Additional information


The SMART App: an interactive web application for comprehensive DNA methylation analysis and visualization
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[bookmark: _GoBack]Figure S1. Distribution plots showing the correlation between expression and Methylation. Each bar represents a sample, the names of the gene/transcript and CpGs are shown on the right, the methylation and expression values are shown on the left. The samples are reorders according to the expression value. A. Gene-level distribution plot. B. Transcript-level distribution plot.
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