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Name: CMSNP0721784

Class: CMSNP

Type: SHP

Source: CMSHP

Pasition: chr3: 47376343, 47378343 (+ strand)
Length: 1

Score: 26

Alleles: GiA,

Oth_counts: 10
Ref_allele: G
Ref_counts: U
SNP_State: Homozygous



