.80E-06

		comp5376		Clic5		Chloride Intracellular Channel 5		1.705418751		1.97E-08		6.69E-06

		comp17301		Slc2a5		Solute Carrier Family 2 Member 5		1.657867625		2.19E-08		7.32E-06

		comp27012		Rgcc		Regulator Of Cell Cycle		1.525516159		2.32E-08		7.70E-06

		comp36133		Recql4		RecQ Like Helicase 4		2.785582617		4.86E-08		1.54E-05

		comp2322		Tnfaip3		TNF Alpha Induced Protein 3		1.75103414		5.00E-08		1.58E-05

		comp19858		Aspdh		Aspartate Dehydrogenase Domain Containing		1.772183376		5.43E-08		1.69E-05

		comp23351		Col4a2		Collagen Type IV Alpha 2 Chain		1.274708439		1.11E-07		3.14E-05

		comp10790		Anxa3		Annexin A3		1.496229272		1.12E-07		3.15E-05

		comp25949		Muc6		Mucin 6, Oligomeric Mucus/Gel-Forming		1.640971725		1.92E-07		5.07E-05

		comp25844		Tia1		TIA1 Cytotoxic Granule Associated RNA Binding Protein		1.500160748		2.19E-07		5.67E-05

		comp20474		Nes		Nestin		1.444893693		2.99E-07		7.33E-05

		comp20013		Pmaip1		Phorbol-12-Myristate-13-Acetate-Induced Protein 1		1.437411417		3.35E-07		7.94E-05

		comp11315		Pxdc1		PX Domain Containing 1		1.741292591		3.53E-07		8.27E-05

		comp12592		FLI1		Fli-1 Proto-Oncogene, ETS Transcription Factor		1.658725111		4.54E-07		0.000101007

		comp25053		Kdm3a		Lysine Demethylase 3A		1.288259262		5.73E-07		0.000120247

		comp26381		Abca1		ATP Binding Cassette Subfamily A Member 1		1.19952511		7.66E-07		0.000154101

		comp18938		Fzd4		Frizzled Class Receptor 4		1.286416721		7.65E-07		0.000154101

		comp20483		Ciart		Circadian Associated Repressor Of Transcription		2.009433566		8.50E-07		0.000168943

		comp25635		Trp53inp1		Tumor Protein P53 Inducible Nuclear Protein 1		1.290577229		9.79E-07		0.000189374

		comp11689		Nipsnap3b		Nipsnap Homolog 3B		1.773470095		9.92E-07		0.000190844

		comp27704		Clic1		Chloride Intracellular Channel 1		1.419084926		1.01E-06		0.000193608

		comp12580		Zfp36		ZFP36 Ring Finger Protein		1.700129833		1.14E-06		0.000213451

		comp10556		Ugt1a6		UDP Glucuronosyltransferase Family 1 Member A6		1.335902637		1.23E-06		0.000224643

		comp31453		Mcub		Mitochondrial Calcium Uniporter Dominant Negative Beta Subunit		2.257910254		1.28E-06		0.000233782

		comp6105		Anxa2		Annexin A2		1.482160735		1.29E-06		0.000235577

		comp21163		Txnip		Thioredoxin Interacting Protein		1.25473396		1.30E-06		0.000235732

		comp6095		Slc16a3		Solute Carrier Family 16 Member 3		1.399509557		1.33E-06		0.000238974

		comp16850		Spry1		Sprouty RTK Signaling Antagonist 1		1.351551177		1.39E-06		0.000247582

		comp22823		Slfn2		Divergent AAA domain		1.540242881		1.43E-06		0.000252762

		comp22560		Pfkl		Phosphofructokinase, Liver Type		1.319955074		1.71E-06		0.00029427

		comp20482		Zbtb16		Zinc Finger And BTB Domain Containing 16		1.349779806		1.77E-06		0.000303421

		comp28884		Nedd4		NEDD4 E3 Ubiquitin Protein Ligase		3.013589413		2.11E-06		0.000349355

		comp24428		Pdk1		Pyruvate Dehydrogenase Kinase 1		1.181782979		2.14E-06		0.000354024

		comp24719		H2-K1		Ig-like domain-containing protein		3.037270208		2.30E-06		0.000375144

		comp15843		Vwa1		Von Willebrand Factor A Domain Containing 1		1.409020581		2.69E-06		0.000427188

		comp5588		Nedd9		Neural Precursor Cell Expressed, Developmentally Down-Regulated 9		1.249986104		3.04E-06		0.000476577

		comp42427		St14		Suppression Of Tumorigenicity 14		2.287914436		3.29E-06		0.000507292

		comp37730		Mmp9		Matrix Metallopeptidase 9		2.127859014		3.34E-06		0.000511774

		comp9489		ADGRL3		Adhesion G Protein-Coupled Receptor L3		1.598889475		3.77E-06		0.00055163

		comp8338		Myof		Myoferlin		1.82365078		3.81E-06		0.00055537

		comp60273		Ascl2		Achaete-Scute Family BHLH Transcription Factor 2		3.53228159		5.09E-06		0.000701423

		comp35850		Pp2d1		Protein Phosphatase 2C Like Domain Containing 1		1.950718565		5.19E-06		0.00071106

		comp40283		Cd160		CD160 Molecule		2.344236548		5.44E-06		0.000734396

		comp21601		Sema4b		Semaphorin 4B		1.156607804		5.77E-06		0.000766427

		comp12750		Rin3		Ras And Rab Interactor 3		1.38206457		6.58E-06		0.000842322

		comp19591		Plod2		Procollagen-Lysine,2-Oxoglutarate 5-Dioxygenase 2		1.358565216		6.89E-06		0.000876527

		comp34144		Npvf		Neuropeptide VF Precursor		7.341301708		6.92E-06		0.000877237

		comp26245		Pla2g16		Phospholipase A2, group XVI		1.779858519		7.06E-06		0.000888027

		comp12449		Gadd45b		Growth Arrest And DNA Damage Inducible Beta		1.602797462		7.11E-06		0.000891651

		comp16612		Il4r		Interleukin 4 Receptor		1.293905419		7.30E-06		0.000909644

		comp15920		Adamts14		ADAM Metallopeptidase With Thrombospondin Type 1 Motif 14		1.367395548		7.92E-06		0.000973735

		comp16577		Ppp1r3c		Protein Phosphatase 1 Regulatory Subunit 3C		1.392844392		8.13E-06		0.000988737

		comp25782		Akap12		A-Kinase Anchoring Protein 12		1.392779487		9.42E-06		0.001110067

		comp17202		Snx33		Sorting Nexin 33		1.170758994		1.03E-05		0.001198616

		comp17861		Gpr4		G Protein-Coupled Receptor 4		1.288969745		1.05E-05		0.001221578

		comp17982		Extl1		Exostosin Like Glycosyltransferase 1		1.719968034		1.13E-05		0.001291866

		comp8412		Stc1		Stanniocalcin 1		1.999865982		1.40E-05		1.51E-03

		comp15827		Ddit4		DNA Damage Inducible Transcript 4		1.49674887		1.43E-05		0.001527048

		comp25789		Pstpip1		Proline-Serine-Threonine Phosphatase Interacting Protein 1		1.422768955		1.47E-05		0.001568793

		comp16183		Timp3		TIMP Metallopeptidase Inhibitor 3		1.087060954		1.64E-05		0.001703164

		comp25652		Rnft1		Ring Finger Protein, Transmembrane 1		2.769136375		1.65E-05		0.001711083

		comp8477		Lpcat2b		Lysophosphatidylcholine acyltransferase 2B		1.710643881		1.68E-05		0.001740842

		comp2010		Hpx		Hemopexin		2.384316359		1.84E-05		0.001864792

		comp21112		Spsb1		SplA/Ryanodine Receptor Domain And SOCS Box Containing 1		1.20988868		2.06E-05		0.002044129

		comp25017		Itga9		Integrin Subunit Alpha 9		1.425206101		2.11E-05		0.00208569

		comp9516		Spata46		Spermatogenesis Associated 46		1.559073624		2.16E-05		0.002123978

		comp8183		Eif4g2		Eukaryotic Translation Initiation Factor 4 Gamma 2		2.494727514		2.23E-05		0.002177497

		comp12145		Mfge8		Milk Fat Globule-EGF Factor 8 Protein		1.075560783		2.29E-05		0.002225255

		comp6089		Id1		Inhibitor Of DNA Binding 1, HLH Protein		1.429850184		2.77E-05		0.002605129

		comp36804		Usf2		Upstream Transcription Factor 2, C-Fos Interacting		2.639359329		2.93E-05		0.002717365

		comp12838		S100a11		S100 Calcium Binding Protein A11		1.234808732		3.55E-05		0.003178523

		comp20847		Fanci		FA Complementation Group I		1.32895924		4.32E-05		0.003689723

		comp18694		Trim17		Tripartite Motif Containing 17		1.585943867		4.34E-05		3.70E-03

		comp12075		Tbxas1		Thromboxane A Synthase 1		1.553840713		4.63E-05		0.003895851

		comp25936		VN1R4		Vomeronasal 1 Receptor 4		2.334680513		4.64E-05		0.003897263

		comp24442		Chka		Choline Kinase Alpha		3.432692385		4.75E-05		0.003973753

		comp25411		Mroh5		Maestro Heat Like Repeat Family Member 5 (Gene/Pseudogene)		1.377990091		4.88E-05		4.03E-03

		comp22326		Itga3		Integrin Subunit Alpha 3		1.089485046		4.95E-05		0.004085889

		comp19981		Birc3		Baculoviral IAP Repeat Containing 3		1.304494409		5.02E-05		0.004109314

		comp51158		C3ORF20		Chromosome 3 open reading frame 20		3.80588634		5.52E-05		0.00438896

		comp14931		Rhob		Ras Homolog Family Member B		1.091274094		5.66E-05		4.49E-03

		comp21980		Itga5		Integrin Subunit Alpha 5		1.542288542		5.73E-05		4.52E-03

		comp31822		SRSF1		Serine And Arginine Rich Splicing Factor 1		1.48605113		5.77E-05		0.004540579

		comp25566		Vhl		Von Hippel-Lindau Tumor Suppressor		2.369895629		6.00E-05		4.69E-03

		comp15946		ZNF764		Zinc Finger Protein 764		1.426107169		6.45E-05		0.004977501

		comp26058		Plscr2		Phospholipid Scramblase 2		1.442304385		7.05E-05		0.00538767

		comp8051		Sh3bp2		SH3 Domain Binding Protein 2		1.28819073		7.06E-05		0.00538767

		comp19457		Ifrd1		Interferon Related Developmental Regulator 1		1.001306434		7.27E-05		0.005497421

		comp18391		Ifngr1		Interferon Gamma Receptor 1		1.034394156		9.02E-05		0.006539922

		comp12202		Tspyl2		TSPY Like 2		1.140353442		9.36E-05		0.006686601

		comp13654		Notch4		Notch Receptor 4		1.079767904		1.09E-04		7.54E-03

		comp29863		Fzd6		Frizzled Class Receptor 6		1.160732487		0.000115089		0.007822795

		comp12742		Hipk4		Homeodomain Interacting Protein Kinase 4		1.676185097		0.000117513		0.007946994

		comp23121		Scarf2		Scavenger Receptor Class F Member 2		1.015207186		1.21E-04		0.008117525

		comp22050		Ankrd37		Ankyrin Repeat Domain 37		1.250619899		1.32E-04		0.008724023

		comp24128		Ppdpf		Pancreatic Progenitor Cell Differentiation And Proliferation Factor		1.05003125		0.000137196		0.008961223

		comp4943		Ppp1r18		Protein Phosphatase 1 Regulatory Subunit 18		1.219355363		1.40E-04		0.009122259

		comp6553		Tpm4		Tropomyosin 4		1.029420188		0.000142385		0.009210312

		comp27968		Cebpd		CCAAT Enhancer Binding Protein Delta		1.048692207		1.46E-04		0.00939035

		comp44203		Slc6a20b		Sodium- and chloride-dependent transporter XTRP3B		3.088614612		1.48E-04		0.009429337

		comp26130		Phf20l1		PHD Finger Protein 20 Like 1		3.895956147		0.000150823		0.009571162

		comp16370		Xylb		Xylulokinase		1.293141565		0.000161371		0.010087546

		comp15416		Srpk3		SRSF Protein Kinase 3		2.027379283		1.69E-04		1.04E-02

		comp16599		Ccdc175		Coiled-Coil Domain Containing 175		3.051454507		0.000178735		0.010848891

		comp12951		Jun		Jun Proto-Oncogene, AP-1 Transcription Factor Subunit		1.146155447		0.000178968		0.010849219

		comp24262		Pwwp2b		PWWP Domain Containing 2B		1.070040602		1.84E-04		0.01107743

		comp16983		Arhgap25		Rho GTPase Activating Protein 25		1.182265732		1.84E-04		0.011097608

		comp13657		Grsf1		G-Rich RNA Sequence Binding Factor 1		2.089343374		0.000185498		0.0111282

		comp23888		Rcn1		Reticulocalbin 1		1.107844125		1.93E-04		1.14E-02

		comp5572		Clcn3		Chloride Voltage-Gated Channel 3		1.213834696		0.000198445		0.011685021

		comp17820		Fam57a		Family with sequence similarity 57, member A		1.142545234		2.01E-04		1.17E-02

		comp34339		Synpo		Synaptopodin		1.624062718		0.000201017		0.011739571

		comp38453		Guca2a		Guanylate Cyclase Activator 2A		2.037011251		2.16E-04		0.012479293

		comp21514		Irf5		Interferon Regulatory Factor 5		1.158165851		0.000234104		0.013274711

		comp18658		Nfkbia		NFKB Inhibitor Alpha		1.16797556		2.71E-04		1.47E-02

		comp16317		Tnnt2		Troponin T2, Cardiac Type		1.515571692		2.79E-04		1.50E-02

		comp29527		Smad6		SMAD Family Member 6		1.166353065		2.82E-04		0.015177049

		comp48395		Alppl2		Alkaline phosphatase		4.716939269		2.89E-04		0.015444979

		comp35365		Kcna5		Potassium Voltage-Gated Channel Subfamily A Member 5		2.43839004		0.000304826		0.016006356

		comp22456		Mx2		MX Dynamin Like GTPase 2		1.025241937		0.000312169		0.016302434

		comp20039		Trim16		Tripartite Motif Containing 16		1.070732156		0.000313235		0.016307219

		comp15152		Arid5a		AT-Rich Interaction Domain 5A		1.115033303		0.000320323		0.01659876

		comp35623		ZNF423		Zinc Finger Protein 423		2.320377786		0.000324425		0.016785358

		comp17454		Ppp1r3d		Protein Phosphatase 1 Regulatory Subunit 3D		1.004706079		3.75E-04		0.018743617

		comp35274		Fez1		Fasciculation And Elongation Protein Zeta 1		2.16173497		3.75E-04		0.018768353

		comp880		Foxl1		Forkhead Box L1		2.243751755		0.000422059		0.020467431

		comp47174		Zbtb42		Zinc Finger And BTB Domain Containing 42		1.839678838		4.27E-04		0.020619145

		comp52766		Scube2		Signal Peptide, CUB Domain And EGF Like Domain Containing 2		2.033159769		0.00043224		0.020791791

		comp12960		Coq10b		Coenzyme Q10B		1.009167588		0.000437957		0.020942957

		comp35028		P2ry2		Purinergic Receptor P2Y2		1.476606512		0.000437111		0.020942957

		comp15823		Entpd3		Ectonucleoside Triphosphate Diphosphohydrolase 3		1.009124451		0.000448152		0.021279272

		comp13198		Mapkapk3		MAPK Activated Protein Kinase 3		1.037282284		0.000453571		0.021475645

		comp12064		Zbed3		Zinc Finger BED-Type Containing 3		1.686158431		0.000465387		0.021926571

		comp6717		Hmgb2		High Mobility Group Box 2		1.269400129		0.000469958		0.022051301

		comp46387		CHERP		Calcium Homeostasis Endoplasmic Reticulum Protein		2.726580649		0.000480632		0.022365093

		comp25736		SBF2		SET Binding Factor 2		2.726580802		0.000480582		0.022365093

		comp13565		MGRN1		Mahogunin Ring Finger 1		1.602047731		0.000534172		0.024196767

		comp29728		VAMP2		Vesicle Associated Membrane Protein 2		1.505622722		0.000554385		0.024777087

		comp53454		Ppm1n		Protein Phosphatase, Mg2+/Mn2+ Dependent 1N (Putative)		2.865496081		0.000583915		0.025753052

		comp30252		Tsc22d3		TSC22 Domain Family Member 3		1.588437781		0.000643061		0.027615729

		comp10033		Dennd1c		DENN Domain Containing 1C		1.387646069		0.000646487		0.027709527

		comp37616		Gcnt1		Glucosaminyl (N-Acetyl) Transferase 1		1.441168873		0.000646319		0.027709527

		comp50989		Gpr182		G Protein-Coupled Receptor 182		5.840115752		0.000673154		0.028398032

		comp19417		Gsta1		Glutathione S-Transferase Alpha 1		1.086101255		0.00067923		0.028582315

		comp17914		FOXO1		Forkhead Box O1		1.199024109		0.000679689		0.028583654

		comp25512		Lrrcc1		Leucine Rich Repeat And Coiled-Coil Centrosomal Protein 1		1.187155339		0.000702831		0.029321042

		comp19064		Plppr1		Phospholipid Phosphatase Related 1		1.042660071		0.000754124		0.030804516

		comp23635		Per1		Period Circadian Regulator 1		1.004913408		0.000785702		0.03166932

		comp16975		Nudt18		Nudix Hydrolase 18		1.023242818		0.000806216		0.032192099

		comp15759		Rhoj		Ras Homolog Family Member J		1.25044151		0.000853913		0.033668703

		comp67772		Tmem252		Transmembrane Protein 252		5.73197144		0.000898101		0.034694269

		comp21909		Tmem87a		Transmembrane Protein 87A		1.242309942		0.000927486		0.035543904

		comp7652		Lat2		Linker For Activation Of T Cells Family Member 2		1.551577206		0.000941278		0.035909616

		comp18148		Ppp1r14a		Protein Phosphatase 1 Regulatory Inhibitor Subunit 14A		1.109066177		0.001006417		0.03757999

		comp17354		Cbx4		Chromobox 4		1.816665154		0.001041878		0.038474188

		comp14957		Arpc1b		Actin Related Protein 2/3 Complex Subunit 1B		1.045618603		0.001062877		0.039055757

		comp24651		P4ha2		Prolyl 4-Hydroxylase Subunit Alpha 2		1.727913405		0.001069173		0.039176315

		comp24680		Rbbp6		RB Binding Protein 6, Ubiquitin Ligase		1.043849629		0.00108399		0.039657466

		comp18150		Bhlhe40		Basic Helix-Loop-Helix Family Member E40		1.065471504		0.001106586		0.040198565

		comp36102		Eif4ebp1		Eukaryotic Translation Initiation Factor 4E Binding Protein 1		1.703848996		0.001132602		0.040899529

		comp29791		Ier3		Immediate Early Response 3		1.089972257		0.001153007		0.041476535

		comp31628		Gipc3		GIPC PDZ Domain Containing Family Member 3		1.697636819		0.001170609		0.041887903

		comp19507		Rhbdf2		Rhomboid 5 Homolog 2		1.318340962		0.001173676		0.041952813

		comp23177		C1orf226		Chromosome 1 Open Reading Frame 226		1.107703476		0.001179083		0.042042183

		comp37978		Clic3		Chloride Intracellular Channel 3		1.725635468		0.001193751		0.042421259

		comp49171		Marveld2		MARVEL Domain Containing 2		3.896869114		0.00121215		0.04272704

		comp13117		Card9		Caspase Recruitment Domain Family Member 9		1.530368016		0.001252096		0.043683083

		comp18521		Igfbp3		Insulin Like Growth Factor Binding Protein 3		1.174620249		0.001272567		0.044258889

		comp14652		Pygl		Glycogen Phosphorylase L		1.284673703		0.001320796		0.045586415

		comp40480		Zdhhc11		Zinc Finger DHHC-Type Containing 11		2.00656317		0.001333393		0.045850369

		comp53152		Socs3		Suppressor Of Cytokine Signaling 3		2.292432301		0.001349703		0.046292338

		comp13950		Rab44		RAB44, Member RAS Oncogene Family		2.291484394		0.001375024		0.046992265

		comp15145		Lpin3		Lipin 3		1.267795091		0.001394783		0.047570409

		comp30812		Tmem81		Transmembrane Protein 81		1.079137886		0.001496617		0.049872816



		Logfold change ≥ 1, FDR ≤ 0.05, P ≤ 0.05. “−” Indicates a downregulated gene.
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Gene ID


Gene Symbol 


Nr description database


comp14282


Hoxb5


Homeobox protein Hox-B5


comp11275


Calca


Calcitonin Related Polypeptide Alpha


comp43146


ERVK-25


Endogenous Retrovirus Group K Member 25


comp45747


Ccdc129


Protein ITPRID1


comp42909


Hspbap1


HSPB1 Associated Protein 1


comp20711


Hsd11b1


Hydroxysteroid 11-Beta Dehydrogenase 1


comp22442


PLEKHG1


Pleckstrin Homology And RhoGEF Domain Containing G1


Annotation DEGs for L.mandarin



