Supplementary figure 2

Consensus |GIGITT GITTACTTTCICAAGTTACTGCTACCICACTGCAGACT CCCTAGATCCTICCIGAGTCIGGIGITITICTTIGGEATTTTGTGARGTECTT CcITTTE TCAGAGCTTTTCITGCGTGGGTATAATARTTTGTGEIGCTTTATICICAGTAGTGTGTCCTGCTGET G
2Sequences |60 2070 2080 2100 2110 2120 2130 2140 2150 2160 2170 2180 2130 2200 2210 2220 2230 2240 2250 2260 2270 z
Gl T GITICTATITGGEATITTGTGRACTE T: TCARAGCTTTTCITCCGT GGGGATAATARCTTACAGTGGGT TAIGIGCT

CCCT---TCCTCCCCGAGT CTTCCACAGCAGCAG: ccT

GACTGTTCACGGCAGACC] TTCTGGCCT TTGTGG]CAICTATICT AGCAGGGARCACTRARGETCEARATARARGE



