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The mouse gene Ttc41 (ENSMUSG00000044937) encodes the tetratricopeptide repeat domain 41 and corresponds to a pseudogene in human. At the same time, this gene was preserved in the orangutan. The gene is actively expressed in the mouse testis. According to [1], its expression in testis in seven experiments varies from 35 to 80 TPM while expression in other organs does not exceed 5 TPM. For the Gm595 (ENSMUSG00000079606) gene expression in the adult testis (ranges from 35 to 100 TPM in eight experiments) is at least 100 times higher than in other organs.

For the 4930504O13Rik gene (ENSMUSG00000052642), expression in testis is at least 100 times higher than in any sample unrelated to the reproductive system. According to [1], its expression level in the testis varied from 157 to 356 TPM but never exceeded 2 TPM in other tissues. According to [2], its expression in the adult testis (66.5 RPKM) is 6000 times higher than in any sample unrelated to reproductive system (maximum is 0.11 RPKM in the liver). The encoded protein is a member of the lymphocyte antigen-6 (Ly6)/urokinase-type plasminogen activator receptor (uPAR) superfamily of proteins [3].

For the 4931406B18Rik gene (ENSMUSG00000013353), expression in adult testis is at least 10 times higher than in any sample unrelated to the reproductive system. The gene is not essential for male fertility [4]. According to [2], its expression in the adult testis (3.5 RPKM) is 700 times higher than in any sample unrelated to the reproductive system. According to [1], its expression in the testis varied from 10 to 21 TPM in six experiments but never exceeded 1 TPM in other tissues (excluding the 6-TPM expression in the embryonic medial nasal prominence).

For the gene 4921536K21Rik (ENSMUSG00000020434), the expression in the testis is at least 20 times higher than in non-reproductive organs. According to [2], its expression in adult testis (23.8 RPKM) is 50 times higher than in any sample unrelated to the reproductive system. According to [1], its expression in the testis varied from 114 to 201 TPM in seven experiments but never exceeded 7 TPM in other tissues.

The F830045P16Rik gene (ENSMUSG00000043727) is predicted to localize in the plasma membrane; orthologous to human SIRPB3P (signal regulatory protein beta 3, pseudogene). Low expression observed in mice.

The genes Cyct (ENSMUSG00000056436) and Ttc39d (ENSMUSG00000046196) are expressed in the mouse testis (showing 100-fold expression differences in several experiments available in [1]) and are found in many apes, and the latter gene is also expressed in the DMR. However, both genes became pseudogenes in human. Mammalian testes express two types of cytochrome c, somatic cytochrome c, and testis-specific cytochrome c. The testis-specific one is the sole cytochrome c expressed in all postmeiotic male germ cells, including mature spermatozoa. Both cytochromes localize in the mitochondria in the same manner. The testis-specific cytochrome c-null mice testes undergo early atrophy equivalent to that which occurs during aging as a consequence of a reduction in oxidative phosphorylation [5]. 

The mouse gene Cyp2ab1 (ENSMUSG00000022818) coding for a cytochrome P450 is most actively expressed in the placenta and heart [6], although its expression is also observed in the brain, liver, spleen, and skeletal muscle. In human, this gene corresponds to a pseudogene; however, the gene was preserved in the chimpanzee, bonobo, and gorilla. The gene has a lot of paralogs, 11 in the mouse and rat; 15 in the rabbit; but as low as 3 and 6 in the NMR and human, respectively. The family of cytochromes is too abundant (at least 57 in human and 102 in mouse) to reliably evaluate if the absence of Cyp2ab1 and some of its paralogs is functional [6].

The Hils1 gene (ENSMUSG00000038994) encoding for histone H1-like protein in spermatids 1 is mainly expressed in testis (50–100 times more actively than in any other organ). According to [1], its expression in the testis varied from 840 to 1660 TPM in seven experiments but never exceeded 14 TPM in other tissues.

The Mrgprb8 gene (ENSMUSG00000050870) encoding for MAS-related GPR, member B8 has low expression in testis and no expression in other organs according to the six experiments available in [1].
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