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	Genotype–Genotype
	difference
	adjusted p-values

	130Glu/136Asn–130Glu/136Thr
	0.0878
	0.8768

	130Glu/136Asn–130Gly/136Asn
	-0.2366
	0.0363

	130Glu/136Asn–130Gly/136Thr
	-0.3350
	0.0011

	130Glu/136Asn–130Gly/136Ile
	0.0932
	0.8441

	130Glu/136Asn–130Gly/136Ile + reserpine
	-0.6100
	0.0000

	130Glu/136Asn–YFP
	-0.7635
	0.0000

	130Glu/136Thr–130Gly/136Asn
	-0.3244
	0.0017

	130Glu/136Thr–130Gly/136Thr
	-0.4228
	0.0000

	130Glu/136Thr–130Gly/136Ile
	0.0054
	1.0000

	130Glu/136Thr–130Gly/136Ile + reserpine
	-0.6978
	0.0000

	130Glu/136Thr–YFP
	-0.8512
	0.0000

	130Gly/136Asn–130Gly/136Thr
	-0.0984
	0.8087

	130Gly/136Asn–130Gly/136Ile
	0.3297
	0.0014

	130Gly/136Asn–130Gly/136Ile + reserpine
	-0.3734
	0.0003

	130Gly/136Asn–YFP
	-0.5269
	0.0000

	130Gly/136Thr–130Gly/136Ile
	0.4281
	0.0000

	130Gly/136Thr–130Gly/136Ile + reserpine
	-0.2750
	0.0099

	130Gly/136Thr–YFP
	-0.4285
	0.0000

	130Gly/136Ile–130Gly/136Ile + reserpine
	-0.7032
	0.0000

	130Gly/136Ile–YFP
	-0.8566
	0.0000

	130Gly/136Ile + reserpine–YFP
	-0.1535
	0.3537



