Table S3. Variation site statistics for the mt genome of H. marmoreus
	Method　
	# Variant
	# SNP
	# InDel

	GATK
	2249
	1500
	

	Samtools
	2704
	1467
	

	Intersection of GATK and Samtools
	1831
	1307
	

	After hard filtering
	1373
	972
	


