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Length with predicted minus observed (bp)

D
e

n
si

ty

100 150 200

0
.0

0
0

0
.0

0
2

0
.0

0
4

0
.0

0
6

0
.0

0
8

0
.0

1
0(b)

Deletion length(bp)
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(c)

CDS Intergenic Intronic

Location of deletion
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Summary of structural variations
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