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Fig. S1. GO classification analysis of all DEGs. GO functions are shown in X axis. The Y axis shows the numbers of genes which have the GO function.
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Fig. S2. Validation of selected genes using real-time PCR during sex reversal. (A) hibadh, (B) dhrs11, (C) dhrs12, (D) p5cdh, (E) cyp3a40, (F) dhrs13.
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Fig. S3. Validation of zbtb genes using RT-PCR. (A) zbtb1, (B) zbtb22, (C) zbtb40, (D) zbtb44.
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[bookmark: _GoBack]Fig. S4. The nucleotide sequences and deduced amino acid sequences of zbtb40. The stop codon was denoted by an asterisk. Nucleotide and amino acid were numbered on the left. 
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ATGATATGCAGGTCTCTCCTGGACGGCTCTGACACCATCTCCATTGACACGACCATGGTTTCCTCGCAGGAGTTTGGCTGTCTGCTGGACATGGTCTACACTGGCAAGCTGCCTCTCGGC
RSLLDGSDTTIS IDTTMVSSQE FGCTLLDMVYVJYTGT KTLTPLG

AAAC-\CAATGTCA(:CC(xCATTGTCGCCGCTGCAGACAGCCT&CAGATGTTCGACGTGGCTGTT{:{:{:TTCAAAAACGTCCTC-\CC-\GCCTTGTGAACCAGC.»\-\CCT(:CAGTCCCA(;TCCTT
KH NVS R IVAAAD SLQMEFDVAVGTFI KNVLTSTLVYVNQQFPAVPV

TCTACACAGACTCCGAGTCTCACAGTGATCAACAAAGCACAGAGTACAAACCCTGAAGGTTCAGTTTCACCAAACAGGGACGACTTGACTTCAGACAAAACGGAGCTTAAGCCTGAGCTG.
sT QT Ps LTV INZ KA AQSTNPETGSVSPNE RTUDTDLTSDEKTETLKTPEL

GAGAAGGAAGACAGTCAAAATGGGTGTAAAGACGCAGAGGAACCAGCATGTAAGAGAACCTGTGTGGAGCTCTCTCAGTCCTCAGAGCCTGAAGAGTCCCAATCCTCAGAGAGGGTAGTG
EKED SQNGCXK DAEEPACEKT RTGCVELSQSSEPETE SQSSE R VV

GAAGAGAACAATACAACCGCAGCTGAGGTATCGAGTGAGCCTGTGTCAGCGGCTGGTCTTCTGGAACATICCTCTCAGCTTGTGGAGCTCCTCGCCAACATGTCATCTGTCCTGGAGCTG
EENNTTAAEV SSETPVSAAGLLEHSSQLVETLTLANMSSVLE L

CTGAGCCAGGCAGCACAGAAACACCTGGATGAACAGGAGAGACAGATTGIGTGTCAGTGC TGTGAGGAGGCAGATCCCAGCTCAGCGCTGAGGAACCTGATGAGCAGCGTGAAGGAGGGG
L S QAAQ KHLDETG QERQTIVCQCC CETEADTPS S ALERNTLMSSV KEG

CAGCTCAGCGAGGAAGCACTTCTCAGTCTGCTCCGGACTGTTCGATCTTTGGTGGAAGAGGTGGAGAAGAACACACAGGAGCCAGAAAGAGACCAAACTGAAGT TGACTTAGAAAAGCAG
Q LSE EALLSLLTRTV RSTLVETEVETIKNTI QEPERDG QTEVDTLE KQ

GACAGTAGCGGAAGTGAAGAAAAGCAGGAGGAAGAGGAAGAGGAAGAGGAAGAAACAAAAAAGGAGGAGACTGAAGAGGACGACAAAGTCAAAACTGCTACGACAGACTCTTCCTCCCCC
DS sS G S EEKG QE EEEETETETEETEKE KTETETEETDTDEKVYVEKTATTDSSSP

TCCAAGCCTTACTCCTGTCGTTGGTGTAAGAGGGGTTT TGCCTACAAGTGTCGAATGC TGGCCCACATAAAGCGCTGCCCCATGTCCCAGGAGTGTGAGCAGCAGTGCCCGGAGTGCCCG
S KPY SCR WCKTZRGFAY K CRMLATHTIZKRCPMSQETCET QQC P ECEP

GAGAAGCTGGCCAACCAGCGAGCCCTGCAGCGGCATCGGGCCGAGGCTCACCGCAACACCACGCGAGTGAAGAAGAAGGTGGCCTGTGACCTCTGTGGGCGAACCTTTGCTCACCCATCA.
E K LANQR AL QRUHRAEAHRNTTT®RVEKT KT KYVACDTLCGTRTFAHPS

GGCATGATTTACCACAAGCGCACAGAGCATTTTGAAGAGAAACCGTTTGCTTGCGAGGACTGCGGCGCAAAGT TCGGCGCCAACTCGTCTCTGAAGAACCACATGAGGCTGCACACGGGA
G M I YHKRTETHTFTETEIKTPTFACEDTCGAZ KTFGANSSTLZKNHMRTLEHTG

GAGAAGCCTTACCACTGCAAACACTGTGACATGAGCTICAGCGTGGCCGCTGCGCTTGCATACCACACCAAGAAGAAACACTCTGAGGGAAAGATGTATGTGTGTCAGTATIGTAAGGCT
E K PYHCKHCDMS FSV AAALAYHTTZ KT KTE KTHSETGE KMYVCQYCK A

GICTICGCCCAGTCCATTGAACTGACCCGTCACGTGCGAACACACACTGGTGATCGGCCTTATGTGTGCCGAGAATGTGGCAAAGGTTACAGCCAGGCCAGCGGACTCACCGTGCACCTG
VFAQS I ELTRUHVYVYRTHTGD RPYVCRETCGTZ KT®GY S$QA SGLTV HL

CCACACTTTCCACAATTTGTCGGAGCCTCATGACTGTCAGAAGTGTTGTCTCAGCTTCGCCTCTITGGAGGAGCATCGGCAGCACATCCAGGAGTTTCACCCAAAAGAGTTCCACAAATGT
HTF HNLSEPHDC QK CCLSTFASLTETETHRTI QHTIQE FHPEKETFHKDC

CCCCACCTGTAATAAGGTGTTCACCAGCGCCGCCCTGCTGGAAAAACACAAGGGCACACACACTGGAAGCAAGCCCTICAGCTGCGACCTCTGCAACAAGTCTTACCAGCAACTGTCAGGC
P TCNKUVFEFTSAATLTLTESEKEHTEKTGTHTGSZ KTPEFSOCCDLCNTZKS SY QQL SG

TIGTGGTACCACAACAGAACCAACCACCCTGATGTGTTTGCTAACCACACACGGCAGCTCAAGACCCTGGTTCAGTGTGACGTCTGCTTTAAGTTCTTTCCCAGCGCTGCCACTGTGGCC
L WYHNRTNHPDV FANHTR RO QLTZ KTLYVYQCDVCFEKTFTFPSAATVA

AAACACCAGGCTGCTGAGCACCAAGGCTCAGCAGCGTCCGCGTTGCATTGTCCGTACTGCCCGGCTGTGCTGGGTGGGGAGGAGGAGATGCAGGAGCACGTCAGCAGCCAGCACGTCAGC
K HQAA EH QG SA A SALHCPTY CPAVLGGETETEMQE HVS SQHVS

CCAGAGCAGTGAGGGGTTCAGCTGCCCCCTCTGCTCCCTGGTCTGCTCCTCCCAGCTGGAGCTGCAGGAGCACCTGCTCGCCTGCCACGTGGAGGCCCAGGAAGAGCAGGAGGTCAGAGAG
Q s S EGFSCPLCSLVCSSQLETLTG QEHLTLACHYEA AT QEEQEV RE

GAGCAGGCCTCCACCTCCCACACAGTGATTGCAGCAGATCCAACAGGCAGTGAGGAGGCGGAGTCAGTGATCTCTGAGGAGCAGGCACAGCTGGCAGCTGCCCAGCAGGTGTTTGTGGCT
E Q ASTSHTV I AADTPTGSETEAES SV ISEET QAT QTLAAAQQV F VA

CTGTCAGGTGGACGAGAGGGTGTATCATCAGCGGAGGTGGTGGAGGTCAACATGTATGACCTTICTGAACAGCTCAGTCGCCTTCATCTGTGAGGACAAACCTCCAGGTCCTGACTCCTAA
LS GGR E GV S SAE VYV EVY NMY DLLNSSVAFTICETDE KTPTPGPDS?*




