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Figure S1. Cross-lagged path analysis models for hsCRP, glucose and insulin

hsCRP=high-sensitivity C-reactive protein; f=standardized regression coefficient;
ry=synchronous correlation; r, and ry=tracking correlations

Goodness-of-fit: root mean square residual (RMR)=0.012 and comparative fit
index (CF1)=0.999 for glucose; RMR=0.037 and CFI=0.958 for insulin
Coefficients different from 0: p<0.05,"p<0.01

a, p=0.004 for difference between 3, and B, for insulin




image2.png
Baseline CRP | 12-0:450" (Hyper) Follow-up CRP
r,=0.483" (Normo) (R2=0.211 for Hyper)
(R2=0.236 for Normo)

"B,=0.062, p=0.294 (Hyper)
34=-0.054, p=0.309 Normo)

B

r;=-0.005 (Hyper)
r,=0.1517 (Normo)
,=0.152, p=0.009 (Hyper)
3,=0.088, p=0.121 (Normo)

Follow-up Insulin
(R2=0.235 for Hyper)
(R2=0.125 for Normo)

r;=0.438" (Hyper)
r;=0.342"™ (Normo)

Baseline Insulin

Figure S2. Cross-lagged path analysis models for CRP and insulin by
hyperglycemia groups

CRP=C-reactive protein; Normo=normoglycemia in the outcome survey ;
Hyper=hyperglycemia in the outcome survey; f=standardized regression coefficient;
r,=synchronous correlation; r, and rs=tracking correlations

Coefficients different from 0: “p<0.05,”p<0.01.

Goodness-of-fit: root mean square residual (RMR)=0.054 and comparative fit index
(CF1)=0.916 for hyperglycemia; RMR=0.022 and CF1=0.990 for normoglycemia




