Additional file 2

Additional file 2: Figure S1. Gel electrophoresis of AS-PCR products corresponding to the Ae. aegypti sodium channel gene mutation. a F1534C mutation: each of the three genotypes is shown. Lane 1: ultra-low range DNA ladder; Lane 2: wild-type homozygous (FF); Lane 3: heterozygous (FC); Lane 4: mutant homozygous (CC); Lane 5: negative control. b V1016G mutation: Lane 1: ultra-low range DNA ladder marker; Lane 2: mutant homozygous (GG); Lane 3: heterozygous (VG); Lane 4: wild-type homozygous (VV); Lane 5: negative control. c S989P mutation: Lane 1: 100 bp DNA ladder marker; Lanes 2, 3: wild-type homozygous (SS); Lanes 4, 5: heterozygous (SP); Lanes 6, 7: mutant homozygous (PP); Lanes 8, 9: negative control.
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Additional file 2: Figure S2. Genotype sequence of V1016G mutation.
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Additional file 2: Figure S3. Genotype sequence of S989P mutation. 
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Additional file 2: Figure S4. Genotype sequence of F1534C mutation.

[image: ]



image1.tif
s00—




image2.tif
aegypti Kuala Selangor-01
aegypti Gombak-22

aegypti Kuala Selangor-15
aegypti Bora-Bora-01

aegypti Bora-Bora-02

aegypti Klang-05.

aegypti Klang-09

aegypti Kiang-18

‘aegypti Hulu Selangor-02

aegypt Petaling 05

aegypti Kuala Selangor-07
aegypti Kuala Selangor-08
aegypti Hulu Selangor-14

‘aegypti Gombak-02

aegypti Petaling 24

aegypti Gombak-11

KM6T7327 Ae. aegypti isolate RJ31-2
KM6T7334 Ae. aegypti isolate RJ23-56
MG257775 Ae. aegypti isolate KH3
KMB77310 Ae. aegypti isolate DDIS
KM677309 Ae. aegypti isolate DDI3
MG257776 Ae. aegypti strain KH6

KM677322 Ae. i isolate R21
KM677321 Ae. aegypti isolate R20.

TET RIS ER RSB D

c

GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA

GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA
GTACACAACTACATAAAAAAA

G

c.AC|
CAAC|
CAAC|
CAAC|
CAAC|
CAAC|





image3.tif
aegypti Kuala Selangor-01
aegypti Gombak-22

aegypti Kuala Selangor-15
aegypti Bora-Bora-01

aegypti Bora-Bora-02

aegypti Klang-05.

aegypti Klang-09

aegypti Kiang-18

‘aegypti Hulu Selangor-02
aegypti Petaling 05

aegypti Kuala Selangor-07
aegypti Kuala Selangor-08
aegypti Hulu Selangor-14

‘aegypti Gombak-02

aegypti Petaling 24

aegypti Gombak-11

KI677327 Ae. aegypti isolate RI31-2
KII677334 Ae. aegypti isolate RI23-56
MIG257775 Ae. aegyp isolate KH3
KM677310 Ae. aegypti isolate DDIS
KII677309 Ae. aegypti isolate DDI3
NIG257776 Ae. aegyp strain KHE
KII677322 Ae. aegypti isolate R21
KM677321 Ae. aegypti isolate R20

EEE et

ono
>mo -
B
IS
>
RSN

GTA
GTA
GTA
GTA
GTA
GTA
GTA
GTA
GTA
GTA
GTA
GTA
GTA

G.AGT
GTA
GTA

GGTA
GTA
GTA

ARPSEN
Omm

PR EERPEEEPREERR .

>> P>

G

11111111 11111111111111222222222222
5677777786886889999999000000111112
7902456803567890123469234679023450
A--TGTGTCC -~~~ ------ GAAAAACGT---GT

GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT

GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT
GGTCAGCCATTCTCAGGTTGAGGT

TTAACGAAC
TTAACGAAC
TTAACGAAC
TTAACGAAC
TTAACGAAC
TTAACGAAC
TTAACGAAC
TTAACGAAC
TTAACGAAC
TTAACGAAC
TTAACGAAC
TTAACGAAC
TTAACGAAC

TTAACGAAC
TTAACGAAC
TTAACGAAC
TTAACGAAC
TTAACGAAC

Il ]

BRI





image4.tif
MM7272737374 7474 74T TS
IAAAAACACICICN
IAGOCIEIACIACIES

Ae. aegypti Bora-Bora-01 GGCTAGTGACC
Ae. aegypti Bora-Bora-02 RRY RRYRRYM
Ae. aegypti Klang-09 RRY RRYRMYM
Ae. aegypti Klang-18 RRY RRYRGTA

MF794985 Ae. aegypti isolate GG1016/FF15634 A AT . GACAGTA
MF794979 Ae. aegypti isolate VG1016/FF1534 AAT . GACAGTA
MF794973 Ae. aegypti isolate VV1016/FF1534 A AT . GACAGTA

KM677256 Ae. aegypti isolate R6-3 F1534 AAT GACAGTA
KM677255 Ae. aegypti isolate R5-3 F1534 AAT GACAGTA
Ae. aegypti Petaling-02 AATKGACAGTA
Ae. aegypti Kuala Selangor-18 AATKGACAGTA
Ae. aegypti Hulu Selangor-01 AATKGACAGTA
Ae. aegypti Hulu Selangor-02 AATKGACAGTA
Ae. aegypti Hulu Selangor-14 AATKGACAGTA
MF794990 Ae. aegypti isolate FC1534 AATKGACAGTA

MF794987 Ae. aegypti isolate GG1016/FC1534 AATKGACAGTA
MF794981 Ae. aegypti isolate VG1016/FC1634 AATKGACAGTA

KM677262 Ae. aegypti isolate RI35-52 AATKGACAGTA
KM677261 Ae. aegypti isolate RI35-41 AATKGACAGTA
Ae. aegypti Kuala Selangor-01 AATGGACAGTA
Ae. aegypti Kuala Selangor-08 AATGGACAGTA
Ae. aegypti Kuala Selangor-13 AATGGACAGTA
Ae. aegypti Kuala Selangor-14. AATGGACAGTA
Ae. aegypti Kuala Selangor-15 AATGGACAGTA
Ae. aegypti Gombak-02 AATGGACAGTA
Ae. aegypti Gombak-11 AATGGACAGTA
Ae. aegypti Gombak-22 AATGGACAGTA

MF794989 Ae. aegypti isolate GG1016/CC1634 AATGGACAGTA
MF794983 Ae. aegypti isolate VG1016/CC1534 AATGGACAGTA
KMB77276 Ae. aegypti isolate RJ3-82 AATGGACAGTA
KMB77267 Ae. aegypti isolate RJ32-57 AATGGACAGTA

A A A A A A A A A A A A A Ao A A Ao A Ao Ao~ < <O




