Table S2. Technical details of TMB evaluation
	Type
	Parameter

	Cancer type
	LUAD

	Input material
	FFPE or frozen

	Tumor cellularity
	>60% cellularity, <20% necrosis

	DNA extraction
	DNEasy (Qiagen)

	Capture
	SureSelect All Exon v5 (50Mbp) (Agilent)

	Depth of coverage
	97.63×

	Sequencer
	HiSeq 2000 (Illumina)  

	Mutation types
	nonsyn.

	Filtering germline
	(Blood or normal tissue)

	Ref.
	[1]
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