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[bookmark: _GoBack]Figure S2. The prediction of leader sequence and localization by computational method. The signal peptide and transit peptide in chloroplast GCSL in N. salina were predicted by SignalP 4.1 (A) and ChloroP1.1 (B), respectively. Localization of the chimeric CrCAO protein linked to the signal and transit peptide of N. salina was predicted to be localized in the chloroplast by HECTAR v1.3 (C).
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ChloroP 1.1 Server - prediction results

Technical University of Denmark

Length  Score TP CS-score c¢TP-length
401 0.518 Y 5.125 41

HECTAR v1.3 Predict subcellular targeting for heterokont proteins (Galaxy Version 1.2)

Predicted targeting  Signal peptide

category score Type II anchor score

Chloroplast score Mitochondrion score  Other score

Signal peptide 0.7829 0.0546

0.3319





