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No. Protein Leading razor protein Ubiquin Sequence Ratio Ubiquitinated Ratio Non-Ubiquitinated Ratio Protein Percent Ubiquitin Occupancy MG132 Percent Ubiquitin Occupancy Native
1 ACTG sp|P63261| VAPEEHPVLLTEAPLNPKANR 86.40 1.37 1.41 3 0
2 K2C7 sp|P08729| WTLLQEQKSAK 70.44 1.56 2.19 29 1
3 K2C7 sp|P08729| GELALKDAR 57.58 1.85 18.62 93 30
4 K2C7 sp|P08729| LLETKWTLLQEQK 51.11 1.56 3.20 53 3
5 SUMO2 sp|P61956| EGVKTENNDHINLK 50.89 0.61 1.55 61 2
6 DCDC2 sp|Q9UHG0| LNYLDIGEIKK 46.88 1.58 4.40 66 6
7 MYL6 sp|P60660| ALGQNPTNAEVLKVLGNPK 42.73 1.40 1.43 3 0
8 ALDOA sp|P04075| IVAPGKGILAADESTGSIAK 42.35 1.22 1.26 4 0
9 K2C7 sp|P08729| FETLQAQAGKHGDDLR 40.33 1.36 1.56 13 1



10 K2C7 sp|P08729| LQAEIDNIKNQR 27.67 1.33 1.43 7 0
11 HNRPM sp|P52272| GEIIAKQGGGGGGGSVPGIER 27.12 1.32 1.49 12 1
12 HSPB1 sp|P04792| TKDGVVEITGK 25.96 1.32 1.37 4 0
13 HSPB1 sp|P04792| AQLGGPEAAKSDETAAK 24.24 0.97 1.18 19 1
14 SUMO2 sp|P61956| TENNDHINLKVAGQDGSVVQFK 21.76 4.10 4.20 3 1
15 ALDOA sp|P04075| GILAADESTGSIAKR 21.51 1.22 1.24 2 0
16 ERBB2 sp|P04626| SPNHVKITDFGLAR 19.79 1.36 3.17 61 10
17 RS3 sp|P23396| ELTAVVQKR 19.64 1.36 1.42 5 0
18 K2C7 sp|P08729| KDVDAAYMSK 19.51 1.37 1.75 23 2
19 EF2 sp|P13639| FAAKGEGQLGPAER 18.69 2.08 2.36 13 2
20 UFO sp|P30530| VALGKTLGEGEFGAVMEGQLNQDDSILK 17.48 2.50 5.53 64 20
21 ACTG sp|P63261| MQKEITALAPSTMK 15.12 1.15 1.19 4 0
22 VIME sp|P08670| TNEKVELQELNDR 13.86 1.07 1.12 5 0
23 MYL6 sp|P60660| VLGNPKSDEMNVK 13.52 1.25 1.31 5 0
24 PSB2 sp|P49721| VAASNIVQMKDDHDK 13.50 1.16 1.24 7 1
25 ERBB2 sp|P04626| VKVLGSGAFGTVYK 13.20 1.34 2.18 43 7
26 ACTG sp|P63261| DSYVGDEAQSKR 13.04 1.04 1.08 4 0
27 SC5D sp|O75845| IGGSFKNPSSFEGK 12.50 1.79 7.83 90 56
28 ERBB2 sp|P04626| LLDIDETEYHADGGKVPIK 11.75 1.25 3.85 76 25
29 ML12A sp|P19105| DGFIDKEDLHDMLASLGK 11.26 1.46 1.84 24 4
30 ACTG sp|P63261| IKIIAPPER 10.04 1.13 1.23 9 1
31 VIME sp|P08670| FLEQQNKILLAELEQLK 9.83 1.19 1.20 1 0
32 NADC sp|Q15274| DNHVVAAGGVEKAVR 9.02 0.72 0.86 18 2
33 2AAA sp|P30153| YMVADKFTELQK 8.41 1.42 3.37 70 28
34 UFO sp|P30530| TTEATLNSLGISEELKEK 7.36 1.19 1.62 32 7
35 ACTG sp|P63261| HQGVMVGMGQKDSYVGDEAQSK 7.29 1.01 1.01 1 0
36 CPSF5 sp|O43809| YIQQTKPLTLER 7.20 1.55 1.70 11 3
37 OXYR sp|P30559| LKTAAAAAAEAPEGAAAGDGGR 7.18 1.79 3.09 56 24
38 TM165 sp|Q9HC07| MSPDEGQEELEEVQAELKK 6.47 3.36 3.88 28 17
39 SYNC sp|O43776| IFDSEEILAGYKR 6.45 1.13 1.17 4 1
40 KPYM sp|P14618| IISKIENHEGVR 5.55 0.87 0.91 6 1
41 NPL4 sp|Q8TAT6| VFGAPNVVEDEIDQYLSKQDGK 5.24 1.31 1.39 8 2
42 ERBB2 sp|P04626| ANKEILDEAYVMAGVGSPYVSR 4.96 1.26 1.75 38 13
43 TBB5 sp|P62979| LIFAGKQLEDGR 4.63 5.69 4.68 94 95
44 RS27A sp|P62979| LIFAGKQLEDGRTLSDYNIQK 4.60 5.69 5.41 22 26
45 ERBB2 sp|P04626| EIPDLLEKGER 4.56 1.51 2.78 68 42
46 ENOA sp|P06733| IEEELGSKAK 4.36 1.16 1.17 1 0
47 ACTG sp|P63261| DLTDYLMKILTER 4.22 0.85 0.86 0 0
48 NEDD8 sp|Q15843| TLTGKEIEIDIEPTDKVER 4.01 1.25 1.34 10 3
49 ERBB2 sp|P04626| VLGSGAFGTVYKGIWIPDGENVK 3.96 1.82 2.02 18 9
50 MSMO1 sp|Q15800| IFGTDSQYNAYNEKR 3.85 0.61 0.90 38 9
51 PRKDC sp|P78527| LNESTFDTQITKK 3.71 1.42 1.44 2 1
52 EF1A1 sp|P68104| EVSTYIKK 3.56 1.16 1.16 0 0
53 VIME sp|P08670| FANYIDKVR 3.55 1.86 1.88 3 1
54 ALDOA sp|P04075| GGVVGIKVDK 3.54 1.13 1.22 11 4
55 VIME sp|P08670| ILLAELEQLKGQGK 3.43 1.14 1.14 0 0
56 TBB5 sp|P07437| EVDEQMLNVQNKNSSYFVEWIPNNVK 3.30 1.22 1.24 2 1
57 TBB5 sp|P07437| KLAVNMVPFPR 3.06 1.12 1.26 18 7
58 TBB5 sp|P62979| AKIQDKEGIPPDQQR 2.89 3.75 3.31 44 50
59 HSP7C sp|P11142| NQVAMNPTNTVFDAKR 2.88 1.39 1.39 0 0
60 TBB5 sp|P07437| MSMKEVDEQMLNVQNK 2.85 1.09 1.17 12 5
61 HS71B sp|P0DMV9| MVQEAEKYKAEDEVQR 2.82 2.09 2.13 8 6
62 ACTG sp|P63261| EITALAPSTMKIK 2.81 1.15 1.15 1 0
63 K1C19 sp|P08727| KNHEEEISTLR 2.75 1.10 1.12 3 1
64 UBXN1 sp|Q04323| MLELVAQKQR 2.69 0.13 0.91 90 31
65 ACTG sp|P63261| KDLYANTVLSGGTTMYPGIADR 2.64 1.08 1.09 2 1
66 ANXA2 sp|P07355| DLYDAGVKR 2.58 1.06 1.06 1 0
67 PSB1 sp|P20618| AGGSASAMLQPLLDNQVGFKNMQNVEHVPLSLDR 2.44 1.34 1.38 7 4
68 TBB5 sp|P07437| ISVYYNEATGGKYVPR 2.28 0.94 1.17 34 17
69 RS27A sp|P62979| IQDKEGIPPDQQR 2.19 3.75 2.78 49 62
70 NDKB sp|P22392| VMLGETNPADSKPGTIR 2.06 1.33 1.41 16 11
71 FAS sp|P49327| VTQQGLKMVVPGLDGAQIPR 2.04 0.74 0.74 2 1
72 RL24 sp|P83731| TDGKVFQFLNAK 2.02 2.17 2.17 2 2
73 MYH9 sp|P35579| QLLQANPILEAFGNAKTVK 2.00 1.35 1.35 0 0
74 RS2 sp|P15880| ETVFTKSPYQEFTDHLVK 1.98 1.30 1.30 1 1
75 RS27A sp|P62979| TLTGKTITLEVEPSDTIENVK 1.96 2.34 2.17 42 46
76 SPIT2 sp|O43291| TVWSSGDDKEQLVK 1.90 1.57 1.67 33 29
77 K1C19 sp|P08727| TKFETEQALR 1.90 1.17 1.18 2 1
78 H4 sp|P62805| DNIQGITKPAIR 1.84 0.29 0.31 9 2
79 RS27A sp|P62979| TITLEVEPSDTIENVKAK 1.82 2.34 2.10 40 46
80 DDB1 sp|Q16531| MQEVVANLQYDDGSGMKR 1.70 1.33 1.36 11 8
81 PROF1 sp|P07737| STGGAPTFNVTVTKTDK 1.67 1.01 1.02 1 1
82 ERBB2 sp|P04626| GIWIPDGENVKIPVAIK 1.65 1.82 1.76 36 39
83 PLEC sp|Q15149| SELELTLGKLEQVR 1.65 1.03 1.08 12 8
84 ALDOA sp|P04075| ALSDHHIYLEGTLLKPNMVTPGHACTQK 1.64 1.48 1.51 22 20
85 EZRI sp|P15311| KENPLQFKFR 1.61 1.48 1.48 1 1
86 TCAL4 sp|Q96EI5| EYKEAIHDMNFSNEDMIR 1.57 1.95 1.68 67 71
87 ATX3 sp|P54252| LIGEELAQLKEQR 1.51 1.48 1.50 58 58
88 TFG sp|Q92734| PLESSQVKYLR 1.44 0.54 0.59 15 6
89 PSA6 sp|P60900| YEAANWKYK 1.43 1.26 1.28 9 8
90 NDKB sp|P22392| TFIAIKPDGVQR 1.31 1.21 1.21 7 6
91 RL9 sp|P32969| TILSNQTVDIPENVDITLKGR 1.27 1.44 1.43 4 5
92 RS27A sp|P62979| TLSDYNIQKESTLHLVLR 1.26 2.39 1.71 45 61
93 ERG7 sp|P48449| LSQVPDNPPDYQKYYR 1.25 0.65 0.92 62 46
94 HM13 sp|Q8TCT9| GKNASDMPETITSR 1.20 0.92 0.94 6 5
95 PRDBP sp|Q969G5| SHDTTSNTLAQLLAKAER 1.14 1.10 1.11 26 25
96 TKT sp|P29401| KAYGQALAK 1.13 1.10 1.11 33 32
97 TERA sp|P55072| SPVAKDVDLEFLAK 1.13 1.12 1.12 2 2
98 VAT1 sp|Q99536| ISPKGVDIVMDPLGGSDTAK 1.08 1.02 1.02 2 2
99 G3P sp|P04406| GALQNIIPASTGAAKAVGK 1.05 1.17 1.17 0 0



100 MRP1 sp|P33527| RPVKDGGGTNSITVR 1.04 1.21 1.16 25 28
101 G3P sp|P04406| VVKQASEGPLK 1.01 1.22 1.22 1 1
102 RABX5 sp|Q9UJ41| EEEEAFASSQSSQGAQSLTFSKFEEK 0.90 1.06 0.98 46 50
103 VIME sp|P08670| QVDQLTNDKAR 0.90 1.00 1.00 0 0
104 S10A6 sp|P06703| ELTIGSKLQDAEIAR 0.89 1.02 1.02 1 1
105 FAS sp|P49327| AALQEELQLCKGLVQALQTK 0.86 0.72 0.73 3 2
106 PTRF sp|Q6NZI2| AHATTSNTVSKLLEK 0.85 1.26 1.11 27 36
107 STAM1 sp|Q92783| DPGTVANKKEEEDLAK 0.85 1.47 0.99 67 78
108 F127B sp|Q9BWD3| KESPLLNDYR 0.83 1.83 1.07 60 77
109 HMGB1 sp|P09429| IKGEHPGLSIGDVAK 0.80 1.49 1.48 1 1
110 NSF1C sp|Q9UNZ2| LGAAPEEESAYVAGEKR 0.80 1.22 1.12 17 23
111 VIME sp|P08670| EKLQEEMLQR 0.78 1.18 1.17 1 2
112 UBA1 sp|P22314| KPLLESGTLGTK 0.75 1.19 1.18 1 2
113 TERA sp|P55072| GDDLSTAILKQK 0.72 1.23 1.19 4 7
114 UBQL1 sp|Q9UMX0| EKEEFAVPENSSVQQFK 0.71 1.50 1.47 2 3
115 LDHB sp|P07195| GLTSVINQKLKDDEVAQLK 0.71 1.09 1.09 0 0
116 PI51A sp|Q99755| GAIQLGITHTVGSLSTKPER 0.69 1.20 0.83 60 72
117 VAMP8 sp|Q9BV40| NKTEDLEATSEHFK 0.68 1.24 1.15 10 16
118 TOLIP sp|Q9H0E2| LNITVVQAKLAK 0.64 1.39 1.13 19 34
119 PTRF sp|Q6NZI2| VMIYQDEVKLPAK 0.61 1.20 1.19 0 1
120 CAV1 sp|Q03135| AMADELSEKQVYDAHTK 0.61 1.28 0.90 38 56
121 DHB12 sp|Q53GQ0| SKDKLDQVSSEIK 0.57 0.34 0.36 14 9
122 BAG2 sp|O95816|B GAGSKTLQQNAESR 0.56 1.31 0.96 27 47
123 RS10 sp|P46783| PKGLEGERPAR 0.56 1.30 1.06 17 32
124 UBXN1 sp|Q04323| EPTSSEQGGLEGSGSAAGEGKPALSEEER 0.52 1.38 1.25 7 16
125 XCT sp|Q9UPY5| KPVVSTISK 0.52 1.63 1.12 21 46
126 RS20 sp|P60866| DTGKTPVEPEVAIHR 0.49 1.48 1.22 10 26
127 GTR1 sp|P11166| GTADVTHDLQEMKEESR 0.48 1.54 1.10 18 41
128 MOES sp|P26038| IAQDLEMYGVNYFSIKNK 0.47 1.86 1.79 1 5
129 4F2 sp|P08195| EVELNELEPEKQPMNAASGAAMSLAGAEK 0.47 1.90 0.77 48 79
130 VAMP3 sp|Q15836| DQKLSELDDR 0.45 0.56 0.50 49 54
131 RD23A sp|P54725| LIYAGKILSDDVPIR 0.45 1.33 1.02 15 35
132 MOES sp|P26038| LKQIEEQTK 0.43 1.12 1.05 4 10
133 RS3 sp|P23396| KPLPDHVSIVEPKDEILPTTPISEQK 0.42 1.69 1.33 9 29
134 ITB1 sp|P05556| WDTGENPIYKSAVTTVVNPK 0.41 1.31 13.35 2 59
135 RBMX sp|P38159| LFIGGLNTETNEKALEAVFGK 0.38 1.30 1.27 1 3
136 LAT1 sp|Q01650| ALAAPAAEEKEEAR 0.37 1.28 0.65 40 70
137 ITB1 sp|P05556| MNAKWDTGENPIYK 0.37 1.31 0.74 30 61
138 LAT1 sp|Q01650| MLAAKSADGSAPAGEGEGVTLQR 0.35 1.58 1.12 12 37
139 UBP5 sp|P45974| LEKIFQNAPTDPTQDFSTQVAK 0.34 1.42 1.32 2 9
140 ITB1 sp|P05556| SAVTTVVNPKYEGK 0.34 1.32 1.28 1 4
141 SCAM3 sp|O14828| NYGSYSTQASAAAATAELLKK 0.33 1.30 0.67 32 65
142 AT1A1 sp|P05023| DKYEPAAVSEQGDKK 0.33 1.34 0.72 28 61
143 UBP5 sp|P45974| YVDKLEKIFQNAPTDPTQDFSTQVAK 0.33 1.42 1.26 4 15
144 4F2 sp|P08195| IKVAEDEAEAAAAAK 0.29 1.42 1.07 8 31
145 SCAM1 sp|O15126| EHALAQAELLKR 0.28 1.22 0.51 43 76
146 AAAT sp|Q15758| GPAGDATVASEKESVM 0.26 1.11 0.47 41 75
147 MOT1 sp|P53985| KDLHDANTDLIGR 0.25 1.29 1.15 3 13
148 MOT4 sp|O15427| LHKPPADSGVDLR 0.25 1.16 1.03 3 14
149 1433Z sp|P63104| YLAEVAAGDDKK 0.22 1.08 0.92 4 19
150 EPN1 sp|Q9Y6I3| ENMYAVQTLKDFQYVDR 0.21 1.32 0.40 45 83
151 UBE2N sp|P61088| ICLDILKDK 0.20 1.46 1.38 1 7



Partially Ubiquitinated Peptides Identified in SKOV3 Ovarian Cancer Cells with MG132 Treatment
Relative Ratios (MG132 Treated/Native) Absolute Ubiquitination Stoichiometry










No. Protein  Leading razor protein Ubiquin Sequence Ratio Ubiquitinated Ratio Non-Ubiquitinated Ratio Protein  Percent Ubiquitin Occupancy MG132 Percent Ubiquitin Occupancy Native

1

ACTG sp|P63261| VAPEEHPVLLTEAPLNPKANR 86.40 1.37 1.41 3 0

2

K2C7 sp|P08729| WTLLQEQKSAK 70.44 1.56 2.19 29 1

3

K2C7 sp|P08729| GELALKDAR 57.58 1.85 18.62 93 30

4

K2C7 sp|P08729| LLETKWTLLQEQK 51.11 1.56 3.20 53 3

5

SUMO2 sp|P61956| EGVKTENNDHINLK 50.89 0.61 1.55 61 2

6

DCDC2 sp|Q9UHG0| LNYLDIGEIKK 46.88 1.58 4.40 66 6

7

MYL6 sp|P60660| ALGQNPTNAEVLKVLGNPK 42.73 1.40 1.43 3 0

8

ALDOA sp|P04075| IVAPGKGILAADESTGSIAK 42.35 1.22 1.26 4 0

9

K2C7 sp|P08729| FETLQAQAGKHGDDLR 40.33 1.36 1.56 13 1

10

K2C7 sp|P08729| LQAEIDNIKNQR 27.67 1.33 1.43 7 0

11

HNRPM sp|P52272| GEIIAKQGGGGGGGSVPGIER 27.12 1.32 1.49 12 1

12

HSPB1 sp|P04792| TKDGVVEITGK 25.96 1.32 1.37 4 0

13

HSPB1 sp|P04792| AQLGGPEAAKSDETAAK 24.24 0.97 1.18 19 1

14

SUMO2 sp|P61956| TENNDHINLKVAGQDGSVVQFK 21.76 4.10 4.20 3 1

15

ALDOA sp|P04075| GILAADESTGSIAKR 21.51 1.22 1.24 2 0

16

ERBB2 sp|P04626| SPNHVKITDFGLAR 19.79 1.36 3.17 61 10

17

RS3 sp|P23396| ELTAVVQKR 19.64 1.36 1.42 5 0

18

K2C7 sp|P08729| KDVDAAYMSK 19.51 1.37 1.75 23 2

19

EF2 sp|P13639| FAAKGEGQLGPAER 18.69 2.08 2.36 13 2

20

UFO sp|P30530| VALGKTLGEGEFGAVMEGQLNQDDSILK 17.48 2.50 5.53 64 20

21

ACTG sp|P63261| MQKEITALAPSTMK 15.12 1.15 1.19 4 0

22

VIME sp|P08670| TNEKVELQELNDR 13.86 1.07 1.12 5 0

23

MYL6 sp|P60660| VLGNPKSDEMNVK 13.52 1.25 1.31 5 0

24

PSB2 sp|P49721| VAASNIVQMKDDHDK 13.50 1.16 1.24 7 1

25

ERBB2 sp|P04626| VKVLGSGAFGTVYK 13.20 1.34 2.18 43 7

26

ACTG sp|P63261| DSYVGDEAQSKR 13.04 1.04 1.08 4 0

27

SC5D sp|O75845| IGGSFKNPSSFEGK 12.50 1.79 7.83 90 56

28

ERBB2 sp|P04626| LLDIDETEYHADGGKVPIK 11.75 1.25 3.85 76 25

29

ML12A sp|P19105| DGFIDKEDLHDMLASLGK 11.26 1.46 1.84 24 4

30

ACTG sp|P63261| IKIIAPPER 10.04 1.13 1.23 9 1

31

VIME sp|P08670| FLEQQNKILLAELEQLK 9.83 1.19 1.20 1 0

32

NADC sp|Q15274| DNHVVAAGGVEKAVR 9.02 0.72 0.86 18 2

33

2AAA sp|P30153| YMVADKFTELQK 8.41 1.42 3.37 70 28

34

UFO sp|P30530| TTEATLNSLGISEELKEK 7.36 1.19 1.62 32 7

35

ACTG sp|P63261| HQGVMVGMGQKDSYVGDEAQSK 7.29 1.01 1.01 1 0

36

CPSF5 sp|O43809| YIQQTKPLTLER 7.20 1.55 1.70 11 3

37

OXYR sp|P30559| LKTAAAAAAEAPEGAAAGDGGR 7.18 1.79 3.09 56 24

38

TM165 sp|Q9HC07| MSPDEGQEELEEVQAELKK 6.47 3.36 3.88 28 17

39

SYNC sp|O43776| IFDSEEILAGYKR 6.45 1.13 1.17 4 1

40

KPYM sp|P14618| IISKIENHEGVR 5.55 0.87 0.91 6 1

41

NPL4 sp|Q8TAT6| VFGAPNVVEDEIDQYLSKQDGK 5.24 1.31 1.39 8 2

42

ERBB2 sp|P04626| ANKEILDEAYVMAGVGSPYVSR 4.96 1.26 1.75 38 13

43

TBB5 sp|P62979| LIFAGKQLEDGR 4.63 5.69 4.68 94 95

44

RS27A sp|P62979| LIFAGKQLEDGRTLSDYNIQK 4.60 5.69 5.41 22 26

45

ERBB2 sp|P04626| EIPDLLEKGER 4.56 1.51 2.78 68 42

46

ENOA sp|P06733| IEEELGSKAK 4.36 1.16 1.17 1 0

47

ACTG sp|P63261| DLTDYLMKILTER 4.22 0.85 0.86 0 0

48

NEDD8 sp|Q15843| TLTGKEIEIDIEPTDKVER 4.01 1.25 1.34 10 3

49

ERBB2 sp|P04626| VLGSGAFGTVYKGIWIPDGENVK 3.96 1.82 2.02 18 9

50

MSMO1 sp|Q15800| IFGTDSQYNAYNEKR 3.85 0.61 0.90 38 9

51

PRKDC sp|P78527| LNESTFDTQITKK 3.71 1.42 1.44 2 1

52

EF1A1 sp|P68104| EVSTYIKK 3.56 1.16 1.16 0 0

53

VIME sp|P08670| FANYIDKVR 3.55 1.86 1.88 3 1

54

ALDOA sp|P04075| GGVVGIKVDK 3.54 1.13 1.22 11 4

55

VIME sp|P08670| ILLAELEQLKGQGK 3.43 1.14 1.14 0 0

56

TBB5 sp|P07437| EVDEQMLNVQNKNSSYFVEWIPNNVK 3.30 1.22 1.24 2 1

57

TBB5 sp|P07437| KLAVNMVPFPR 3.06 1.12 1.26 18 7

58

TBB5 sp|P62979| AKIQDKEGIPPDQQR 2.89 3.75 3.31 44 50

59

HSP7C sp|P11142| NQVAMNPTNTVFDAKR 2.88 1.39 1.39 0 0

60

TBB5 sp|P07437| MSMKEVDEQMLNVQNK 2.85 1.09 1.17 12 5

61

HS71B sp|P0DMV9| MVQEAEKYKAEDEVQR 2.82 2.09 2.13 8 6

62

ACTG sp|P63261| EITALAPSTMKIK 2.81 1.15 1.15 1 0

63

K1C19 sp|P08727| KNHEEEISTLR 2.75 1.10 1.12 3 1

64

UBXN1 sp|Q04323| MLELVAQKQR 2.69 0.13 0.91 90 31

65

ACTG sp|P63261| KDLYANTVLSGGTTMYPGIADR 2.64 1.08 1.09 2 1

66

ANXA2 sp|P07355| DLYDAGVKR 2.58 1.06 1.06 1 0

67

PSB1 sp|P20618| AGGSASAMLQPLLDNQVGFKNMQNVEHVPLSLDR 2.44 1.34 1.38 7 4

68

TBB5 sp|P07437| ISVYYNEATGGKYVPR 2.28 0.94 1.17 34 17

69

RS27A sp|P62979| IQDKEGIPPDQQR 2.19 3.75 2.78 49 62

70

NDKB sp|P22392| VMLGETNPADSKPGTIR 2.06 1.33 1.41 16 11

71

FAS sp|P49327| VTQQGLKMVVPGLDGAQIPR 2.04 0.74 0.74 2 1

72

RL24 sp|P83731| TDGKVFQFLNAK 2.02 2.17 2.17 2 2

73

MYH9 sp|P35579| QLLQANPILEAFGNAKTVK 2.00 1.35 1.35 0 0

74

RS2 sp|P15880| ETVFTKSPYQEFTDHLVK 1.98 1.30 1.30 1 1

75

RS27A sp|P62979| TLTGKTITLEVEPSDTIENVK 1.96 2.34 2.17 42 46

76

SPIT2 sp|O43291| TVWSSGDDKEQLVK 1.90 1.57 1.67 33 29

77

K1C19 sp|P08727| TKFETEQALR 1.90 1.17 1.18 2 1

78

H4 sp|P62805| DNIQGITKPAIR 1.84 0.29 0.31 9 2

79

RS27A sp|P62979| TITLEVEPSDTIENVKAK 1.82 2.34 2.10 40 46

80

DDB1 sp|Q16531| MQEVVANLQYDDGSGMKR 1.70 1.33 1.36 11 8

81

PROF1 sp|P07737| STGGAPTFNVTVTKTDK 1.67 1.01 1.02 1 1

82

ERBB2 sp|P04626| GIWIPDGENVKIPVAIK 1.65 1.82 1.76 36 39

83

PLEC sp|Q15149| SELELTLGKLEQVR 1.65 1.03 1.08 12 8

84

ALDOA sp|P04075| ALSDHHIYLEGTLLKPNMVTPGHACTQK 1.64 1.48 1.51 22 20

85

EZRI sp|P15311| KENPLQFKFR 1.61 1.48 1.48 1 1

86

TCAL4 sp|Q96EI5| EYKEAIHDMNFSNEDMIR 1.57 1.95 1.68 67 71

87

ATX3 sp|P54252| LIGEELAQLKEQR 1.51 1.48 1.50 58 58

88

TFG sp|Q92734| PLESSQVKYLR 1.44 0.54 0.59 15 6

89

PSA6 sp|P60900| YEAANWKYK 1.43 1.26 1.28 9 8

90

NDKB sp|P22392| TFIAIKPDGVQR 1.31 1.21 1.21 7 6

91

RL9 sp|P32969| TILSNQTVDIPENVDITLKGR 1.27 1.44 1.43 4 5

92

RS27A sp|P62979| TLSDYNIQKESTLHLVLR 1.26 2.39 1.71 45 61

93

ERG7 sp|P48449| LSQVPDNPPDYQKYYR 1.25 0.65 0.92 62 46

94

HM13 sp|Q8TCT9| GKNASDMPETITSR 1.20 0.92 0.94 6 5

95

PRDBP sp|Q969G5| SHDTTSNTLAQLLAKAER 1.14 1.10 1.11 26 25

96

TKT sp|P29401| KAYGQALAK 1.13 1.10 1.11 33 32

97

TERA sp|P55072| SPVAKDVDLEFLAK 1.13 1.12 1.12 2 2

98

VAT1 sp|Q99536| ISPKGVDIVMDPLGGSDTAK 1.08 1.02 1.02 2 2

99

G3P sp|P04406| GALQNIIPASTGAAKAVGK 1.05 1.17 1.17 0 0

100

MRP1 sp|P33527| RPVKDGGGTNSITVR 1.04 1.21 1.16 25 28

101

G3P sp|P04406| VVKQASEGPLK 1.01 1.22 1.22 1 1

102

RABX5 sp|Q9UJ41| EEEEAFASSQSSQGAQSLTFSKFEEK 0.90 1.06 0.98 46 50

103

VIME sp|P08670| QVDQLTNDKAR 0.90 1.00 1.00 0 0

104

S10A6 sp|P06703| ELTIGSKLQDAEIAR 0.89 1.02 1.02 1 1

105

FAS sp|P49327| AALQEELQLCKGLVQALQTK 0.86 0.72 0.73 3 2

106

PTRF sp|Q6NZI2| AHATTSNTVSKLLEK 0.85 1.26 1.11 27 36

107

STAM1 sp|Q92783| DPGTVANKKEEEDLAK 0.85 1.47 0.99 67 78

108

F127B sp|Q9BWD3| KESPLLNDYR 0.83 1.83 1.07 60 77

109

HMGB1 sp|P09429| IKGEHPGLSIGDVAK 0.80 1.49 1.48 1 1

110

NSF1C sp|Q9UNZ2| LGAAPEEESAYVAGEKR 0.80 1.22 1.12 17 23

111

VIME sp|P08670| EKLQEEMLQR 0.78 1.18 1.17 1 2

112

UBA1 sp|P22314| KPLLESGTLGTK 0.75 1.19 1.18 1 2

113

TERA sp|P55072| GDDLSTAILKQK 0.72 1.23 1.19 4 7

114

UBQL1 sp|Q9UMX0| EKEEFAVPENSSVQQFK 0.71 1.50 1.47 2 3

115

LDHB sp|P07195| GLTSVINQKLKDDEVAQLK 0.71 1.09 1.09 0 0

116

PI51A sp|Q99755| GAIQLGITHTVGSLSTKPER 0.69 1.20 0.83 60 72

117

VAMP8 sp|Q9BV40| NKTEDLEATSEHFK 0.68 1.24 1.15 10 16

118

TOLIP sp|Q9H0E2| LNITVVQAKLAK 0.64 1.39 1.13 19 34

119

PTRF sp|Q6NZI2| VMIYQDEVKLPAK 0.61 1.20 1.19 0 1

120

CAV1 sp|Q03135| AMADELSEKQVYDAHTK 0.61 1.28 0.90 38 56

121

DHB12 sp|Q53GQ0| SKDKLDQVSSEIK 0.57 0.34 0.36 14 9

122

BAG2 sp|O95816|B GAGSKTLQQNAESR 0.56 1.31 0.96 27 47

123

RS10 sp|P46783| PKGLEGERPAR 0.56 1.30 1.06 17 32

124

UBXN1 sp|Q04323| EPTSSEQGGLEGSGSAAGEGKPALSEEER 0.52 1.38 1.25 7 16

125

XCT sp|Q9UPY5| KPVVSTISK 0.52 1.63 1.12 21 46

126

RS20 sp|P60866| DTGKTPVEPEVAIHR 0.49 1.48 1.22 10 26

127

GTR1 sp|P11166| GTADVTHDLQEMKEESR 0.48 1.54 1.10 18 41

128

MOES sp|P26038| IAQDLEMYGVNYFSIKNK 0.47 1.86 1.79 1 5

129

4F2 sp|P08195| EVELNELEPEKQPMNAASGAAMSLAGAEK 0.47 1.90 0.77 48 79

130

VAMP3 sp|Q15836| DQKLSELDDR 0.45 0.56 0.50 49 54

131

RD23A sp|P54725| LIYAGKILSDDVPIR 0.45 1.33 1.02 15 35

132

MOES sp|P26038| LKQIEEQTK 0.43 1.12 1.05 4 10

133

RS3 sp|P23396| KPLPDHVSIVEPKDEILPTTPISEQK 0.42 1.69 1.33 9 29

134

ITB1 sp|P05556| WDTGENPIYKSAVTTVVNPK 0.41 1.31 13.35 2 59

135

RBMX sp|P38159| LFIGGLNTETNEKALEAVFGK 0.38 1.30 1.27 1 3

136

LAT1 sp|Q01650| ALAAPAAEEKEEAR 0.37 1.28 0.65 40 70

137

ITB1 sp|P05556| MNAKWDTGENPIYK 0.37 1.31 0.74 30 61

138

LAT1 sp|Q01650| MLAAKSADGSAPAGEGEGVTLQR 0.35 1.58 1.12 12 37

139

UBP5 sp|P45974| LEKIFQNAPTDPTQDFSTQVAK 0.34 1.42 1.32 2 9

140

ITB1 sp|P05556| SAVTTVVNPKYEGK 0.34 1.32 1.28 1 4

141

SCAM3 sp|O14828| NYGSYSTQASAAAATAELLKK 0.33 1.30 0.67 32 65

142

AT1A1 sp|P05023| DKYEPAAVSEQGDKK 0.33 1.34 0.72 28 61

143

UBP5 sp|P45974| YVDKLEKIFQNAPTDPTQDFSTQVAK 0.33 1.42 1.26 4 15

144

4F2 sp|P08195| IKVAEDEAEAAAAAK 0.29 1.42 1.07 8 31

145

SCAM1 sp|O15126| EHALAQAELLKR 0.28 1.22 0.51 43 76

146

AAAT sp|Q15758| GPAGDATVASEKESVM 0.26 1.11 0.47 41 75

147

MOT1 sp|P53985| KDLHDANTDLIGR 0.25 1.29 1.15 3 13

148

MOT4 sp|O15427| LHKPPADSGVDLR 0.25 1.16 1.03 3 14

149

1433Z sp|P63104| YLAEVAAGDDKK 0.22 1.08 0.92 4 19

150

EPN1 sp|Q9Y6I3| ENMYAVQTLKDFQYVDR 0.21 1.32 0.40 45 83

151

UBE2N sp|P61088| ICLDILKDK 0.20 1.46 1.38 1 7

Partially Ubiquitinated Peptides Identified in SKOV3 Ovarian Cancer Cells with MG132 Treatment

Relative Ratios (MG132 Treated/Native)  Absolute Ubiquitination Stoichiometry
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No. Protein Leading razor protein Ub Sequence
1 VAPB sp|O95292| QFKEEDGLR
2 FADS2 sp|O95864| NSKITEDFR
3 HMDH sp|P04035| VLEEEENKPNPVTQR
4 HMDH sp|P04035| ASTLAKFALSSNSQDEVR
5 ERBB2 sp|P04626| NVLVKSPNHVK
6 ERBB2 sp|P04626| ILKETELR
7 K2C8 sp|P05787| FLEQQNKMLETK
8 K2C8 sp|P05787| EQIKTLNNK
9 K2C7 sp|P08729| FLEQQNKLLETK



10 K2C7 sp|P08729| FASFIDKVR
11 K2C7 sp|P08729| QEESEQIKTLNNK
12 K2C7 sp|P08729| KLLEGEESR
13 TACD2 sp|P09758| KVEIKELGELR
14 TACD2 sp|P09758| VEIKELGELR
15 HSP7C sp|P11142| ITITNDKGR
16 HSP7C sp|P11142| MVQEAEKYKAEDEK
17 HSP7C sp|P11142| MVQEAEKYK
18 RINI sp|P13489| LQALEKDKPSLR
19 KPYM sp|P14618| EMIKSGMNVAR
20 ALDR sp|P15121| NLVVIPKSVTPER
21 YBOX3 sp|P16989| EDVFVHQTAIKK
22 DDX5 sp|P17844| STCIYGGAPKGPQIR
23 PRS6A sp|P17980| DAFALAKEK
24 JAK1 sp|P23458| DFLKEFNNK
25 2AAA sp|P30153| AAASKLGEFAK
26 SDC4 sp|P31431| KAPTNEFYA
27 SDC2 sp|P34741| KPSSAAYQKAPTK
28 S19A1 sp|P41440| SAAEEKAAQALSVQDK
29 UBP5 sp|P45974| DQALKALR
30 RS10 sp|P46783| SAVPPGADKK
31 FAS sp|P49327| GVQKLVLTSR
32 CTR2 sp|P52569| VTSKSESQVTMLQR
33 BI1 sp|P55061| KINFDALLK
34 BI1 sp|P55061| LMMILAMNEKDK
35 TERA sp|P55072| VAILKANLR
36 SUMO2 sp|P61956| HTPLSKLMK
37 SUMO2 sp|P61956| LMKAYCER
38 RS27A sp|P62979| MQIFVKTLTGK
39 RS27A sp|P62979| VDENGKISR
40 GNAS2 QDLLAEKVLAGK
41 1433Z sp|P63104| NLLSVAYKNVVGAR
42 EF1A1 sp|P68104| FEKEAAEMGK
43 EF1A1 sp|P68104| KLEDGPKFLK
44 TBA1B sp|P68363| QLFHPEQLITGKEDAANNYAR
45 TBA1B sp|P68363| TIGGGDDSFNTFFSETGAGKHVPR
46 TBA1B sp|P68363| VGINYQPPTVVPGGDLAKVQR
47 TBA1B sp|P68363| DVNAAIATIKTK
48 TBA1B sp|P68363| LDHKFDLMYAK
49 TBA1B sp|P68363| GDVVPKDVNAAIATIK
50 TBA1B sp|P68363| FDLMYAKR
51 TBA1B sp|P68363| LSVDYGKK
52 TBA1B sp|P68363| GHYTIGKEIIDLVLDR
53 TBA1B sp|P68363| DVNAAIATIKTKR
54 TBA4A sp|P68366| DVNAAIAAIKTK
55 TBA4A sp|P68366| GHYTIGKEIIDPVLDR
56 TBB4B sp|P68371| INVYYNEATGGKYVPR
57 PTK7 sp|Q13308| LKSQPLSTK
58 ADAM9 sp|Q13443| SQTYESDGKNQANPSR
59 EPN4 sp|Q14677| SQNTDMVQKSVSK
60 LAP4A sp|Q15012| MPEKEPPPPYLPA
61 DHC24 sp|Q15392| HVENYLKTNR
62 VAMP3 sp|Q15836| VNVDKVLER
63 NEDD8 sp|Q15843| LIYSGKQMNDEK
64 NEDD8 sp|Q15843| QMNDEKTAADYK
65 ADRM1 sp|Q16186| MSLKGTTVTPDK
66 ADRM1 sp|Q16186| MSLKGTTVTPDKR
67 H2B2E sp|Q16778| LLLPGELAKHAVSEGTK
68 H2B2E sp|Q16778| VLKQVHPDTGISSK
69 H2B2E sp|Q16778| HAVSEGTKAVTK
70 H2B2E sp|Q16778| AVTKYTSSK
71 UBR4 sp|Q5T4S7| MAAETDPHKSSEITK
72 ZDH20 sp|Q5W0Z9| YEKEFSQER
73 H3C sp|Q6NXT2| YQKSTELLIR
74 BCOR sp|Q6W2J9| LIVNKNAGETLLQR
75 TM1L2 sp|Q6ZVM7| IISPKNNPPTIVQDK
76 ZFY16 sp|Q7Z3T8| SCIKIPR
77 HUWE1 sp|Q7Z6Z7| SSLLTEKLLR
78 CCD50 sp|Q8IVM0| KHFPEFPATR
79 SPG20 sp|Q8N0X7| TRPSSDQLKEASGTDVK
80 CUL5 sp|Q93034| TQEAIIQIMKMR
81 AP2M1 sp|Q96CW1| IVIEKQGK
82 DCNL1 sp|Q96GG9| MEQELKEPGR
83 S29A1 sp|Q99808| LEGPGEQETKLDLISK
84 S29A1 sp|Q99808| LDLISKGEEPR
85 APOL2 sp|Q9BQE5| HLLEGAKSESAEELK
86 TMM59 sp|Q9BXS4| SKTEDHEEAGPLPTKVNLAHSEI
87 TXNIP sp|Q9H3M7| VYGSGEKVAGR
88 BIRC6 sp|Q9NR09| GSSYKLLVEQAK
89 SPNXA sp|Q9NS26| MKTSESSTILVVR
90 RAD18 sp|Q9NS91| RPEPPSTSTLKQVTK
91 NFIP2 sp|Q9NV92| AKAAAMAAAAAETSQR
92 ARL8B sp|Q9NVJ2| DLPNALDEKQLIEK
93 CHIC2 sp|Q9UKJ5| SIEKLLEWENNR
94 PADI3 sp|Q9ULW8| LVLHTSSYDAKR
95 UBP24 sp|Q9UPU5| LIEDSTLSKSVK
96 XCT sp|Q9UPY5| LPSLGNKEPPGQEK
97 ITM2B sp|Q9Y287| VTFNSALAQKEAK
98 ZN451 sp|Q9Y4E5| EKIDFQHAHGLQELEFIR
99 S12A7 sp|Q9Y666| LIAEKYR



100 AUP1 sp|Q9Y679| VQQLVAKELGQTGTR



Peptides Identified Only in Ubiquitinated Form in SKOV3 Ovarian Cancer Cells Treated with MG132










No. Protein Leading razor protein Ub Sequence

1

VAPB sp|O95292| QFKEEDGLR

2

FADS2 sp|O95864| NSKITEDFR

3

HMDH sp|P04035| VLEEEENKPNPVTQR

4

HMDH sp|P04035| ASTLAKFALSSNSQDEVR

5

ERBB2 sp|P04626| NVLVKSPNHVK

6

ERBB2 sp|P04626| ILKETELR

7

K2C8 sp|P05787| FLEQQNKMLETK

8

K2C8 sp|P05787| EQIKTLNNK

9

K2C7 sp|P08729| FLEQQNKLLETK

10

K2C7 sp|P08729| FASFIDKVR

11

K2C7 sp|P08729| QEESEQIKTLNNK

12

K2C7 sp|P08729| KLLEGEESR

13

TACD2 sp|P09758| KVEIKELGELR

14

TACD2 sp|P09758| VEIKELGELR

15

HSP7C sp|P11142| ITITNDKGR

16

HSP7C sp|P11142| MVQEAEKYKAEDEK

17

HSP7C sp|P11142| MVQEAEKYK

18

RINI sp|P13489| LQALEKDKPSLR

19

KPYM sp|P14618| EMIKSGMNVAR

20

ALDR sp|P15121| NLVVIPKSVTPER

21

YBOX3 sp|P16989| EDVFVHQTAIKK

22

DDX5 sp|P17844| STCIYGGAPKGPQIR

23

PRS6A sp|P17980| DAFALAKEK

24

JAK1 sp|P23458| DFLKEFNNK

25

2AAA sp|P30153| AAASKLGEFAK

26

SDC4 sp|P31431| KAPTNEFYA

27

SDC2 sp|P34741| KPSSAAYQKAPTK

28

S19A1 sp|P41440| SAAEEKAAQALSVQDK

29

UBP5 sp|P45974| DQALKALR

30

RS10 sp|P46783| SAVPPGADKK

31

FAS sp|P49327| GVQKLVLTSR

32

CTR2 sp|P52569| VTSKSESQVTMLQR

33

BI1 sp|P55061| KINFDALLK

34

BI1 sp|P55061| LMMILAMNEKDK

35

TERA sp|P55072| VAILKANLR

36

SUMO2 sp|P61956| HTPLSKLMK

37

SUMO2 sp|P61956| LMKAYCER

38

RS27A sp|P62979| MQIFVKTLTGK

39

RS27A sp|P62979| VDENGKISR

40

GNAS2 QDLLAEKVLAGK

41

1433Z sp|P63104| NLLSVAYKNVVGAR

42

EF1A1 sp|P68104| FEKEAAEMGK

43

EF1A1 sp|P68104| KLEDGPKFLK

44

TBA1B sp|P68363| QLFHPEQLITGKEDAANNYAR

45

TBA1B sp|P68363| TIGGGDDSFNTFFSETGAGKHVPR

46

TBA1B sp|P68363| VGINYQPPTVVPGGDLAKVQR

47

TBA1B sp|P68363| DVNAAIATIKTK

48

TBA1B sp|P68363| LDHKFDLMYAK

49

TBA1B sp|P68363| GDVVPKDVNAAIATIK

50

TBA1B sp|P68363| FDLMYAKR

51

TBA1B sp|P68363| LSVDYGKK

52

TBA1B sp|P68363| GHYTIGKEIIDLVLDR

53

TBA1B sp|P68363| DVNAAIATIKTKR

54

TBA4A sp|P68366| DVNAAIAAIKTK

55

TBA4A sp|P68366| GHYTIGKEIIDPVLDR

56

TBB4B sp|P68371| INVYYNEATGGKYVPR

57

PTK7 sp|Q13308| LKSQPLSTK

58

ADAM9 sp|Q13443| SQTYESDGKNQANPSR

59

EPN4 sp|Q14677| SQNTDMVQKSVSK

60

LAP4A sp|Q15012| MPEKEPPPPYLPA

61

DHC24 sp|Q15392| HVENYLKTNR

62

VAMP3 sp|Q15836| VNVDKVLER

63

NEDD8 sp|Q15843| LIYSGKQMNDEK

64

NEDD8 sp|Q15843| QMNDEKTAADYK

65

ADRM1 sp|Q16186| MSLKGTTVTPDK

66

ADRM1 sp|Q16186| MSLKGTTVTPDKR

67

H2B2E sp|Q16778| LLLPGELAKHAVSEGTK

68

H2B2E sp|Q16778| VLKQVHPDTGISSK

69

H2B2E sp|Q16778| HAVSEGTKAVTK

70

H2B2E sp|Q16778| AVTKYTSSK

71

UBR4 sp|Q5T4S7| MAAETDPHKSSEITK

72

ZDH20 sp|Q5W0Z9| YEKEFSQER

73

H3C sp|Q6NXT2| YQKSTELLIR

74

BCOR sp|Q6W2J9| LIVNKNAGETLLQR

75

TM1L2 sp|Q6ZVM7| IISPKNNPPTIVQDK

76

ZFY16 sp|Q7Z3T8| SCIKIPR

77

HUWE1 sp|Q7Z6Z7| SSLLTEKLLR

78

CCD50 sp|Q8IVM0| KHFPEFPATR

79

SPG20 sp|Q8N0X7| TRPSSDQLKEASGTDVK

80

CUL5 sp|Q93034| TQEAIIQIMKMR

81

AP2M1 sp|Q96CW1| IVIEKQGK

82

DCNL1 sp|Q96GG9| MEQELKEPGR

83

S29A1 sp|Q99808| LEGPGEQETKLDLISK

84

S29A1 sp|Q99808| LDLISKGEEPR

85

APOL2 sp|Q9BQE5| HLLEGAKSESAEELK

86

TMM59 sp|Q9BXS4| SKTEDHEEAGPLPTKVNLAHSEI

87

TXNIP sp|Q9H3M7| VYGSGEKVAGR

88

BIRC6 sp|Q9NR09| GSSYKLLVEQAK

89

SPNXA sp|Q9NS26| MKTSESSTILVVR

90

RAD18 sp|Q9NS91| RPEPPSTSTLKQVTK

91

NFIP2 sp|Q9NV92| AKAAAMAAAAAETSQR

92

ARL8B sp|Q9NVJ2| DLPNALDEKQLIEK

93

CHIC2 sp|Q9UKJ5| SIEKLLEWENNR

94

PADI3 sp|Q9ULW8| LVLHTSSYDAKR

95

UBP24 sp|Q9UPU5| LIEDSTLSKSVK

96

XCT sp|Q9UPY5| LPSLGNKEPPGQEK

97

ITM2B sp|Q9Y287| VTFNSALAQKEAK

98

ZN451 sp|Q9Y4E5| EKIDFQHAHGLQELEFIR

99

S12A7 sp|Q9Y666| LIAEKYR

100

AUP1 sp|Q9Y679| VQQLVAKELGQTGTR

Peptides Identified Only in Ubiquitinated Form in SKOV3 Ovarian Cancer Cells Treated with MG132
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No. Protein Leading razor protein Ubiquin Sequence Ratio Ubiquitinated Ratio Non-Ubiquitinated Ratio Protein Percent Ubiquitin Occupancy DMSO Percent Ubiquitin Occupancy Native
1 SCAM3 sp|O14828| NYGSYSTQASAAAATAELLKK 0.384527471 0.984871889 0.862168374 9.115737451 20.43885324
2 SCAM1 sp|O15126| EHALAQAELLKR 0.522553025 1.701433814 1.023773142 29.34060237 57.48339258
3 MOT4 sp|O15427| LHKPPADSGVDLR 1.253435428 1.719796423 1.704118757 2.472642331 3.361701834
4 H2AY sp|O75367| GVTIASGGVLPNIHPELLAKK 1.763581279 1.873990026 1.870435581 3.035435895 3.219351085
5 G3P sp|P04406| GALQNIIPASTGAAKAVGK 1.405926081 1.410312345 1.410308195 0.094321413 0.094615402
6 P07437 sp|P07437| ISVYYNEATGGKYVPR 1.846269651 1.005821357 1.035695519 6.336475497 3.554550806
7 P08195 sp|P08195| EVELNELEPEKQPMNAASGAAMSLAGAEK 1.037040676 0.975574038 0.989065971 23.01469626 21.9500097
8 4F2 sp|P08195| IKVAEDEAEAAAAAK 0.670143209 1.095310447 1.032756071 9.547018607 14.71288717
9 VIME sp|P08670| QVQSLTCEVDALKGTNESLER 1.625516622 1.403046699 1.403269279 0.115895409 0.10004971
10 VIME sp|P08670| EKLQEEMLQR 1.122438873 1.422097203 1.421806515 0.076581207 0.097006315
11 K2C7 sp|P08729| GELALKDAR 8.37294399 0.995384135 1.061683529 7.087285451 0.898662913
12 K2C7 sp|P08729| KDVDAAYMSK 7.279427174 0.960894964 1.082401934 12.93283193 1.923025255
13 EZRI sp|P15311| KENPLQFKFR 1.037854851 1.343958805 1.343058 0.227407011 0.294280848
14 RS3 sp|P23396| KPLPDHVSIVEPKDEILPTTPISEQK 1.244681591 1.539024148 1.508966132 8.423372878 10.21191643
15 MOES sp|P26038| LKQIEEQTK 2.72290889 1.14398512 1.241669304 13.56720086 6.186757448
16 TKT sp|P29401| KAYGQALAK 1.082966688 1.068878505 1.072377459 25.08133602 24.83609116
17 RL9 sp|P32969| TILSNQTVDIPENVDITLKGR 3.094120102 1.268181756 1.270091706 0.254822583 0.104600998
18 RBMX sp|P38159| LFIGGLNTETNEKALEAVFGK 3.271807244 1.172238716 1.25358336 10.11191469 3.874350487
19 UBP5 sp|P45974| LEKIFQNAPTDPTQDFSTQVAK 1.434003236 1.303394345 1.308942369 4.653666045 4.247815141
20 MOT1 sp|P53985| KDLHDANTDLIGR 0.826910103 1.175741876 1.148834305 5.552126744 7.713624063
21 ATX3 sp|P54252| LIGEELAQLKEQR 1.899035857 1.425893549 1.529588433 27.20972286 21.91621458
22 TERA sp|P55072| GDDLSTAILKQK 1.283966917 1.085707558 1.090284207 2.718491767 2.308415117
23 TERA sp|P55072| LDQLIYIPLPDEKSR 1.091492678 1.274199144 1.273914875 0.133308166 0.155588085
24 RS20 sp|P60866| DTGKTPVEPEVAIHR 1.390327413 1.471607315 1.464899422 7.832712455 8.252830122
25 UBE2N sp|P61088| ICLDILKDK 1.584733341 1.514478321 1.516786504 3.432611642 3.285435397
26 RHOA sp|P61586| MKQEPVKPEEGR 3.376761129 1.601369465 1.702324561 11.27955708 5.686356339
27 TYB4 sp|P62328| NPLPSKETIEQEK 3.202275293 1.217563416 1.231310862 1.80142226 0.692667117
28 RAB1A sp|P62820| MGPGATAGGAEKSNVK 1.427170957 1.457310705 1.456308331 3.259213254 3.325753927
29 RS27A sp|P62979| TLSDYNIQKESTLHLVLR 1.241764212 1.182580471 1.23406838 87.53923763 86.99671336
30 RS27A sp|P62979| LIFAGKQLEDGR 1.620675442 1.500981348 1.601760334 85.19140408 84.19712438
31 RS27A sp|P62979| TITLEVEPSDTIENVKAK 1.471959359 1.412987283 1.426536217 23.70673405 22.97516878
32 RS27A sp|P62979| LIFAGKQLEDGRTLSDYNIQK 1.155875749 1.500981348 1.477398565 5.346339268 6.833497436
33 RS27A sp|P62979| IQDKEGIPPDQQR 1.259530408 1.410336677 1.395362 8.96313304 9.929744578
34 1433Z sp|P63104| YLAEVAAGDDKK 1.285979267 1.248157935 1.250151201 5.421255754 5.270216689
35 UB2L3 sp|P68036| TKIYHPNIDEK 4.135002424 0.169000273 0.504820741 69.35739863 8.467480741
36 TBA4A sp|P68366| DVNAAIAAIKTK 2.423453628 1.73560927 1.762918283 5.45780936 3.97023149
37 LAT1 sp|Q01650| ALAAPAAEEKEEAR 0.911429782 1.290361971 1.139878636 31.75349329 39.71247082
38 LAT1 sp|Q01650| MLAAKSADGSAPAGEGEGVTLQR 0.81842009 1.164492197 1.141867175 4.685793256 6.537661489
39 CAV1 sp|Q03135| AMADELSEKQVYDAHTK 1.711964466 1.593535361 1.622288655 25.62098213 24.2789085
40 UBXN1 sp|Q04323| MLELVAQKQR 1.114538208 1.215361818 1.205624941 8.927712181 9.657338249
41 PLEC sp|Q15149| SELELTLGKLEQVR 0.863162055 1.352930545 1.33743968 2.041281788 3.162895362
42 AAAT sp|Q15758| GPAGDATVASEKESVM 0.647701452 1.04003596 0.86607953 33.15897325 44.33880438
43 VAMP3 sp|Q15836| DQKLSELDDR 1.021287643 1.360122875 1.261124595 23.66078589 29.21723301
44 CCD50 sp|Q8IVM0| KHFPEFPATR 1.539279206 1.865530146 1.806905365 15.30775329 17.96922965
45 PSMD1 sp|Q99460| TSSAFVGKTPEASPEPK 1.770031172 1.322050391 1.354909557 9.582255856 7.33494994
46 H2B1L sp|Q99880| AVTKYTSSK 1.602544688 1.520289316 1.591521691 87.19884644 86.59905496
47 H2B1L sp|Q99880| HAVSEGTKAVTK 1.492015651 1.240402787 1.253145067 6.029569829 5.06424023
48 H2B1L sp|Q99880| LLLPGELAKHAVSEGTK 1.601421335 1.316546763 1.316747422 0.085666279 0.07043796
49 ATX10 sp|Q9UBB4| ITSDEPLTKDDIPVFLR 1.207936578 1.4500696 1.420040536 10.54948285 12.40188728
50 NSF1C sp|Q9UNZ2| LGAAPEEESAYVAGEKR 2.196073257 1.274503084 1.336516708 11.05684273 6.729126638
51 ITM2B sp|Q9Y287| VTFNSALAQKEAK 0.932085223 0.702753177 0.822160348 59.02890961 52.06737291



Relative Ratios (DMSO Treated/Native) Absolute Ubiquitination Stoichiometry
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No. Protein  Leading razor protein Ubiquin Sequence Ratio Ubiquitinated Ratio Non-Ubiquitinated Ratio Protein  Percent Ubiquitin Occupancy DMSO Percent Ubiquitin Occupancy Native

1 SCAM3 sp|O14828| NYGSYSTQASAAAATAELLKK 0.384527471 0.984871889 0.862168374 9.115737451 20.43885324

2 SCAM1 sp|O15126| EHALAQAELLKR 0.522553025 1.701433814 1.023773142 29.34060237 57.48339258

3 MOT4 sp|O15427| LHKPPADSGVDLR 1.253435428 1.719796423 1.704118757 2.472642331 3.361701834

4 H2AY sp|O75367| GVTIASGGVLPNIHPELLAKK 1.763581279 1.873990026 1.870435581 3.035435895 3.219351085

5 G3P sp|P04406| GALQNIIPASTGAAKAVGK 1.405926081 1.410312345 1.410308195 0.094321413 0.094615402

6 P07437 sp|P07437| ISVYYNEATGGKYVPR 1.846269651 1.005821357 1.035695519 6.336475497 3.554550806

7 P08195 sp|P08195| EVELNELEPEKQPMNAASGAAMSLAGAEK 1.037040676 0.975574038 0.989065971 23.01469626 21.9500097

8 4F2 sp|P08195| IKVAEDEAEAAAAAK 0.670143209 1.095310447 1.032756071 9.547018607 14.71288717

9 VIME sp|P08670| QVQSLTCEVDALKGTNESLER 1.625516622 1.403046699 1.403269279 0.115895409 0.10004971

10 VIME sp|P08670| EKLQEEMLQR 1.122438873 1.422097203 1.421806515 0.076581207 0.097006315

11 K2C7 sp|P08729| GELALKDAR 8.37294399 0.995384135 1.061683529 7.087285451 0.898662913

12 K2C7 sp|P08729| KDVDAAYMSK 7.279427174 0.960894964 1.082401934 12.93283193 1.923025255

13 EZRI sp|P15311| KENPLQFKFR 1.037854851 1.343958805 1.343058 0.227407011 0.294280848

14 RS3 sp|P23396| KPLPDHVSIVEPKDEILPTTPISEQK 1.244681591 1.539024148 1.508966132 8.423372878 10.21191643

15 MOES sp|P26038| LKQIEEQTK 2.72290889 1.14398512 1.241669304 13.56720086 6.186757448

16 TKT sp|P29401| KAYGQALAK 1.082966688 1.068878505 1.072377459 25.08133602 24.83609116

17 RL9 sp|P32969| TILSNQTVDIPENVDITLKGR 3.094120102 1.268181756 1.270091706 0.254822583 0.104600998

18 RBMX sp|P38159| LFIGGLNTETNEKALEAVFGK 3.271807244 1.172238716 1.25358336 10.11191469 3.874350487

19 UBP5 sp|P45974| LEKIFQNAPTDPTQDFSTQVAK 1.434003236 1.303394345 1.308942369 4.653666045 4.247815141

20 MOT1 sp|P53985| KDLHDANTDLIGR 0.826910103 1.175741876 1.148834305 5.552126744 7.713624063

21 ATX3 sp|P54252| LIGEELAQLKEQR 1.899035857 1.425893549 1.529588433 27.20972286 21.91621458

22 TERA sp|P55072| GDDLSTAILKQK 1.283966917 1.085707558 1.090284207 2.718491767 2.308415117

23 TERA sp|P55072| LDQLIYIPLPDEKSR 1.091492678 1.274199144 1.273914875 0.133308166 0.155588085

24 RS20 sp|P60866| DTGKTPVEPEVAIHR 1.390327413 1.471607315 1.464899422 7.832712455 8.252830122

25 UBE2N sp|P61088| ICLDILKDK 1.584733341 1.514478321 1.516786504 3.432611642 3.285435397

26 RHOA sp|P61586| MKQEPVKPEEGR 3.376761129 1.601369465 1.702324561 11.27955708 5.686356339

27 TYB4 sp|P62328| NPLPSKETIEQEK 3.202275293 1.217563416 1.231310862 1.80142226 0.692667117

28 RAB1A sp|P62820| MGPGATAGGAEKSNVK 1.427170957 1.457310705 1.456308331 3.259213254 3.325753927

29 RS27A sp|P62979| TLSDYNIQKESTLHLVLR 1.241764212 1.182580471 1.23406838 87.53923763 86.99671336

30 RS27A sp|P62979| LIFAGKQLEDGR 1.620675442 1.500981348 1.601760334 85.19140408 84.19712438

31 RS27A sp|P62979| TITLEVEPSDTIENVKAK 1.471959359 1.412987283 1.426536217 23.70673405 22.97516878

32 RS27A sp|P62979| LIFAGKQLEDGRTLSDYNIQK 1.155875749 1.500981348 1.477398565 5.346339268 6.833497436

33 RS27A sp|P62979| IQDKEGIPPDQQR 1.259530408 1.410336677 1.395362 8.96313304 9.929744578

34 1433Z sp|P63104| YLAEVAAGDDKK 1.285979267 1.248157935 1.250151201 5.421255754 5.270216689

35 UB2L3 sp|P68036| TKIYHPNIDEK 4.135002424 0.169000273 0.504820741 69.35739863 8.467480741

36 TBA4A sp|P68366| DVNAAIAAIKTK 2.423453628 1.73560927 1.762918283 5.45780936 3.97023149

37 LAT1 sp|Q01650| ALAAPAAEEKEEAR 0.911429782 1.290361971 1.139878636 31.75349329 39.71247082

38 LAT1 sp|Q01650| MLAAKSADGSAPAGEGEGVTLQR 0.81842009 1.164492197 1.141867175 4.685793256 6.537661489

39 CAV1 sp|Q03135| AMADELSEKQVYDAHTK 1.711964466 1.593535361 1.622288655 25.62098213 24.2789085

40 UBXN1 sp|Q04323| MLELVAQKQR 1.114538208 1.215361818 1.205624941 8.927712181 9.657338249

41 PLEC sp|Q15149| SELELTLGKLEQVR 0.863162055 1.352930545 1.33743968 2.041281788 3.162895362

42 AAAT sp|Q15758| GPAGDATVASEKESVM 0.647701452 1.04003596 0.86607953 33.15897325 44.33880438

43 VAMP3 sp|Q15836| DQKLSELDDR 1.021287643 1.360122875 1.261124595 23.66078589 29.21723301

44 CCD50 sp|Q8IVM0| KHFPEFPATR 1.539279206 1.865530146 1.806905365 15.30775329 17.96922965

45 PSMD1 sp|Q99460| TSSAFVGKTPEASPEPK 1.770031172 1.322050391 1.354909557 9.582255856 7.33494994

46 H2B1L sp|Q99880| AVTKYTSSK 1.602544688 1.520289316 1.591521691 87.19884644 86.59905496

47 H2B1L sp|Q99880| HAVSEGTKAVTK 1.492015651 1.240402787 1.253145067 6.029569829 5.06424023

48 H2B1L sp|Q99880| LLLPGELAKHAVSEGTK 1.601421335 1.316546763 1.316747422 0.085666279 0.07043796

49 ATX10 sp|Q9UBB4| ITSDEPLTKDDIPVFLR 1.207936578 1.4500696 1.420040536 10.54948285 12.40188728

50 NSF1C sp|Q9UNZ2| LGAAPEEESAYVAGEKR 2.196073257 1.274503084 1.336516708 11.05684273 6.729126638

51 ITM2B sp|Q9Y287|

VTFNSALAQKEAK

0.932085223 0.702753177 0.822160348 59.02890961 52.06737291
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No. Protein Leading razor protein Ubiquin Sequence
1 RASN sp|P01111| TVDTKQAHELAK
2 ERBB2 sp|P04626| EIPDLLEKGER
3 TBB5 sp|P07437| MSMKEVDEQMLNVQNK
4 TBB5 sp|P07437| KLAVNMVPFPR
5 K2C7 sp|P08729| FLEQQNKLLETK
6 TACD2 sp|P09758| KVEIKELGELR
7 TACD2 sp|P09758| VEIKELGELR
8 H2AZ sp|P0C0S5| KGQQKTV
9 HSP7C sp|P11142| MVQEAEKYKAEDEK
10 HSP7C sp|P11142| MVQEAEKYK
11 UBA1 sp|P22314| KPLLESGTLGTK
12 2AAA sp|P30153| YMVADKFTELQK
13 S19A1 sp|P41440| SAAEEKAAQALSVQDK
14 RS10 sp|P46783| PKGLEGERPAR
15 H2BFS sp|P57053| AVTKYTSAK
16 RS27A sp|P62979| TLTGKTITLEVEPSDTIENVK
17 RS27A sp|P62979| MQIFVKTLTGK
18 RS27A sp|P62979| VDENGKISR
19 1433Z sp|P63104| NLLSVAYKNVVGAR
20 AT11A sp|P98196| VIEGKVDQIR
21 RL6 sp|Q02878| IDISNVKIPK
22 ADAM9 sp|Q13443| SQTYESDGKNQANPSR
23 NEDD8 sp|Q15843| QMNDEKTAADYK
24 ADRM1 sp|Q16186| MSLKGTTVTPDK
25 PTRF sp|Q6NZI2| AHATTSNTVSKLLEK
26 BCOR sp|Q6W2J9| LIVNKNAGETLLQR
27 ZFY16 sp|Q7Z3T8| SCIKIPR
28 S20A1 sp|Q8WUM9| DSGLYKELLHK
29 CUL5 sp|Q93034| TQEAIIQIMKMR
30 DCNL1 sp|Q96GG9| MEQELKEPGR
31 PI51A sp|Q99755| GAIQLGITHTVGSLSTKPER
32 TBA1C sp|Q9BQE3| TIGGGDDSFNTFFSETGAGKHVPR
33 TBA1C sp|Q9BQE3| QLFHPEQLITGKEDAANNYAR
34 TBA1C sp|Q9BQE3| DVNAAIATIKTK
35 TBA1C sp|Q9BQE3| VGINYQPPTVVPGGDLAKVQR
36 TBA1C sp|Q9BQE3| LDHKFDLMYAK
37 TBA1C sp|Q9BQE3| GDVVPKDVNAAIATIK
38 TBA1C sp|Q9BQE3| FDLMYAKR
39 TBA1C sp|Q9BQE3| GHYTIGKEIIDLVLDR
40 BACD3 sp|Q9H3F6| TTSFKGTSPSSK
41 TXNIP sp|Q9H3M7| VYGSGEKVAGR
42 ARL8B sp|Q9NVJ2| DLPNALDEKQLIEK
43 CHIC2 sp|Q9UKJ5| SIEKLLEWENNR
44 MYO6 sp|Q9UM54| GPAVLATKAAAGTK
45 XCT sp|Q9UPY5| LPSLGNKEPPGQEK
46 GPR56 sp|Q9Y653| GGPSPLKSNSDSAR
47 EPN1 sp|Q9Y6I3| ENMYAVQTLKDFQYVDR
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No. Protein Leading razor protein Ubiquin Sequence

1 RASN sp|P01111| TVDTKQAHELAK

2 ERBB2 sp|P04626| EIPDLLEKGER

3 TBB5 sp|P07437| MSMKEVDEQMLNVQNK

4 TBB5 sp|P07437| KLAVNMVPFPR

5 K2C7 sp|P08729| FLEQQNKLLETK

6 TACD2 sp|P09758| KVEIKELGELR

7 TACD2 sp|P09758| VEIKELGELR

8 H2AZ sp|P0C0S5| KGQQKTV

9 HSP7C sp|P11142| MVQEAEKYKAEDEK

10 HSP7C sp|P11142| MVQEAEKYK

11 UBA1 sp|P22314| KPLLESGTLGTK

12 2AAA sp|P30153| YMVADKFTELQK

13 S19A1 sp|P41440| SAAEEKAAQALSVQDK

14 RS10 sp|P46783| PKGLEGERPAR

15 H2BFS sp|P57053| AVTKYTSAK

16 RS27A sp|P62979|

TLTGKTITLEVEPSDTIENVK

17 RS27A sp|P62979| MQIFVKTLTGK

18 RS27A sp|P62979| VDENGKISR

19 1433Z sp|P63104| NLLSVAYKNVVGAR

20 AT11A sp|P98196| VIEGKVDQIR

21 RL6 sp|Q02878| IDISNVKIPK

22 ADAM9 sp|Q13443| SQTYESDGKNQANPSR

23 NEDD8 sp|Q15843| QMNDEKTAADYK

24 ADRM1 sp|Q16186| MSLKGTTVTPDK

25 PTRF sp|Q6NZI2| AHATTSNTVSKLLEK

26 BCOR sp|Q6W2J9| LIVNKNAGETLLQR

27 ZFY16 sp|Q7Z3T8| SCIKIPR

28 S20A1 sp|Q8WUM9| DSGLYKELLHK

29 CUL5 sp|Q93034| TQEAIIQIMKMR

30 DCNL1 sp|Q96GG9| MEQELKEPGR

31 PI51A sp|Q99755| GAIQLGITHTVGSLSTKPER

32 TBA1C sp|Q9BQE3| TIGGGDDSFNTFFSETGAGKHVPR

33 TBA1C sp|Q9BQE3| QLFHPEQLITGKEDAANNYAR

34 TBA1C sp|Q9BQE3| DVNAAIATIKTK

35 TBA1C sp|Q9BQE3| VGINYQPPTVVPGGDLAKVQR

36 TBA1C sp|Q9BQE3| LDHKFDLMYAK

37 TBA1C sp|Q9BQE3| GDVVPKDVNAAIATIK

38 TBA1C sp|Q9BQE3| FDLMYAKR

39 TBA1C sp|Q9BQE3| GHYTIGKEIIDLVLDR

40 BACD3 sp|Q9H3F6| TTSFKGTSPSSK

41 TXNIP sp|Q9H3M7| VYGSGEKVAGR

42 ARL8B sp|Q9NVJ2| DLPNALDEKQLIEK

43 CHIC2 sp|Q9UKJ5| SIEKLLEWENNR

44 MYO6 sp|Q9UM54| GPAVLATKAAAGTK

45 XCT sp|Q9UPY5| LPSLGNKEPPGQEK

46 GPR56 sp|Q9Y653| GGPSPLKSNSDSAR

47 EPN1 sp|Q9Y6I3|

ENMYAVQTLKDFQYVDR
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