Additional file 9:
Table S4: Genomic islands of AU14040 strains predicted as “strong”.
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AU14040 putative genomic island

Island type Function | Organism
Pathogenicity 1
hsc_01335 CDP-4-keto-6-deoxy-D-glucose-3-dehydrase Gallionellales
hsc_01340 SIS domain-containing protein Nitrospira
hsc_01345 NAD(P)-dependent oxidoreductase Herbaspirillum
hsc_01350 ABC transporter permease Parabrukholderia
hsc_01355 ABC transporter ATP-binding protein Methylomonas
hsc_01360 hypothetical protein Methylomonas
hsc_01365 hypothetical protein Methylomonas
hsc_01370 hypothetical protein Methylomonas
hsc_01375 hypothetical protein Pseudomonas
hsc_01380 hypothetical protein Methylobacter
hsc_01385 sulfate adenylyltransferase subunit CysN Achromobacter
hsc_01390 sulfate adenylyltransferase subunit CysD Achromobacter
hsc_01395 3'(2'),5'-bisphosphate nucleotidase Achromobacter
hsc_01400 sulfite exporter TauE/SafE family protein Achromobacter
Resistance 2
hsc_04575 hypothetical protein Herbaspirillum
hsc_04580 hypothetical protein Herbaspirillum
hsc_04585 ABC transporter permease Herbaspirillum
hsc_04590 MarR family transcriptional regulator Herbaspirillum
hsc_04595 MEFS transporter Herbaspirillum
hsc_04600 hypothetical protein Herbaspirillum
hsc_04605 hypothetical protein Herbaspirillum
Pathogenicity 2
hsc_16655 hypothetical protein Azoarcus
hsc_16660 hypothetical protein Herbaspirillum
hsc_16665 type | secretion system permease/ATPase Herbaspirillum
hsc_16670 HlyD family type | secretion periplasmic adaptor subunit Herbaspirillum
hsc_16675 TolC family protein Herbaspirillum
hsc_23965 DUF3418 domain-containing protein Herbaspirillum
hsc_16680 hypothetical protein Herbaspirillum
hsc_16685 peptidase C39 Herbaspirillum
Pathogenicity 3
hsc_20455 ABC transporter ATP-binding protein Planctomycetes
hsc_20460 UDP-4-amino-4, 6-dideoxy-N-acetyl-beta-L-altrosamine transaminase Methylococcales
hsc_20465 pseudaminic acid cytidylyltransferase Planctomycetes
hsc_20470 pseudaminic acid synthase Pseudomonas
hsc_20475 gfo/ldh/MocA family oxidoreductase Altererythrobacter
hsc_20480 DegT/DnrJ/EryC1/StrS family aminotransferase Magnetospirillum
hsc_20485 N-acetyltransferase Bordetella
hsc_20490 hypothetical protein Pelagibacterium
hsc_20495 N-acetyl sugar amidotransferase Bordetella
hsc_20500 imidazole glycerol phosphate synthase subunit HisH Planctomycetes
hsc_20505 hypothetical protein Bordetella
hsc_20510 N-acetyl sugar amidotransferase Herminiimonas
hsc_20515 acylneuraminate cytidylyltransferase family protein Brevibacillus
hsc_20520 polyhydroxyalkanoate biosynthesis repressor PhaR Methylobacillus
hsc_20525 UDP-N-acetylglucosamine 2-epimerase Prosthecochloris
hsc_20530 hypothetical protein -
hsc_20535 hypothetical protein Leptospira
hsc_20540 glycosyltransferase family 1 protein Leptospira
hsc_20545 glucose-1-phosphate cytidylyltransferase Gallionellales
hsc_20550 CDP-glucose 4,6-dehydratase Gallionellales
hsc_20555 dTDP-4-dehydrorhamnose 3,5-epimerase Magnetospirillum
hsc_20560 SDR family NAD-dependent epimerase/dehydratase Comamonadaceae
hsc_20565 hypothetical protein Herminiimonas
hsc_20570 glycosyl transferase Rhizobium
hsc_20575 hypothetical protein -
hsc_20580 DUF1420 domain-containing protein -
hsc_20585 polysaccharide deacetylase family protein Leptospira
hsc_20590 peptidoglycan bridge formation glycyltransferase protein Leptospira
hsc_20595 hypothetical protein Nonlabens










Island	type Function Organism

Pathogenicity	1

hsc_01335 CDP-4-keto-6-deoxy-D-glucose-3-dehydrase Gallionellales

hsc_01340 SIS	domain-containing	protein Nitrospira

hsc_01345 NAD(P)-dependent	oxidoreductase Herbaspirillum

hsc_01350 ABC	transporter	permease Parabrukholderia

hsc_01355 ABC	transporter	ATP-binding	protein Methylomonas

hsc_01360 hypothetical	protein Methylomonas

hsc_01365 hypothetical	protein Methylomonas

hsc_01370 hypothetical	protein Methylomonas

hsc_01375 hypothetical	protein Pseudomonas

hsc_01380 hypothetical	protein Methylobacter

hsc_01385 sulfate	adenylyltransferase	subunit	CysN Achromobacter

hsc_01390 sulfate	adenylyltransferase	subunit	CysD Achromobacter

hsc_01395 3'(2'),5'-bisphosphate	nucleotidase Achromobacter

hsc_01400 sulfite	exporter	TauE/SafE	family	protein Achromobacter

Resistance	2

hsc_04575 hypothetical	protein Herbaspirillum

hsc_04580 hypothetical	protein Herbaspirillum

hsc_04585 ABC	transporter	permease Herbaspirillum

hsc_04590 MarR	family	transcriptional	regulator Herbaspirillum

hsc_04595 MFS	transporter Herbaspirillum

hsc_04600 hypothetical	protein Herbaspirillum

hsc_04605 hypothetical	protein Herbaspirillum

Pathogenicity	2

hsc_16655 hypothetical	protein Azoarcus

hsc_16660 hypothetical	protein Herbaspirillum

hsc_16665 type	I	secretion	system	permease/ATPase Herbaspirillum

hsc_16670 HlyD	family	type	I	secretion	periplasmic	adaptor	subunit Herbaspirillum

hsc_16675 TolC	family	protein Herbaspirillum

hsc_23965 DUF3418	domain-containing	protein Herbaspirillum

hsc_16680 hypothetical	protein Herbaspirillum

hsc_16685 peptidase	C39 Herbaspirillum

Pathogenicity	3

hsc_20455 ABC	transporter	ATP-binding	protein Planctomycetes

hsc_20460 UDP-4-amino-4,	6-dideoxy-N-acetyl-beta-L-altrosamine	transaminase	 Methylococcales

hsc_20465 pseudaminic	acid	cytidylyltransferase Planctomycetes

hsc_20470 pseudaminic	acid	synthase Pseudomonas

hsc_20475 gfo/Idh/MocA	family	oxidoreductase Altererythrobacter

hsc_20480 DegT/DnrJ/EryC1/StrS	family	aminotransferase Magnetospirillum

hsc_20485 N-acetyltransferase Bordetella

hsc_20490 hypothetical	protein Pelagibacterium

hsc_20495 N-acetyl	sugar	amidotransferase Bordetella

hsc_20500 imidazole	glycerol	phosphate	synthase	subunit	HisH Planctomycetes

hsc_20505 hypothetical	protein Bordetella

hsc_20510 N-acetyl	sugar	amidotransferase Herminiimonas

hsc_20515 acylneuraminate	cytidylyltransferase	family	protein Brevibacillus

hsc_20520 polyhydroxyalkanoate	biosynthesis	repressor	PhaR Methylobacillus

hsc_20525 UDP-N-acetylglucosamine	2-epimerase Prosthecochloris

hsc_20530 hypothetical	protein -

hsc_20535 hypothetical	protein Leptospira

hsc_20540 glycosyltransferase	family	1	protein Leptospira

hsc_20545 glucose-1-phosphate	cytidylyltransferase Gallionellales

hsc_20550 CDP-glucose	4,6-dehydratase Gallionellales

hsc_20555 dTDP-4-dehydrorhamnose	3,5-epimerase Magnetospirillum

hsc_20560 SDR	family	NAD-dependent	epimerase/dehydratase Comamonadaceae

hsc_20565 hypothetical	protein Herminiimonas

hsc_20570 glycosyl	transferase Rhizobium

hsc_20575 hypothetical	protein -

hsc_20580 DUF1420	domain-containing	protein -

hsc_20585 polysaccharide	deacetylase	family	protein Leptospira

hsc_20590 peptidoglycan	bridge	formation	glycyltransferase	protein Leptospira

hsc_20595 hypothetical	protein Nonlabens
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