Supplementary Table 1. Detailed CIMP and MLH1 MethyLight results.
	
	
	SSAD background (N = 35)
	SSA (N = 40)
	P value

	CIMP
	
	
	
	

	
	CIMP-high
	35
	40
	N. S.

	
	Non-CIMP-high
	0
	0
	

	NEUROG1
	
	
	
	

	
	Methylated
	35
	39
	N. S.

	
	Unmethylated
	0
	1
	

	SOCS1
	
	
	
	

	
	Methylated
	28
	20
	< 0.01

	
	Unmethylated
	7
	20
	

	CACNA1G
	
	
	
	

	
	Methylated
	35
	35
	N. S.

	
	Unmethylated
	0
	5
	

	IGF2
	
	
	
	

	
	Methylated
	35
	37
	N. S.

	
	Unmethylated
	0
	3
	

	RUNX3
	
	
	
	

	
	Methylated
	35
	35
	N. S.

	
	Unmethylated
	0
	5
	

	MLH1
	
	
	
	

	
	Methylated
	22
	0
	< 0.01

	
	Unmethylated
	13
	40
	


SSAD, sessile serrated adenoma with dysplasia; SSA, sessile serrated adenoma; CIMP, CpG island methylator phenotype; N. S., not significant. 
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