Appendix 4: Methods: Selected bootstrap trees used to represent phylogenetic uncertainty between geographically restricted major clades.

1_o: (Cape-clade, E. trimera),(Dra-Ta-clade,(Ma-Ta-clade, E. kingaensis))
1_1: (Cape-clade, E. trimera),(Ma-Ta-clade,(Dra-Ta-clade, E. kingaensis))
1_2: (Cape-clade, E. trimera),(E. kingaensis,(Dra-Ta-clade,Ma-Ta-clade))
2_o: ((E. trimera,(Dra-Ta-clade,(Ma-Ta-clade, E. kingaensis))),Cape-clade)
2_1: ((E. trimera,(Ma-Ta-clade,(Dra-Ta-clade, E. kingaensis)),Cape-clade)
2_2: ((E. trimera,(E. kingaensis,(Dra-Ta-clade,Ma-Ta-clade)),Cape-clade)
o_o: ((Cape-Clade,(Dra-Ta-clade,(Ma-Ta-clade, E. kingaensis))), E. trimera)
o_1: ((Cape-Clade,(Ma-Ta-clade,(Dra-Ta-clade, E. kingaensis)), E. trimera)
o_2: ((Cape-Clade,(E. kingaensis,(Dra-Ta-clade,Ma-Ta-clade)), E. trimera)
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