Supplementary Tables
Table S1 Sensor Genes used in this study
	Sensor Genes
	Source

	cadR
	ATGAAAATCGGCGAACTGGCGAAACGCACCGGTTGCCCGGTGGAAACCATCCGCTACTACGAACGCGAAGGTCTGCTGCCGGAACCAGCCCGCAGCGAAGGCAATTACCGCCAGTACACTTTAGCCCACGTTGAACGTTTGTCTTTTATCCGCCACTGCCGCTCTTTAGATATGACCCAAGAAGAAATCCGCACTTTACTGGCGCTGCGCGATCGTCCAGAAGCCGATTGCGGCACCGCCAATCGTTTAATTGATGAACATTTACACCACGTGGAAGTTCGCATCGCCGAACTGCAAGCCTTACGCGAACAGCTGCGCGATCTGGGTAGCCGCTGCACCGTTGCCGGCAATAGCCAAGCATGTGGCATTTTACGCGAACTGGAACAGCCGGCCCCACTGAGCCCAATCGCCGAAGAATGCGCCGAAGCCGGCCACATGCATGTGCCCGGTGTTCACCGCCGCCATGGCTAA

	GeneBank CP020560.1

Sequence has been optimized for expression in E. coli

	cueR
	ATGAATATTAGCGATGTGGCCAAAATTACCGGTTTAACCAGCAAAGCCATCCGCTTCTATGAGGAGAAAGGTTTAGTTACCCCGCCGATGCGCAGCGAAAATGGCTATCGCACCTATACCCAGCAGCATTTAAATGAACTGACTTTACTGCGCCAAGCTCGTCAAGTTGGCTTTAATTTAGAGGAAAGCGGCGAGCTGGTGAATCTGTTCAATGATCCGCAGCGCCATAGCGCCGATGTTAAACGCCGCACTTTAGAAAAGGTTGCCGAAATCGAGCGCCACATTGAAGAACTGCAGAGCATGCGCGATCAGCTGCTGGCTTTAGCCAATGCATGTCCGGGTGATGACAGCGCAGACTGCCCGATTATTGAGAATCTGAGCGGCTGCTGCCATCATCGCGCCGGTTAA

	GeneBank CP034595.1

Sequence has been optimized for expression in E. coli

	pbrR
	ATGAATATTCAGATCGGCGAGCTGGCAAAACGCACCGCCTGTCCGGTTGTGACCATTCGCTTCTACGAGCAGGAAGGCTTACTGCCGCCGCCTGGCCGTAGTCGTGGTAATTTCCGCCTGTATGGCGAAGAACACGTGGAACGCCTGCAGTTTATCCGCCATTGCCGCAGCCTGGACATGCCGCTGAGCGATGTGCGTACCCTGCTGAGCTATCGCAAACGCCCGGATCAGGATTGCGGCGAAGTGAACATGCTGCTGGATGAACATATCCGCCAGGTGGAGAGCCGTATTGGCGCCCTGCTGGAACTGAAACACCATCTGGTGGAGCTGCGTGAAGCATGTAGCGGTGCACGCCCGGCACAGAGCTGTGGTATTCTGCAGGGTCTGAGCGATTGTGTGTGCGATACCCGTGGTACCACCGCCCATCCGAGCGATTAA

	GeneBank CP026545.1

Sequence has been optimized for expression in E. coli

	merR
	ATGGAAAACAATCTGGAGAACCTGACCATCGGCGTGTTTGCACGCACCGCAGGCGTGAACGTGGAAACCATCCGCTTCTATCAGCGCAAAGGCCTGCTGCCGGAACCGGATAAACCGTATGGTAGCATTCGCCGCTATGGTGAAACCGACGTGACCCGTGTGCGTTTTGTGAAAAGCGCCCAGCGTCTGGGCTTTAGCCTGGATGAAATCGCCGAACTGCTGCGTCTGGAGGATGGTACCCATTGCGAAGAAGCCAGCAGCCTGGCAGAACATAAACTGAAGGACGTGCGCGAACGTATGGCCGATCTGGCCCGCATGGAAGCCGTGCTGAGCGATCTGGTGTGCGCCTGCCATGCCCGTCGTGGTAATGTGAGCTGCCCGCTGATTGCCAGCCTGCAGGGTGGTGCAAGCTTAGCCGGTAGTGCCATGCCGTAA
	GeneBank AM778842.1

Sequence has been optimized for expression in E. coli



Table S2 Sensor Protein Binding Promoters Used In This Study
	Sensor protein binding promoter (SPBP)
	Source

	cadR SBPB
	TTGACTCTGTAGTTGCTACAGGGTGTGCAATCGGCAAGG
	Brocklehurst et al., 2003

	cueR SPBP
	TTGACCTTCCCCTTGCTGGAAGGTTTAACCTTTATCACA

	[bookmark: _GoBack]Outten et al., 2000

	pbrR SPBP
	TTGACTCTATAGTAACTAGAGGGTGTTAAATCGGCAAGG
	Hobman et al., 2012


	merR SPBP
	CGCTTGACTCCGTACATGAGTACGGAAGTAAGGTTACGCTAT
	Brown et al., 2003



Table S3 Constitutive Promoters Used In This Study
	Constitutive Promoter Subseries I
	Source

	P302
	CAGGCCTTAGACTTTATGCTTCCGGCTCGTATGTTGTGTGG
	Brewster et al., 2012

	P315
	CAGGCTTAAGACTTTATGCTTCCGGCTCGTATGTTGTGTGG
	Brewster et al., 2012

	P406
	TCGAGTTTACACTTTATGCTTCCGGCTCGGATAACGTGTGG
	Brewster et al., 2012

	P479
	TCGAGTTAAGACTTTATGCTTCCGGCTCGTATAATGTGTGG
	Brewster et al., 2012

	P535
	CAGGCTTTACACTTTATGCTTCCGGCTCGTATGTTGTGTGG
	Brewster et al., 2012

	P637
	TCGAGATTACACTTTATGCTTCCGGCTCGTATAATGTGTGG
	Brewster et al., 2012

	P699
	TCGAGTTTACACTTTATGCTTCCGGCTCGTATAATGTGTGG
	Brewster et al., 2012

	Constitutive Promoter Subseries II
	Source

	P200
	CTATTCTTAGACTTTATGCTTCCGGCTCGTATGTTTTAGCA
	This study

	P210
	CCATTCTTAGACTTTATGCTTCCGGCTCGTATGTTGTTGGA
	This study

	P220
	CTATTCTTAGACTTTATGCTTCCGGCTCGTATGTTGTTAGT
	This study

	P230
	TCCTACTTAGACTTTATGCTTCCGGCTCGTATGTTGCACGT
	This study

	P240
	GGTATCTTAGACTTTATGCTTCCGGCTCGTATGTTTTCCGT
	This study

	P250
	TTAGACTTAGACTTTATGCTTCCGGCTCGTATGTTTTGTGC
	This study

	P260
	CGGATCTTAGACTTTATGCTTCCGGCTCGTATGTTCGTAAT
	This study

	P270
	CTACTCTTAGACTTTATGCTTCCGGCTCGTATGTTAACTAA
	This study

	P280
	GCACTCTCAGACTTTATGCTTCCGGCTCGTATAATACTTGG
	This study

	P290
	CGTGTCTCAGACTTTATGCTTCCGGCTCGTATAATGCGCGT
	This study

	P300
	GGGCGCTTAGACTTTATGCTTCCGGCTCGTATGTTACTCCA
	This study

	P310
	TACCTCTCAGACTTTATGCTTCCGGCTCGTATAATGCTAAG
	This study

	P320
	ACGCCCTCAGACTTTATGCTTCCGGCTCGTATAATGCGACA
	This study

	P330
	CCCGACTCAGACTTTATGCTTCCGGCTCGTATAATCGGCAC
	This study

	P340
	CATCACTTAGACTTTATGCTTCCGGCTCGTATGTTATGCAT
	This study

	P350
	GGTTACTCAGACTTTATGCTTCCGGCTCGTATAATTGAACC
	This study

	P360
	ACTAACTTAGACTTTATGCTTCCGGCTCGTATGTTATTTAA
	This study

	P370
	CGACCCTCAGACTTTATGCTTCCGGCTCGTATAATGATACT
	This study

	P380
	CGTCGCTCAGACTTTATGCTTCCGGCTCGTATAATCCCTAA
	This study

	P390
	AGCCCCTCAGACTTTATGCTTCCGGCTCGTATAATGTAGGG
	This study

	P400
	TCCTAATTACACTTTATGCTTCCGGCTCGTATGTTCCGAAG
	This study

	P410
	TAGGTATTACACTTTATGCTTCCGGCTCGTATGTTGTTCGC
	This study

	P420
	AGTTAATTACACTTTATGCTTCCGGCTCGTATGTTGCGCGA
	This study

	P430
	GGGGGCTCAGACTTTATGCTTCCGGCTCGTATAATTTCGAC
	This study

	P440
	CTTCAATTACACTTTATGCTTCCGGCTCGTATGTTTTAATA
	This study

	P450
	TGCAAATTACACTTTATGCTTCCGGCTCGTATGTTCAAAGC
	This study

	P460
	AAACTATTACACTTTATGCTTCCGGCTCGTATGTTAAGGAG
	This study

	P470
	CAGGCATTACACTTTATGCTTCCGGCTCGTATGTTACCTTC
	This study

	P480
	CAACGATTACACTTTATGCTTCCGGCTCGTATGTTTTAAGT
	This study

	P490
	GTTAGATTACACTTTATGCTTCCGGCTCGTATGTTGTCCTA
	This study

	P500
	CTCTTATTACACTTTATGCTTCCGGCTCGTATAATCAGCCA
	This study

	P510
	GCATGATTACACTTTATGCTTCCGGCTCGTATGTTGTACAA
	This study

	P520
	TATCGATTACACTTTATGCTTCCGGCTCGTATGTTCAAGAC
	This study

	P530
	AAATTATTACACTTTATGCTTCCGGCTCGTATAATCGGATG
	This study

	P540
	GACGTATTACACTTTATGCTTCCGGCTCGTATAATCGTACG
	This study

	P550
	GTCCTATTACACTTTATGCTTCCGGCTCGTATAATGCGAAG
	This study

	P560
	GCGCAATTACACTTTATGCTTCCGGCTCGTATAATTACCTG
	This study

	P570
	CTGTTATTACACTTTATGCTTCCGGCTCGTATAATATTCGT
	This study

	P580
	ACACTTTTACACTTTATGCTTCCGGCTCGTATAATGCGATA
	This study

	P590
	TTTGAATTACACTTTATGCTTCCGGCTCGTATAATACCCTG
	This study

	P600
	TTGCGATTACACTTTATGCTTCCGGCTCGTATAATCACTCA
	This study

	P610
	CTGGCATTACACTTTATGCTTCCGGCTCGTATAATTATATC
	This study

	P620
	CGTGGATTACACTTTATGCTTCCGGCTCGTATAATCCGATT
	This study

	P630
	CTGCTTTGACACTTTATGCTTCCGGCTCGTATAATTCGCCC
	This study

	P640
	CCGCGTTTACACTTTATGCTTCCGGCTCGTATAATTCGTGT
	This study

	P650
	TGATGTTTACACTTTATGCTTCCGGCTCGTATAATTCGTCA
	This study

	P660
	TAGTCATTACACTTTATGCTTCCGGCTCGTATAATAGATCT
	This study

	P670
	GTGTATTTACACTTTATGCTTCCGGCTCGTATAATCGCTAT
	This study

	P680
	CGCGAATTACACTTTATGCTTCCGGCTCGTATAATAACAAA
	This study

	P690
	TAAACTTTACACTTTATGCTTCCGGCTCGTATAATTTTGTA
	This study

	P700
	TCTTCTTTACACTTTATGCTTCCGGCTCGTATAATATGAGG
	This study

	P710
	TGATTTTGACACTTTATGCTTCCGGCTCGTATAATGTGCCT
	This study

	P720
	ACACGTTTACACTTTATGCTTCCGGCTCGTATAATAGTATT
	This study

	P730
	TAGCGTTTACACTTTATGCTTCCGGCTCGTATAATAGAACC
	This study

	P740
	GGTTATTGACACTTTATGCTTCCGGCTCGTATAATTGCCGC
	This study

	P750
	CTCGCTTTACACTTTATGCTTCCGGCTCGTATAATATTAAC
	This study

	P760
	AACGATTGACACTTTATGCTTCCGGCTCGTATAATCTTCGT
	This study

	P770
	CAAGTTTGACACTTTATGCTTCCGGCTCGTATAATGTCGAT
	This study

	P780
	GCAAATTGACACTTTATGCTTCCGGCTCGTATAATGGTCAA
	This study

	P790
	TGATCTTGACACTTTATGCTTCCGGCTCGTATAATCGCGAT
	This study

	P800
	CGTGGTTGACACTTTATGCTTCCGGCTCGTATAATTTTCTG
	This study

	Constitutive Promoter Subseries III
	

		P571-1
	TCAATTTTACACTTTATGCTTCCGGCTCGTATAATCACCGG
	This study



	This study

		P571-2
	TCTCTATTACACTTTATGCTTCCGGCTCGTATAATTGTAAA
	This study



	This study

		P571-3
	CTGCTATTACACTTTATGCTTCCGGCTCGTATAATAAAGCG
	This study



	This study

		P571-4
	AAAGTTTTACACTTTATGCTTCCGGCTCGAATAATGGAGCA
	This study



	 This study

		P571-5
	TCGAATTTACACTTTATGCTTCCGGCTCGAATAATTTCGCA
	This study



	 This study

		P571-6
	CCCGCTTTACCCTTTATGCTTCCGGCTCGTATAATGTCACG
	This study



	This study

		P571-7
	TTCTGTTTACCCTTTATGCTTCCGGCTCGTATAATCAACGA
	This study



	This study

		P571-8
	TGCAATTTACACTTTATGCTTCCGGCTCGGATAATCATTAT
	This study



	This study

		P571-9
	GGTTATTTACACTTTATGCTTCCGGCTCGGATAATATACGG
	This study



	This study

		P571-10
	AGGGGTTTACACTTTATGCTTCCGGCTCGTATGTTCGACAG
	This study



	This study

		P571-11
	AGTAGTTTACACTTTATGCTTCCGGCTCGTATGTTTATATA
	This study



	This study

		P571-12
	GCTAGTTAAGACTTTATGCTTCCGGCTCGTATAATAAATAG
	This study



	This study

	Constitutive Promoter Subseries IV
	

		P429-1
	TGTTTATTACACTTTATGCTTCCGGCTCGTATGTTGTTGGT
	This study



	This study

		P429-2
	GTTGAATTACACTTTATGCTTCCGGCTCGTATGTTTGGAGA
	This study



	This study

		P429-3
	ACATGATTACACTTTATGCTTCCGGCTCGTATGTTTACCGG
	This study



	This study

		P429-4
	CGGCTATTACACTTTATGCTTCCGGCTCGTATGTTATCTGC
	This study



	 This study

		P429-5
	ATATTATTACACTTTATGCTTCCGGCTCGTATGTTGACTAA
	This study



	 This study

		P429-6
	CCCTGCTCAGACTTTATGCTTCCGGCTCGTATAATATTAAG
	This study



	This study

	Other Constitutive Promoter
	

	PJ23119
	TTGACAGCTAGCTCAGTCCTAGGTATAATGCTAGG
	Lucks et al., 2012
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