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Recurrent translocations

Age group (years)

A
ge

−
sp

ec
ifi

c 
in

ci
de

nc
e 

ra
te

s

Legend

men women

0−14 15−24 25−39 40−64 65−74 74 and +

1 2 3 4 5 6

0
1

2
3

4
5

Mutations

Age group (years)

A
ge

−
sp

ec
ifi

c 
in

ci
de

nc
e 

ra
te

s

Legend

men women

0−14 15−24 25−39 40−64 65−74 74 and +
1 2 3 4 5 6

0
2

4
6

8

Undefined/Miscellaneous alterations
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