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Figure S3. CRISPR-derived mutations identified in CsCRUC. a-k Alignment of CsCRUC sequences 

PCR amplified and cloned from plants listed in Table 1.  Sequences are from independent colony clones 

of the CsCRUC amplicon generated using plant genomic DNA as template.   Cas9 cut site is indicated by 

an arrow.  Homoeologues are indicated and assigned based on SNPs.  Grouped sequences designated G1, 

G2 and G3 correspond to the CsCRUC genes from the three sub-genomes (CsCRUC-G1, CsCRUC-G2, 

and CsCRUC-G3).  * indicates sequence with mutation at the Cas9 cut site, and likely represents a 

heritable mutation.  Ŧ indicates a unique mutated sequence. 
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