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Additional file 7: Figure S1. Phylogenetic tree of Br-C gene family. Bootstrap values (>50%) are
shown at branch nodes. ggi: Glyptelasma gigas, owa: Octolasmis warwicki, Dpul: Daphnia pulex,
Eaff: Eurytemora affinis, LVAN: Litopenaeus vannamei, phaw: Parhyale hawaniensis



