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AKT1, SLLSGLLK, CPTC-AKT1-1

AKT1, (pT)FCGTPEYLAPEVLEDNDYGR (pT308), TFCGTPEYLAPEVLEDNDYGR, CPTC-AKT1-2

AKT1, (pT)FCGTPEYLAPEVLEDNDYGR (pT308), CPTC-AKT1-4

Expected MW from AKT1 recombinant protein (Origene cat. # TP320257) = 55.5 kDa. 

UniProt: Isoform 1 MW = 56 kDa, Isoform 2 MW = 48 kDa.



[image: CPTC-AKT1-1 (FSAI105-12F5) blot2] [image: CPTC-AKT1-1 (FSAI105-12F5) lysate blot2]		[image: CPTC-AKT1-2 (FSAI106-2E2) blot2]		[image: CPTC-AKT1-4 (LBR-101-12-7) blot2] [image: CPTC-AKT1-4 (LBR-101-12-7) lysate blot]

AKT2, THFPQF(pS)YSASIRE (pS473), THFPQFSYSASIRE, THFPQF(pS)YSASIR (pS473), THFPQFSYSASIR, CPTC-AKT2-1

AKT2, THFPQF(pS)YSASIRE (pS473), THFPQFSYSASIRE, THFPQF(pS)YSASIR (pS473), THFPQFSYSASIR, CPTC-AKT2-2

AKT2, THFPQF(pS)YSASIRE (pS473), THFPQFSYSASIRE, THFPQF(pS)YSASIR (pS473), THFPQFSYSASIR; AKT1, RPHFPQFSYSASGTA; AKT3, RPHFPQF(pS)YSASGRE (pS472), RPHFPQFSYSASGRE, RPHFPQF(pS)YSASGR (pS472), RPHFPQFSYSASGR, CPTC-AKT2-6

Expected MW from AKT2 recombinant protein (Origene cat. # TP317733) = 55.6 kDa.

UniProt: Isoform 1 MW = 56 kDa, Isoform 2 MW = 51 kDa.



[image: CPTC-AKT2-1 (FSAI083-1G9) Origene blot2] [image: CPTC-AKT2-1 (FSAI083-1G9) lysate blot2]		[image: CPTC-AKT2-2 (FSAI083-2D10) Origene blot2]		[image: CPTC-AKT2-6 (LBR-103-24-5) blot2] [image: CPTC-AKT2-6 (LBR-103-24-5) lysate blot]


AKT3, DEVAHTLTESR, CPTC-AKT3-7

AKT3, RPHFPQF(pS)YSASGRE (pS472), RPHFPQFSYSASGRE, RPHFPQF(pS)YSASGR (pS472), RPHFPQFSYSASGR; AKT1, RPHFPQF(pS)YSASGTA (pS473), RPHFPQFSYSASGTA, CPTC-AKT3-1

AKT3, RPHFPQF(pS)YSASGRE (pS472), RPHFPQFSYSASGRE, RPHFPQF(pS)YSASGR (pS472), RPHFPQFSYSASGR; AKT1, RPHFPQF(pS)YSASGTA (pS473), RPHFPQFSYSASGTA; AKT2, THFPQF(pS)YSASIRE (pS473), THFPQFSYSASIRE, THFPQF(pS)YSASIR (pS473), THFPQFSYSASIR, CPTC-AKT3-2

Expected MW from AKT3 recombinant protein (Origene cat. # TP321051) = 55.6 kDa.

UniProt: Isoform 1 MW = 56 kDa, Isoform 2 MW = 54 kDa.



[image: CPTC-AKT3-7 (FSAI177-4B11) Origene blot2][image: CPTC-AKT3-7 (FSAI177-4B11) lysate blot]	[image: CPTC-AKT3-1 9FSAI086-9H8) Origene blot2] [image: CPTC-AKT3-1 (FSAI086-9H8) lysate blot2]	[image: CPTC-AKT3-2 (LBR-104-2-5) blot2] [image: CPTC-AKT3-2 (LBR-104-2-5) lysate blot]


AKT3, RPHFPQF(pS)YSASGRE (pS472), RPHFPQF(pS)YSASGR (pS472); AKT1, RPHFPQF(pS)YSASGTA (pS473); AKT2, THFPQF(pS)YSASIRE (pS473), THFPQF(pS)YSASIR (pS473), CPTC-AKT3-3

AKT3, RPHFPQF(pS)YSASGRE (pS472), RPHFPQFSYSASGRE, RPHFPQF(pS)YSASGR (pS472), RPHFPQFSYSASGR; AKT1, RPHFPQF(pS)YSASGTA (pS473), RPHFPQFSYSASGTA; AKT2, THFPQF(pS)YSASIRE (pS473), THFPQFSYSASIRE, THFPQF(pS)YSASIR (pS473), THFPQFSYSASIR, CPTC-AKT3-4

Expected MW from AKT3 recombinant protein (Origene cat. # TP321051) = 55.6 kDa.

UniProt: Isoform 1 MW = 56 kDa, Isoform 2 MW = 54 kDa.



[image: CPTC-AKT3-3 (LBR-104-3-7) blot2]		[image: CPTC-AKT3-4 (LBR-104-10-4) blot2] [image: CPTC-AKT3-4 (LBR-104-10-4) lysate blot]

ARAF, D(pS)GYYWEVPPSEVQLLK (pS299), DSGYYWEVPPSEVQLLK, CPTC-ARAF-4

ARAF, IGTGSFGTVFR, CPTC-ARAF-2

ARAF, TQADELPACLLSAAR, CPTC-ARAF-3

Expected MW from ARAF recombinant protein (Origene cat. # TP300737) = 67.4 kDa. 

UniProt: Isoform 1 MW = 68 kDa, Isoform 2 MW = 21 kDa.



[image: CPTC-ARAF-4 (FSAI082-5H4) Origene blot2]		[image: CPTC-ARAF-2 (FSAI081-1D12) Origene blot2] [image: CPTC-ARAF-2 (FSAI081-1D12) lysate blot2]		[image: CPTC-ARAF-3 (FSAI082-5A6) Origene blot2]

BRAF, AGFQTEDFSLYACASPK, CPTC-BRAF-3

BRAF, GDGGSTTGLSA(pT)PPASLPGSLTNVK (pT401), GDGGSTTGLSATPPASLPGSLTNVK, CPTC-BRAF-6

BRAF, GDGGSTTGLSA(pT)PPASLPGSLTNVK (pT401), GDGGSTTGLSATPPASLPGSLTNVK, CPTC-BRAF-7

Expected MW from BRAF recombinant protein (Origene cat. # TP700051) = 84 kDa. 

UniProt: MW = 84 kDa.



[image: CPTC-BRAF-3 (FSAI091-6E3) blot2]		[image: CPTC-BRAF-6 (FSAI092-1G1) blot2] [image: CPTC-BRAF-6 (FSAI092-1G1) lysate blot2]		[image: CPTC-BRAF-7 (LBR-107-1-4) blot2] [image: CPTC-BRAF-7 (LBR-107-1-4) lysate blot]

BRAF, RDSSDDWEIPDGQITVGQR, CPTC-BRAF-5

Expected MW from BRAF recombinant protein (Origene cat. # TP700051) = 84 kDa. 

UniProt: MW = 84 kDa.



[image: CPTC-BRAF-5 (FSAI092-4G11) blot2] [image: CPTC-BRAF-5 (FSAI092-4G11) lysate blot2]

CCND1, AEETCAPSVSYFK, CPTC-CCND1-5

CCND1, AYPDANLLNDR, CPTC-CCND1-3

CCND1, FLSLEPVKK, CPTC-CCND1-1

Expected MW from CCND1 recombinant protein (Origene cat. # TP304957) = 33.5 kDa. 

UniProt: MW = 34 kDa.



[image: CPTC-CCND1-5 (FSAI076-2E4) Origene blot2]		[image: CPTC-CCND1-3 (FSAI075-1H1) Origene blot2]		[image: CPTC-CCND1-1 (FSAI075-2C7) Origene blot2]

CDH1, GLDARPEVTR, CPTC-CDH1-1

CDH1, GLDARPEVTR, CPTC-CDH1-2

CDH1, GQVPENEANVVITTLK, CPTC-CDH1-3

Expected MW from CDH1 recombinant protein (Origene cat. # TP320731) = 94.8 kDa. 

UniProt: Isoform 1 MW = 97 kDa, Isoform 2 MW = 91 kDa.



[image: CPTC-CDH1-1 (FSAI087-8B7) blot2] [image: CPTC-CDH1-1 (FSAI087-8B7) lysate blot2]		[image: CPTC-CDH1-2 (FSAI087-9B8) blot2]		[image: CPTC-CDH1-3 (FSAI088-3G11) blot2][image: CPTC-CDH1-3 (FSAI088-3G11) lysate blot2]

CDH1, GQVPENEANVVITTLK, CPTC-CDH1-4 

CDH1, NTGVISVVTTGLDR, CPTC-CDH1-5 

Expected MW from CDH1 recombinant protein (Origene cat. # TP320731) = 94.8 kDa. 

UniProt: Isoform 1 MW = 97 kDa, Isoform 2 MW = 91 kDa.



[image: CPTC-CDH1-4 (FSAI088-5A4) blot2]  [image: CPTC-CDH1-4 (FSAI088-5A4) lysate blot2]		[image: CPTC-CDH1-5 (FSAI088-14G6) blot2]  

CDH2, SAAPHPGDIGDFINEGLK, CPTC-CDH2-4

Expected MW from CDH2 recombinant protein (Origene cat. # TP307170) = 97.2 kDa. 

UniProt: Isoform 1 MW = 100 kDa, Isoform 2 MW = 97 kDa.



[image: CPTC-CDH2-4 (FSAI090-2B7) blot2] [image: CPTC-CDH2-4 (FSAI090-2B7) lysate blot2]

EGFR, IPLENLQIIR, CPTC-EGFR-6

EGFR, NLQEILHGAVR, CPTC-EGFR-7 

Expected MW from EGFR recombinant protein (Origene cat. # TP314877) = 42.4 kDa. 

UniProt: Isoform 1 MW = 134 kDa, Isoform 2 MW = 45 kDa, Isoform 3 MW = 77 kDa, Isoform 4 MW = 69 kDa.



[image: CPTC-EGFR-6 (FSAI073-3C7) Origene blot2][image: CPTC-EGFR-6 (FSAI073-3C7) lysate blot2]		[image: CPTC-EGFR-7 (FSAI073-6C4) Origene blot2] [image: CPTC-EGFR-7 (FSAI073-6C4) lysate blot3]

ERBB3, YLERGESIEPLDPSEK, CPTC-ERBB3-3

Expected MW from ERBB3 recombinant protein (Origene cat. # TP309954) = 146 kDa. 

UniProt: Isoform 1 MW = 148 kDa, Isoform 2 MW = 20 kDa, Isoform 3 MW = 36 kDa, Isoform 4 MW = 142 kDa, Isoform 5 MW = 77 kDa.



[image: CPTC-ERBB3-3 (FSAI102-4G7) blot2] 

FOS, APHPFGVPAPSAGAYSR, CPTC-FOS-3

FOS, GSSSNEPSSDSLSSPTLLAL, CPTC-FOS-4 

FOS, TEPFDDFLFPASSR, CPTC-FOS-1

Expected MW from FOS recombinant protein (Origene cat. # TP760257) = 40.5 kDa. 

UniProt: Isoform 1 MW = 41 kDa, Isoform 2 MW = 29 kDa, Isoform 3 MW = 36 kDa.



[image: CPTC-FOS-3 (FSAI080-7G10) Origene blot2]		[image: CPTC-FOS-4 (FSAI080-1F2) Origene blot2] [image: CPTC-FOS-4 (FSAI080-1F2) lysate blot2]		[image: CPTC-FOS-1 (FSAI079-2H1) Origene blot2] [image: CPTC-FOS-1 (FSAI079-2H1) lysate blot2]

GSK3B, TT(pS)FAESCKPVQQPSAFGSMK (pS9), TTSFAESCKPVQQPSAFGSMK, CPTC-GSK3B-10

GSK3B, TT(pS)FAESCKPVQQPSAFGSMK (pS9), CPTC-GSK3B-9

GSK3B, VIGNGSFGVVYQAK, CPTC-GSK3B-7

Expected MW from GSK3B recombinant protein (Origene cat. # TP300468) = 47.9 kDa. 

UniProt: Isoform 1 MW = 47 kDa, Isoform 2 MW = 48 kDa.



[image: CPTC-GSK3B-10 (LBR-116-2-12) blot2]		[image: CPTC-GSK3B-9 (LBR-116-2-3) blot2] [image: CPTC-GSK3B-9 (LBR-116-2-3) lysate blot]		[image: ] [image: CPTC-GSK3B-7 (FSAI072-2D1) lysate blot2]

MAP2K1, ISELGAGNGGVVFK, CPTC-MAP2K1-1

Expected MW from MAP2K1 recombinant protein (Origene cat. # TP318460) = 43.3 kDa. 

UniProt: Isoform 1 MW = 43 kDa, Isoform 2 MW = 41 kDa.



[image: CPTC-MAP2K1-1 (FSAI070-1B7) Origene blot2]  [image: CPTC-MAP2K1-1 (FSAI070-1B7) BxPC-3 lysate blot2]

MAPK1, VADPDHDHTGFL(pT)E(pY)VATR (pT185/pY187), VADPDHDHTGFL(pT)EYVATR (pT185), VADPDHDHTGFLTE(pY)VATR (pY187), VADPDHDHTGFLTEYVATR; MAPK3, IADPEHDHTGFL(pT)E(pY)VATR (pT202/pY204), IADPEHDHTGFL(pT)EYVATR (pT202), IADPEHDHTGFLTE(pY)VATR (pY204), IADPEHDHTGFLTEYVATR, CPTC-MAPK1-1

MAPK1, VADPDHDHTGFL(pT)E(pY)VATR (pT185/pY187), VADPDHDHTGFL(pT)EYVATR (pT185); MAPK3, IADPEHDHTGFL(pT)E(pY)VATR (pT202/pY204), IADPEHDHTGFL(pT)EYVATR (pT202), CPTC-MAPK1-3

MAPK1, VADPDHDHTGFLTE(pY)VATR (pY187), VADPDHDHTGFLTEYVATR; MAPK3, IADPEHDHTGFLTE(pY)VATR (pY204), IADPEHDHTGFLTEYVATR, CPTC-MAPK1-4

Expected MW from MAPK1 recombinant protein (Origene cat. # TP310493) = 41.2 kDa. 

UniProt: Isoform 1 MW = 41 kDa, Isoform 2 MW = 36 kDa.



[image: CPTC-MAPK1-1 (LBR-117-6-7) blot2] [image: CPTC-MAPK1-1 (LBR-117-6-7) lysate blot]		[image: CPTC-MAPK1-3 (LBR-118-43-5) blot2]		[image: CPTC-MAPK1-4 (LBR-122-6-4) blot2] [image: CPTC-MAPK1-4 (LBR-122-6-4) lysate blot]

MAPK1, VADPDHDHTGFL(pT)E(pY)VATR (pT185/pY187); MAPK3, IADPEHDHTGFL(pT)E(pY)VATR (pT202/pY204), CPTC-MAPK1-2

Expected MW from MAPK1 recombinant protein (Origene cat. # TP310493) = 41.2 kDa. 

UniProt: Isoform 1 MW = 41 kDa, Isoform 2 MW = 36 kDa.



[image: CPTC-MAPK1-2 (LBR-117-13-3) blot2] [image: CPTC-MAPK1-2 (LBR-117-13-3) lysate blot]

MAPK3, IADPEHDHTGFL(pT)E(pY)VATR (pT202/pY204), IADPEHDHTGFL(pT)EYVATR (pT202), IADPEHDHTGFLTE(pY)VATR (pY204), IADPEHDHTGFLTEYVATR; MAPK1, VADPDHDHTGFL(pT)E(pY)VATR (pT185/pY187), VADPDHDHTGFL(pT)EYVATR (pT185), VADPDHDHTGFLTE(pY)VATR (pY187), VADPDHDHTGFLTEYVATR, CPTC-MAPK3-1

MAPK3, IADPEHDHTGFL(pT)EYVATR (pT202), IADPEHDHTGFLTE(pY)VATR (pY204),  IADPEHDHTGFLTEYVATR; MAPK1, VADPDHDHTGFL(pT)EYVATR (pT185), VADPDHDHTGFLTE(pY)VATR (pY187); VADPDHDHTGFLTEYVATR, CPTC-MAPK3-4

MAPK3, IADPEHDHTGFL(pT)EYVATR (pT202), IADPEHDHTGFL(pT)E(pY)VATR (pT202/pY204); MAPK1, VADPDHDHTGFL(pT)EYVATR (pT185); VADPDHDHTGFL(pT)E(pY)VATR (pT185/ pY187), CPTC-MAPK3-5

Expected MW from MAPK3 recombinant protein (Origene cat. # TP304196) = 43 kDa. 

UniProt: Isoform 1 MW = 43 kDa, Isoform 2 MW = 38 kDa, Isoform 3 MW = 40 kDa.



[image: CPTC-MAPK3-1 (FSAI098-5C8) blot2] [image: CPTC-MAPK3-1 (FSAI098-5C8) lysate blot2]	[image: CPTC-MAPK3-4 (LBR-124-14-10) blot2] [image: CPTC-MAPK3-4 (LBR-124-14-10) lysate blot]	[image: CPTC-MAPK3-5 (LBR-124-24-4) blot2] [image: CPTC-MAPK3-5 (LBR-124-24-4) lysate blot]

MAPK3, IADPEHDHTGFL(pT)E(pY)VATR (pT202/pY204), IADPEHDHTGFLTE(pY)VATR (pY204); MAPK1, VADPDHDHTGFL(pT)E(pY)VATR (pT185/pY187), VADPDHDHTGFLTE(pY)VATR (pY187), CPTC-MAPK3-6

Expected MW from MAPK3 recombinant protein (Origene cat. # TP304196) = 43 kDa. 

UniProt: Isoform 1 MW = 43 kDa, Isoform 2 MW = 38 kDa, Isoform 3 MW = 40 kDa.



[image: CPTC-MAPK3-6 (LBR-125-19-9) blot2]

MTOR, DLELAVPGTYDPNQPIIR, CPTC-MTOR-8

MTOR, IQSIAPSLQVITSK, CPTC-MTOR-7

MTOR, LFDAPEAPLPSR, CPTC-MTOR-3

Expected MW from MTOR recombinant protein (Origene cat. # TP320457) = 288.7 kDa. 

UniProt: MW = 289 kDa.



[image: CPTC-MTOR-8 (FSAI096-6E12) blot2]		[image: CPTC-MTOR-7 (FSAI096-7D7) blot2]		[image: CPTC-MTOR-3 (FSAI095-7C11) blot2] [image: CPTC-MTOR-3 (FSAI095-7C11) lysate blot2]

MTOR, LTESLDFTDYASR, CPTC-MTOR-5

MTOR, LTESLDFTDYASR, CPTC-MTOR-6

MTOR, TD(pS)YSAGQSVEILDGVELGEPAHK (pS2448), TDSYSAGQSVEILDGVELGEPAHK, CPTC-MTOR-1

Expected MW from MTOR recombinant protein (Origene cat. # TP320457) = 288.7 kDa. 

UniProt: MW = 289 kDa.



[image: CPTC-MTOR-5 (FSAI095-2E11) blot2]		[image: CPTC-MTOR-6 (FSAI095-5D6) blot2]		[image: CPTC-MTOR-1 (FSAI097-2B10) blot2]

MTOR, TGTTVPESIH(pS)FIGDGLVKPEALNKK (pS2481), TGTTVPESIHSFIGDGLVKPEALNKK, TGTTVPESIH(pS)FIGDGLVKPEALNK (pS2481), TGTTVPESIHSFIGDGLVKPEALNK, CPTC-MTOR-9

MTOR, TGTTVPESIHSFIGDGLVKPEALNK, CPTC-MTOR-2

MTOR, VLGLLGALDPYK, CPTC-MTOR-4

Expected MW from MTOR recombinant protein (Origene cat. # TP320457) = 288.7 kDa. 

UniProt: MW = 289 kDa.



[image: CPTC-MTOR-9 (LBR-119-26-12) blot2] [image: CPTC-MTOR-9 (LBR-119-26-12) lysate blot]	[image: CPTC-MTOR-2 (FSAI097-3A5) blot2] [image: CPTC-MTOR-2 (FSAI097-3A5) lysate blot2]	[image: CPTC-MTOR-4 (FSAI095-6G6) blot2] [image: CPTC-MTOR-4 (FSAI095-6G6) lysate blot2]

PTEN, AQEALDFYGEVR, CPTC-PTEN-1

PTEN, AQEALDFYGEVR, CPTC-PTEN-5

PTEN, AQEALDFYGEVR, CPTC-PTEN-6

Expected MW from PTEN recombinant protein (Origene cat. # TP302627) = 47 kDa. 

UniProt: Isoform 1 MW = 47 kDa, Isoform 2 MW = 65 kDa, Isoform 3 MW = 20 kDa.



[image: CPTC-PTEN-1 (FSAI069-1G4) Origene blot2a] [image: CPTC-PTEN-1 (FSAI069-1G4) lysate blot2]	[image: CPTC-PTEN-5 (FSAI069-1A5) Origene blot2a] [image: CPTC-PTEN-5 (FSAI069-1A5) lysate blot2]	[image: CPTC-PTEN-6 (FSAI069-1F4) Origene blot2a] [image: CPTC-PTEN-6 (FSAI069-1F4) lysate blot2]

PTEN, AQEALDFYGEVR, CPTC-PTEN-7

PTEN, NHLDYRPVALLFHK, CPTC-PTEN-2

Expected MW from PTEN recombinant protein (Origene cat. # TP302627) = 47 kDa. 

UniProt: Isoform 1 MW = 47 kDa, Isoform 2 MW = 65 kDa, Isoform 3 MW = 20 kDa.



[image: CPTC-PTEN-7 (FSAI069-4H3) Origene blot2a] [image: CPTC-PTEN-7 (FSAI069-4H3) lysate blot2]		[image: CPTC-PTEN-2 (FSAI069-3B4) Origene blot2a] [image: CPTC-PTEN-2 (FSAI069-3B4) lysate blot2]

RAF1, ST(pS)TPNVHMVSTTLPVDSR (pS259), CPTC-RAF1-3

RAF1, VVDPTPEQFQAFR, CPTC-RAF1-1

RAF1, VVDPTPEQFQAFR, CPTC-RAF1-2

Expected MW from RAF1 recombinant protein (Origene cat. # TP301983) = 79.2 kDa. 

UniProt: Isoform 1 MW = 73 kDa, Isoform 2 MW = 75 kDa.



[image: CPTC-RAF1-3 (LBR-121-15-5) blot2] [image: CPTC-RAF1-3 (LBR-121-15-5) lysate blot]		[image: CPTC-RAF1-1 (FSAI093-6E2) blot2]		[image: CPTC-RAF1-2 (FSAI093-10D5) blot2] [image: CPTC-RAF1-2 (FSAI093-10D5) lysate blot2]

RPTOR, ALETIGANLQK, CPTC-RPTOR-2

Expected MW from RPTOR recombinant protein (Novus cat. # H00057521-P01, GST tagged) = 70 kDa. 

UniProt: Isoform 1 MW = 149 kDa, Isoform 2 MW = 43 kDa, Isoform 3 MW = 132 kDa.



[image: CPTC-RPTOR-2 (FSAI077-1G2) Novus blot2] [image: CPTC-RPTOR-2 (FSAI077-1G2) lysate blot2]
1

image3.jpeg
CPTC-AKT1-2
(FSAI06-2E2)

Std  Origene
Ladder  AKT1

-

116 -

66—

40—

12§




image93.jpeg
CPTC-PTEN-6
(FSAI069-1F4)

MCF10A-
Std  KRAS
KkDaladder lysate

230

180%=

116=

40=




image94.jpeg
CPTC-PTEN-7
(FSAI069-4H3)

Std  Origene
KDa Ladder PTEN

230 f—
180 —

1168

66

40=

128




image95.jpeg
CPTC-PTEN-7
(FSAI069-4H3)

MCF10A-
Std  KRAS
kDalLadder lysate

230

180%

116—

-

40-




image96.jpeg
CPTC-PTEN-2
(FSAI069-3B4)

st Origene
kDa Ladder PTEN

230
180 S—

1168

66

40—

128




image97.jpeg
CPTC-PTEN-2

(FSAI069-3B4)
MCF10A-
Std kras
KDaLadder ygate

230=

180—

116-

s

40~




image98.jpeg
CPTC-RAF1-3
(LBR-121-15-5)

Std  Origene
kDa Ladder RAF1

230 —
80—

T16 —

56 r—

40—

122




image99.jpeg
CPTC-RAF1-3
(LBR-121-15-5)

MCF10A-
Std  KRAS
kDalLadder  lysate

230

180=

116—

40—

128




image100.jpeg
CPTC-RAF1-1
(FSAI093-6E2)

Std  Origene
Ladder  RAF1

1o

116 -

40=

12/




image101.jpeg
CPTC-RAF1-2
(FSAI093-10D5)

Std  Origene
Ladder RAF1

oo

116-I

66—

12—




image102.jpeg
CPTC-RAF-2
(FSAI093-10D5)

MCF10A-
Std  KRAS
kDa Ladder lysate

23088

180=

116

co -

40-




image4.jpeg
CPTC-AKT1-4
(LBR-101-12-7)

Std  Origene
kDa Ladder AKT1

230%

180 m—

1168

66 —

40=




image103.jpeg
CPTC-RPTOR-2
(FSAI077-1G2)

St Novus
Ladder RPTOR

oo
1168

66

40-

128




image104.jpeg
CPTC-RPTOR-2
(FSAI077-1G2)

MCF10A-
sd  KRAS
kDa Ladder  lysate

2308

180%

116=

40—

128




image5.jpeg
CPTC-AKT1-4
(LBR-101-12-7)
(DaLadder yese

180%

116=

-
-

40=




image6.jpeg
CPTC-AKT2-1
(FSAI083-1G9)

Std  Origene
Ladder AKT2

180 N

16

-

ao




image7.jpeg
CPTC-AKT2-1
(FSAI083-1G9)

MCF10A-
S KRAS
kDaladder lysate

2308

180=

116-

6618

40~




image8.jpeg
CPTC-AKT2-2
(FSAI083-2D10)

aofi




image9.jpeg
CPTC-AKT2-6
(LBR-103-24-5)

Std  Origene
KD Ladder  AKT2

230=

180 —

1168

66—

40-

128




image10.jpeg
CPTC-AKT2-6
(LBR-103-24-5)

MCF10A-
Std_ " kRAS
kDaladder jysate

20

180%

116=

40—

128




image11.jpeg
CPTC-AKT3-7

(FSAI77-4B11)

Std  Origene
KDa ladder AKT3

116-

687.

40-

12- .




image12.jpeg
CPTC-AKT3-7
(FSAI177-4B11)

MCF10A-
Std  KRAS
kDa Ladder lysate

230-0

180-

116-

-

40-




image13.jpeg
CPTC-AKT3-1
(FSAI086-9H8)

Std  Origene
Ladder AKT3
—

18088

1165

66

40—




image14.jpeg
CPTC-AKT3-1
(FSAI086-9H8)

MCF10A-
Sd  KRAS
kDaLadder |ysate

2305

180—

116—

66-l

40-

128




image15.jpeg
CPTC-AKT3-2
(LBR-104-2-5)

Std  Origene
KDaLadder AKT3

230=

180 —

1168

40—

128




image16.jpeg
CPTC-AKT3-2
(LBR-104-2-5)
kDa Lls;:.r ::::

230/
150 S—

11658

oo

40—

1218




image17.jpeg
CPTC-AKT3-3
(LBR-104-3-7)

Std  Origene
KDaLadder AKT3

230=

180 N—

1168

66 —

40—




image18.jpeg
CPTC-AKT3-4
(LBR-104-10-4)

Std  Origene
kDaladder AKT3

230=

180 I—

1168

40—




image19.jpeg
CPTC-AKT3-4
(LBR-104-10-4)

Sd  KRAS
kDa Ladder  lysate

230

180=

116—

T

40-




image20.jpeg
CPTC-ARAF-4
(FSAI082-5H4)

Std  Origene
KkDaLadder ARAF

230.
180
1168

-

40=

12/




image21.jpeg
CPTC-ARAF-2
(FSAI081-1D12)

Std  Origene
Ladder ARAF

ool

116 /8

ool

40-

120




image22.jpeg
CPTC-ARAF-2
(FSAI081-1D12)

MCF10A-
Sd  KRAS
kDa Ladder  Iysate

230.
180

1168

oo i

40~




image23.jpeg
CPTC-ARAF-3
(FSAI082-5A6)

Std  Origene
KDaladder ARAF

230.
180}
1168

66--

408

12—




image24.jpeg
CPTC-BRAF-3
(FSAI091-6E3)

Std  Origene
KD, Ladder BRAF

230
180 —-—

1165

o6 [

408




image25.jpeg
CPTC-BRAF-6
(FSAI092-1G1)

Std  Origene
KDa Ladder BRAF

230-
180-

1168

665

40—

12




image26.jpeg
CPTC-BRAF-6
(FSAI092-1G1)

MCF10A-
Std KRAS
kD2 | adder lysate

2308

180~

116—
| ]
e

40~




image27.jpeg
CPTC-BRAF-7
(LBR-107-1-4)

Std  Origene
\Daladder BRAF

230-

180 —

1168

66 —_—

40=




image28.jpeg
CPTC-BRAF-7
(LBR-107-1-4)
KDaLadder yeate

2308

180=

116—

66—

40—




image29.jpeg
CPTC-BRAF-5
(FSAI092-4G11)

Std  Origene
KkDaladder BRAF

-
'ISO-

40~




image30.jpeg
CPTC-BRAF-5
(FSA1092-4G11)
KDaLadder Iyeutn

23088
180~

—
ne-

.

40~




image31.jpeg
CPTC-CCND1-5
(FSAI076-2E4)

Std  Origene
Ladder CCND1

180 -

1168




image32.jpeg
CPTC-CCND1-3
(FSAI075-1H1)

Ladder CCND1

oo

116 /8

66—

40~

12




image33.jpeg
CPTC-CCND1-1

(FSAI075-2C7)

Std  Origene
Ladder CCND1

1168

ool

40= —

12/




image34.jpeg
CPTC-CDH1-1
(FSAI087-8B7)

Std  Origene
KDaladder CDH1

230
180 —

1165

66—

40—

128




image35.jpeg
CPTC-CDH1-1
(FSAI087-8B7)

MCF10A-
Std  KRAS
KkDa Ladder lysate

2308

180~
116—

66 [

40—




image36.jpeg
CPTC-CDH1-2
(FSAI087-9B8)

sd O
KD Ladder  CDH1

230 .
180 N—

1165

o6 [

40%

128




image37.jpeg
CPTC-CDH1-3
(FSAI088-3G11)

Std  Origene
KD Ladder CDH1

230/
180 —-—

116§

66 .

40%




image38.jpeg
CPTC-CDH1-3
(FSAI088-3G11)

MCF10A-
Std KRAS
KDa Ladder  Iysate

2308

180—

116—

o6

40—

128




image39.jpeg
CPTC-CDH1-4
(FSAI088-5A4)

Std  Origene
Ladder CDH1
kDa

10

408

12/




image40.jpeg
CPTC-CDH1-4
(FSAI088-5A4)

MCF10A-
Std  KRAS
kDaLadder Iysate

23088

180~

116—

i

40~




image41.jpeg
CPTC-CDH1-5
(FSAI088-14G6)

(Do tdder  CDH1

230/
180 —

1165

o




image42.jpeg
CPTC-CDH2-4
(FSAI090-2B7)

Std  Origene

(D, Ladder  CDH2

2301

180 —
1165 -

66—

40=

1288




image43.jpeg
CPTC-CDH2-4
(FSAI090-2B7)

MCF10A-
Std KRAS
kDaLadder Iysate

2308

180~

116-

40~

128




image44.jpeg
CPTC-EGFR-6
(FSAI073-3C7)

Std  Origene
KkDa Ladder EGFR

230.
180

1168

40=

12—




image45.jpeg
CPTC-EGFR-6
(FSAI073-3C7)

MCF10A-
Std  KRAS
kDa Ladder lysate

2308

180—

116—

M

40-

125




image46.jpeg
CPTC-EGFR-7
(FSAI073-6C4)
o tasior TR

2308

180 —

1165

66

40-=




image47.jpeg
CPTC-EGFR-7

(FSAI073-6C4)

MCF10A-
Std  KRAS
KkDa Ladder lysate

230-

180-

116-

oo

40-




image48.jpeg
CPTC-ERBB3-3
(FSAI102-4G7)

S Origene
Ladder ERBB3

—
wso-
-

1168

668

40-




image49.jpeg
CPTC-FOS-3
(FSAI080-7G10)

Std  Origene
Ladder  FOS

10—

1168

12—




image50.jpeg
CPTC-FOS-4
(FSAI080-1F2)

Std  Origene
Ladder FOS

| ]
180 —

116§

o

40=

12




image51.jpeg
CPTC-FOS-4
(FSAI080-1F2)

MCF10A-
Sd  KRAS
kDa Ladder lysate

230

180%

116[8

e

40=

12




image52.jpeg
CPTC-FOS-1
(FSAI079-2H1)

Std  Origene
Ladder FOS

180 —

116

oo -

40=




image53.jpeg
CPTC-FOS-1
(FSAI079-2H1)

MCF10A-
Std  KRAS
kDa Ladder lysate

2308

180=

116-

6618

40~




image54.jpeg
CPTC-GSK3B-10
(LBR-116-2-12)

Std  Origene
KDaLadder GSK3B

230=

180 I—

1168

66 —

40—




image55.jpeg
CPTC-GSK3B-9
(LBR-116-2-3)

Std  Origene
KkDaLadder GSK38

230=

180 —

11688

66—

40=




image56.jpeg
CPTC-GSK3B-9
(LBR-116-2-3)
KDaLadder o

2308

180—

116-

66—

40—




image57.jpeg
CPTC-GSK3B-7
(FSAI072-2D1)

Std  Origene
KD Ladder GSK3B

230 —
180 -

1168

66/
et

40=




image58.jpeg
CPTC-GSK3B-7
(FSAI072-2D1)

MCF10A-
Std  KRAS
kDaLadder lysate

230l

180=

116=

-

40~

1288




image59.jpeg
CPTC-MAP2K1-1
(FSAI070-1B7)

Std  Origene
Ladder MAP2K1

uao-

1168

66

40—




image60.jpeg
CPTC-MAP2K1-1
(FSAI070-1B7)

Sta  BxPC3
kDa Ladder lysate

2307-

180-

116-

o

40-




image61.jpeg
CPTC-MAPK1-1
(LBR-117-6-7)

Std  Origene
KkDa Ladder MAPK1

230=

150 E—

116 -

66—

40—




image62.jpeg
CPTC-MAPK1-1
(LBR-117-6-7)

MCF10A-
Std  KRAS
kDa Ladder  lysate

230 S—
150 m—

116

oo -

40-




image63.jpeg
CPTC-MAPK1-3
(LBR-118-43.5)

Std  Origene
KD Ladder MAPK1

230=

180 —

116 -

66—

40~




image64.jpeg
CPTC-MAPK1-4
(LBR-122-6-4)

Std  Origene
KkDaladder MAPK1

230=

80—

116 /-

66—

40~




image65.jpeg
CPTC-MAPK1-4
(LBR-122-6-4)

KRAS
kDaladder  yate

2308

180—

116—

|

40~

128




image66.jpeg
CPTC-MAPK1-2
(LBR-117-13-3)

Std  Origene
KkDa Ladder MAPK1

230=

180 E—

116 -

66—

40~




image67.jpeg
CPTC-MAPK1-2
(LBR-117-13-3)

MCF10A-
Std  KRAS
kDaLadder |ysate

230
1808

1168

sl

40~




image68.jpeg
CPTC-MAPK3-1
(FSAI098-5C8)

S Origene
Ladder MAPK3

1@0-

116 /8

66—

40-




image69.jpeg
CPTC-MAPK3-1
(FSAI098-5C8)
kDa L::v :(v‘:ﬁ

|

180=

116

s

40-

128




image70.jpeg
CPTC-MAPK3-4
(LBR-124-14-10)

Std  Origene
kDa Ladder MAPK3

230.
180
1168

-

40—

128




image71.jpeg
CPTC-MAPK3-4
(LBR-124-14-10)

Sd  KRAS
kDaLadder  Iysate

1168

40—




image72.jpeg
CPTC-MAPK3-5
(LBR-124-24-4)

Std  Origene
kDa Ladder MAPK3

2308

180 E—

1168

o5

40=




image1.jpeg
CPTC-AKT1-1
(FSAI105-12F5)

Std  Origene
D Ladder  AKT1

230.
180|
116

-

40%

12/




image73.jpeg
CPTC-MAPK3-5

(LBR-124-24-4)
MCF10A-
Std KRAs
kDaladder jygate

230

180=

116-

40~




image74.jpeg
CPTC-MAPK3-6
(LBR-125-19-9)

Std  Origene
kDa Ladder MAPK3

2308

150 S—

116 /-

408




image75.jpeg
CPTC-MTOR-8
(FSAI096-6E12)

Std  Origene
(DLadder  MTOR

440—

200=

116—

66




image76.jpeg
CPTC-MTOR-7
(FSAI1096-7D7)

Std  Origene
KDaLadder MTOR

440—

200~

116-

66




image77.jpeg
CPTC-MTOR-3
(FSAI095-7C11)

Std  Origene
KD Ladder MTOR

440-

280- ]

200%

116-




image78.jpeg
CPTC-MTOR-3
(FSAI095-7C11)

MCF10A-
Std KRAS
kD2 Ladder Iysate

a40-

—
280-

200-

116-

66—




image79.jpeg
CPTC-MTOR-5

(FSAI095-2E11)

std
KD Ladder MTOR

200~

116—

66/




image80.jpeg
CPTC-MTOR-6
(FSAI095-5D6)

Std  Origene
(D, Ladder WMTOR

440-
-
200%

116—

66




image81.jpeg
CPTC-MTOR-1
(FSAI097-2B10)

Std  Origene
KDatadder MTOR

440-

2008

116




image82.jpeg
CPTC-MTOR-9

(LBR-119-26-12)

Std  Origene
kDa Ladder MTOR

230=

180 F—

116=

66—

40—

12-




image2.jpeg
CPTC-AKT1-1
(FSAI105-12F5)

MCF10A-
Std  KRAS
kD@ Ladder lysate

230=

180—

116—

oo

40~




image83.jpeg
CPTC-MTOR-9
(LBR-119-26-12)

MCF10A-
Std KRAS
kDa Ladder  Iysate

230 -
150 m—

1165

oo

40~




image84.jpeg
CPTC-MTOR-2
(FSAI097-3A5)

Std  Origene
DaLadder MTOR

440—

280-_

200/

1168

66.




image85.jpeg
CPTC-MTOR-2
(FSAI097-3A5)

MCF10A-
Sd KRAS
kDa Ladder lysate

440-

200~

1168

66—




image86.jpeg
CPTC-MTOR-4
(FSAI095-6G6)

Std  Origene
|Da Ladder MTOR

440-
280- | ]
200%

116-

o6 I—




image87.jpeg
CPTC-MTOR-4
(FSAI095-6G6)

MCF10A-
Std  KRAS
kDa Ladder Iysate

440—

280-

200-

116-

66—




image88.jpeg
CPTC-PTEN-1
(FSAI069-1G4)

Std  Origene
KDa Ladder PTEN

11618

66—

40=




image89.jpeg
CPTC-PTEN-1
(FSAI069-1G4)

MCF10A-
Sid  KRAS
kDa Ladder lysate

230.
180|

1168

408




image90.jpeg
CPTC-PTEN-5
(FSAI069-1A5)

Std  Origene
KDa Ladder  PTEN

23088

18088

116=

6685

40—




image91.jpeg
CPTC-PTEN-5
(FSAI069-1A5)

MCF10A-
std  KRAS
KkDaLadder lysate

230

180%

116=

40—

128




image92.jpeg
CPTC-PTEN-6

(FSAI069-1F4)

Std  Origene
(D Ladder PTEN

=
el

116§

66—

128




