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	Genotype–Genotype
	difference
	adjusted p-values

	130Glu/136Asn–130Glu/136Thr
	-0.1095
	0.9220

	130Glu/136Asn–130Gly/136Asn
	-0.0835
	0.9782

	130Glu/136Asn–130Gly/136Thr
	0.0191
	1.0000

	130Glu/136Asn–130Gly/136Ile
	-0.1224
	0.8755

	130Glu/136Asn–130Gly/136Ile + reserpine
	0.0005
	1.0000

	130Glu/136Asn–YFP
	1.1955
	0.0000

	130Glu/136Thr–130Gly/136Asn
	0.0260
	1.0000

	130Glu/136Thr–130Gly/136Thr
	0.1286
	0.8485

	130Glu/136Thr–130Gly/136Ile
	-0.0129
	1.0000

	130Glu/136Thr–130Gly/136Ile + reserpine
	0.1100
	0.9205

	130Glu/136Thr–YFP
	1.3050
	0.0000

	130Gly/136Asn–130Gly/136Thr
	0.1026
	0.9417

	130Gly/136Asn–130Gly/136Ile
	-0.0389
	0.9997

	130Gly/136Asn–130Gly/136Ile + reserpine
	0.0840
	0.9776

	130Gly/136Asn–YFP
	1.2790
	0.0000

	130Gly/136Thr–130Gly/136Ile
	-0.1415
	0.7842

	130Gly/136Thr–130Gly/136Ile + reserpine
	-0.0186
	1.0000

	130Gly/136Thr–YFP
	1.1764
	0.0000

	130Gly/136Ile–130Gly/136Ile + reserpine
	0.1229
	0.8735

	130Gly/136Ile–YFP
	1.3179
	0.0000

	130Gly/136Ile + reserpine–YFP
	1.1950
	0.0000



