Koyama K, et al.

[bookmark: _GoBack]Table S1. Distribution of microorganisms in patients with dARDS or pneumonia
	Microorganisms
	dARDS
(n=56)
	Unilateral pneumonia
(n=37)

	Klebsiella pneumoniae
	10 (17.9%)
	3 (8.1%)

	Streptococcus pneumoniae
	7 (12.5%)
	7 (18.9%)

	Staphylococcus aureus
	
	

	   Methicillin-susceptible
	6 (10.7%)
	4 (10.8%)

	   Methicillin-resistant
	5 (8.9%)
	4 (10.8%)

	Haemophilus influenzae
	3 (5.4%)
	2 (5.4%)

	Pseudomonas aeruginosa
	1 (1.8%)
	5 (13.5%)

	Escherichia coli
	1 (1.8%)
	1 (2.7%)

	Enterobacter aerogenes
	1 (1.8%)
	–

	Moraxella catarrhalis
	1 (1.8%)
	–

	Acinetobacter sp.
	–
	1 (2.7%)

	Bacteroides sp.
	1 (1.8%)
	–

	Legionella pneumophila
	1 (1.8%)
	2 (5.4%)

	Chlamydia pneumoniae
	1 (1.8%)
	–

	Mycoplasma pneumoniae
	–
	1 (2.7%)

	Influenza virus
	6 (10.7%)
	3 (8.1%)


dARDS, direct common risk factor-related acute respiratory distress syndrome
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