Additional file 6: Table S5: Comparisons of the QTL regions identified in this study for salinity tolerance at seedling stage, with previously
mapped QTLs from different populations and for different growth stages

Gene/QTL Chr  Growth Mapping Evaluation index of  Interval/peak Interval PVE (%) References* Remarks
name stage population  salinity tolerance marker distance (cM (Novel /Same
or Mb) QTLs/Absent)
Qna 1 Seedling RIL High Na uptake Flowers et al. 2000 Absent
Trait-based 1 Seedling RIL Na* uptake E12M55-3 74 cM 8.9 Koyama et al. 2001 "
QTL
Trait-based 1 Seedling RIL K" concentration E12M37-1 56 cM 10.6 gK1.1 Novel
QTL (162.9 cM)- This
study
Trait-based 1 Seedling RIL Na: K ratio E12M57-1 74 cM 9.1 Absent
QTL
Saltol 1 Seedling RIL Na* uptake RM140 - C1733S between 51.6  39.2 Bonilla et al. 2002 Novel
and 65.9cM / gNal.l
13.87 Mb (162.9 cM)- This
study
Saltol 1 Seedling RIL K" uptake RM140 - C1733S between 51.6  43.9 gK1.1 "
and 65.9cM / (162.9 cM)
13.87 Mb
Saltol 1 Seedling RIL Na/K ratio RM140 - C1733S between 51.6  43.2 gNaK-R1.1 "
and 65.9cM / (162.9 cM)
13.87 Mb
gSDS-1 1 Seedling Fos Seedling survival C813 - C86 - 18.0 Lin et al. 2004 Novel
qSurl.l (162.9
cM)- This study
gSKC-1 1 Seedling Fos Shoot K* C1211 - S2139 - 40.1 Absent
concentration
gRNTQ-1 1 Seedling Fos Root Na* total C813 - C86 - 12.4 .
quantity
OsHKT1;5 1 Seedling Advanced Shoot K* K159 - K061 11.46 Mb - Ren et al. 2005 Absent
(SKC1) backcross concentration
gST1 1 Seedling RIL Estl-2 & RZ569A 40 cM 27.8 Lee et al. 2006 "
gSES1 1 Seedling F2 SES RM8094-RM582 - 19.6 Bimpong et al. Novel
2014
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Chr: Chromosome number; IL: Introgression line; PVE: Phenotypic variation explained; RIL: Recombinant inbred line; SES: Overall phenotypic performance; SL: Shoot
length; Na: Na*™ concentration; K' K™ concentration; NaK-R: Na-K ratio, Sur: Survival; * indicates embedded QTLs identified in this study
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