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Figure S6 Domain analysis of Egl
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Specific hits
Superfanilies Glyco_hydro_1 superfamily
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Name  Accession Description
[+] Cellulase  pfam00150 Cellulase (glycosyl hydrolase family 5);
[+] CBM_3 smart01067 Cellulose binding domain;

Interval E-value
54-295 1.59e-69
356-437 2.25e-23




