

Additional file 2. Primer information for regions amplified in the current study.
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	Primer name
	Tm
	Sequence
	Primer publication

	ACOX2-3-F
	61.7
	5'-CCTSGGCTCDGAGGAGCAGAT-3'
	Salicini et al. 2011

	ACOX2-3-R
	59.3
	5'-GGGCTGTGHAYCACAAACTCCT-3'
	

	COPS7A-4-F
	61.3
	5'-TACAGCATYGGRCGRGACATCCA-3'
	Salicini et al. 2011

	COPS7A-4-R
	63.3
	5'-TCACYTGCTCCTCRATGCCKGACA-3'
	

	ROGDI-7-F
	62
	5'-CTGATGGAYGCYGTGATGCTGCA-3'
	Salicini et al. 2011

	ROGDI-7-R
	61.8
	5'-CACGGTGAGGCASAGCTTGTTGA-3'
	

	STAT5b-F
	57.8
	5'-CTGCTCATCAACAAGCCCGA-3'
	Matthee et al. 2001

	STAT5b-R
	60.9
	5'-GGCTTCAGGTTCCACAGGTTGC-3'
	

	cytb-LGL-765-F
	52.6
	5'-GAAAAACCAYCGTTGTWATTCAACT-3'
	Trujillo et al. 2009

	cytb-LGL-766-R
	48.3
	5'-GTTTAATTAGAATYTYAGCTTTGGG-3'
	

	cytb-internal-f
	53.6
	5'-TCATCGCAGCTATAGTAATAGTACA-3'
	This study

	cytb-internal-r
	48.6
	5'-GGGATTGAGCGTAGAATTGCA-3'
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