Supplement table 1. Model coefficients and hyperparameters of the prediction model with 5-fold nested cross-validation.
	
	Fold1
	Fold2
	Fold3
	Fold4
	Fold5
	Whole

	Smoke  
	0.317
	-0.067
	-0.458
	-0.366
	-0.337
	-0.416

	Pathology 
	-0.445
	-0.332
	-0.307
	-0.109
	-0.327
	-0.325

	Location 
	0.413
	0.414
	0.415
	0.409
	0.468
	0.534

	EGFR 
	0.834
	0.258
	0.636
	0.365
	0.521
	0.654

	Age   
	-0.042
	-0.009
	-0.059
	-0.018
	-0.022
	-0.032

	Size   
	0.255
	0
	0.063
	0.021
	0.086
	0.140

	N stage         
	0.181
	0
	0.282
	0.120
	0.153
	0.183

	Consolidation  
	-0.521
	-0.043
	-0.824
	-0.226
	-0.238
	-0.437

	Dose 
	-0.465
	0
	-0.032
	-0.308
	-0.344
	-0.394

	alpha
lambda
	0
0.125
	0.3
0.164
	0.2
0.080
	0
0.367
	0
0.239
	0
0.146
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