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Table S1 Bacterial strains, plasmids and primers used in this study.
	Strain, plasmid or primer
	Relevant characteristics or sequence (5'-3') a
	Source or reference

	Strains
	
	

	E. coli DH5(
	Intermediate host, plasmid free
	Transgen

	E. coli MC1061
	Cloning strain for the shuttle-vector pNZ8148, plasmid free
	[1]

	E. coli Transetta (DE3)
	Expression strain for the pET-28a vector, plasmid free
	Transgen

	L. lactis subsp. cremoris MG1363
	Plasmid-free Lactococcus strain
	[2]

	L. lactis NZ9000
	Derivative of MG1363 carrying regulatory genes nisR and nisK on the chromosome
	[3]

	Ll:pSLC
	L. lactis NZ9000 containing pSLC plasmid
	This work

	Ll:pSLC-G
	L. lactis NZ9000 containing pSLC-G plasmid
	This work

	Plasmids
	
	

	pET-32a
	AmpR, commercial expression plasmid for assembly of the cloned fragments
	In our lab

	pET-28a
	KanR, E. coli expression vector with T7 promoter
	In our lab

	pNZ8148
	CmR, pNZ8048 derivative; L. lactis expression vector with nisA promoter
	Miaoling Bio

	pSLC
	pNZ8148 carrying signal peptide of Usp45 (SPUsp45), LEISSTCDA and anchor domain                                                 of AcmA (cA) gene with MCS sequence (SLC) fused to nisA promotor
	This work

	pSLC-G
	pNZ8148 carrying SLC and G of HIRRV fused to nisA promotor
	This work

	Primers
	
	

	SPUsp45-F
	CGGCCATGGTGAAAAAAAAGATTATCTCAGCTATTTTAATGTCT (NcoI)
	AM406671.1

	SPUsp45-R
	TTCGGATCCAGCGTCACAGGTACTGCTGATCTCTAGAGCGTAAACACCTGACAACGGGGC (BamHI)
	

	cA-F
	CCCGGATCCTCTTCAGCTGGAAATACTAATT (BamHI)
	AM406671.1

	cA-R
	CCCAAGCTTAGAATTCGTCGACGAGCTCTTTTATTCGTAGATACTGACCAATT (HindIII)
	

	G-F
	TTCGAGCTCCAAACCATCAAGCCTGGAG (SacI)
	KY363350.1

	G-R
	TTCAAGCTTACCCTCGACTGGCGAGGT (HindIII)
	

	HIRRV-qF
	CTTCCTGATTGTGATGTCTGCG
	[4]

	HIRRV-qR
	CAACGATACTCCTGTGATTCCG
	

	pNZ-F
	GCATAATAAACGGCTCTGA
	This work

	pNZ-R
	GCTTTATCAACTGCTGCTTT
	

	nisRK-F
	ACATTTCACTTCCCTTGGAT
	CP002094.1

	nisRK-R
	AAGATAGTCCAATCCCATAGTG
	


a Restriction enzyme sites are underlined; the nucleotide sequence of LEISSTCDA peptide in SPUsp45-R and the MCS sequence (containing TAA) in cA-R are italicized.
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Figure S1. Mass spectrographic analysis of the G protein expressed by L. lactis NZ9000. (A) The amino acid sequence of HIRRV-G protein. Eight matched peptides were underlined and two of the best matched peptides were labeled in bold. (B) Fingerprints of the two best matched peptides. (C) The matched protein information of mass spectrometric analysis.
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