
Supplementary File 1: 
 
Table 2. The list of novel proteins identified using proteogenomics approach. These 
proteins were not present in TAIR proteome database. The detailed information about the 
novel identification, its annotation from TAIR webpage and their matched peptides (highlighted in 
yellow) were presented following with this table. 
 
Furthermore:  

• If the spectral counts are smaller than 4, the matched spectra were also presented.  

• If the novel identification shares with TAIR10 protein entry a group of peptides, then the 
matched TAIR10 protein entry were included, and the unique peptide(s) associated with the 
novel identification were specified. 

• If different set of peptides (from different tissues) were associated with the novel identification, 
all sequence matches were listed. 

 

 
 
  

Cotyle-

done Rosette Cauline Stem

Pollen 

grain Flower Root Silique

Root 

cells Seeds

1 AtChr1@30100671@30103941 AT1G80020.1 Transposable_element_gene 38 25 22 24 72 51 31 46 79 13

2 AtChr3@4967609@4969613 AT3G14800.2 Transposable_element_gene 14 2 9 4 28 29 12 12 19

3 AtChr2@2859228@2863482 AT2G06950.1 Transposable_element_gene 6 5 2 25 21 6 10 1

4 AtChr3@1247686@1249978 AT3G04605.1 Transposable_element_gene 5 1 3 1 14 11 6 1 23

5 AtChr3@22515146@22515965 AT3G60930.1 Transposable_element_gene 4 1 1 1 9 8 1 2 5 4

6 AtChr5@19854556@19856566 AT5G48965.1 Transposable_element_gene 2 2 8 8 3 3 17

7 AtChr5@7082385@7083282 AT5G20880.1 Transposable_element_gene 3 1 3 2 5 9 2 4 3 1

8 AtChr3@22515868@22516741 AT3G60930.2 Transposable_element_gene 1 1 3 5 3 1 7

9 AtChr1@26346412@26348515 AT1G69950.1 Transposable_element_gene 4 5 4

10 AtChr3@15403874@15404801 AT3G43510.1 Transposable_element_gene 1 5 2

11 AtChr5@13104627@13107087 AT5G34853.1 Transposable_element_gene 2 1 5

12 AtChr5@13103632@13104208 AT5G34853.1 Transposable_element_gene 3 2 5

13 AtChr5@19854197@19854566 AT5G48965.1 Transposable_element_gene 1 2

14 AtChr3@18791524@18795901 AT3G50625.1 Transposable_element_gene 4

15 AtChr4@7689781@7690192@0 AT4G06020.1 Novel_transcribed_region 5 9

16 AtChr5@10277623@10277968 AT5G00495.1 Novel_transcribed_region 4 3

17 AtChr1@10428741@10429146 AT1G29785.1 Antisense_long_noncoding_rna 2 2 1 3 5 1 1

18 AtChr4@9188288@9188534 AT4G06385.1 Long_noncoding_rna 5 1

19 AtChr3@3253541@3253958 AT3G02345.1 Long_noncoding_rna 3

20 AtChr5@26518786@26519188 AT5G66400.1

Arabidopsis thaliana drought-

induced 8 8

21 AtChr2@17714928@17715315 AT2G42560.1 Late embryogenesis abundant 25 4

22 AtChr2@2056255@2056639 AT2G05580.1 Glycine-rich protein family 2

23 AtChr4@6693384@6693678 AT4G10895.1

Plant self-incompatibility protein 

S1 family 6 7

24 AtChr5@7534553@7534787 AT5G22650.1 Arabidopsis histone deacetylase 2 5 2 1 1

25 AtChr1@20390129@20390324 AT1G54630.1 Acyl carrier protein 3 2

26 AtChr1@18512092@18512548 AT1G49980.9

DNA/RNA polymerases 

superfamily protein 5 5 6

27 AtChr2@15278911@15279358 AT2G36410.1

Transcriptional activator 

(DUF662) 1 2 1 3 1

28 AtChr5@21376666@21377527 AT5G52710.1

DNA/RNA polymerases 

superfamily protein 7

Total Spectrum Count

6ORF ID

 Genomics Locus 

sequence (DNA) TAIR annotationNO.



No.1. AtChr1@30100671@30103941: Transposable_element_gene 
 

 
 
No.2. AtChr3@4967609@4969613: Transposable_element_gene 
 

 
 
  



No.3. AtChr2@2859228@2863482: Transposable_element_gene 
 

 
 
No.4. AtChr3@1247686@1249978: Transposable_element_gene 
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No.5. AtChr3@22515146@22515965: Transposable_element_gene 
 

 
 
No.6. AtChr5@19854556@19856566: Transposable_element_gene 
 

 
 
No. 7 AtChr5@7082385@7083282: Transposable_element_gene 
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No. 8. AtChr3@22515868@22516741: Transposable_element_gene 
 

 

 

 

 



No. 9. AtChr1@26346412@26348515: Transposable_element_gene 
 

 
 

 
 

 
 
  



No.10. AtChr3@15403874@15404801: Transposable_element_gene 
 

 

 

 

 



No. 11. AtChr5@13104627@13107087: Transposable_element_gene 
 

 
 

 
 
  



No. 12. AtChr5@13103632@13104208: Transposable_element_gene 
 

 
 

 

 
 
  



No. 13. AtChr3@18791524@18795901: Transposable_element_gene 
 

 

 
No. 14. AtChr3@18791524@18795901: Transposable_element_gene 
 

 



 

 
 
  



No. 15. AtChr4@7689781@7690192@0: Novel_transcribed_region 
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No. 16. AtChr5@10277623@10277968: Novel_transcribed_region 
 

 

 
 
  



No.17.  AtChr1@10428741@10429146: Antisense_long_noncoding_rna 
 

 

 

 



 

 
 
  



No. 18. AtChr4@9188288@9188534: Long_noncoding_rna 
 

 
 

 

 
 
  



No. 19. AtChr3@3253541@3253958: Long_noncoding_rna 
 

 
 

 

 
 
  



No. 20. AtChr5@26518786@26519188: Arabidopsis thaliana drought-induced 8 
 

 

 
 

 
 

 



 
No. 21. AtChr2@17714928@17715315: Late embryogenesis abundant 25 
 

 
 

 
 

 
  



No. 22. AtChr2@2056255@2056639: Glycine-rich protein family 
 

 
 

 

 
 
  



No. 23. AtChr4@6693384@6693678: Plant self-incompatibility protein S1 family 
 

 

 

 

 
 



 
 
No. 24. AtChr5@7534553@7534787: Arabidopsis histone deacetylase 2 
 
Peptide (SPNIEQYPFFDRFD) is the novel identification, it is not in AT5G22650.1 from TAIR10 
and TAIR11. 
 

 

 

 
 
  



No. 25. AtChr1@20390129@20390324: Acyl carrier protein 3 
 
Peptide (QAKPETVDKVCAVVR) is the novel identification. It is not present in AT1G54630.1 
from TAIR10 and TAIR11. 
 

 
 

 

 
 
  



No. 26. AtChr1@18512092@18512548: DNA/RNA polymerases superfamily protein 
 

 

 
 
No. 27. AtChr2@15278911@15279358: Transcriptional activator (DUF662) 
 
Peptide (STEDSSSCFGLR) is the novel identification. It is not present in AT2G36410.1 from 
TAIR10 or TAIR11. 
 

 
 

 
 



 

 
 
  



No. 28. AtChr5@21376666@21377527: DNA/RNA polymerases superfamily protein 
 
Peptide (IDPLIIQGLDGK) is the novel identification. It is not present in AT5G52710.1 from 
TAIR10 or TAIR11. 
 

 
 

 
 

 
 
 


