
GSVIVG01027723001_VvETR3

Lj6g3v0056680.1

Medtr1g044210.1

XP_004497828.10.96    

C.cajan_02781

Phvul.007G271700.1

Glyma.20G0870000.87    

0.79

0.91    

Lj0g3v0163479.1

C.cajan_22542

Phvul.007G129500.1

Glyma.20G202200

Glyma.10G1885000.39    

0.79    

0.94    

Medtr1g073840.1

XP_004495309.1

0.27    

0.99    

0.92    

0.97

AT1G04310.1_ERS2

AT3G23150.1_ETR2

0.98    

0.96    

0.78    

AT3G04580.1_EIN4

GSVIVG01036213001_VvETR4

C.cajan_07004

Glyma.10G167300

Glyma.20G2218000.87    

Lj5g3v1329790.1

Medtr1g079790.1

XP_004495561.11.00    

0.89    

0.75    

Glyma.03G251700

Glyma.19G249100

C.cajan_10804

Phvul.006G106400.1

Phvul.006G106300.10.87    

0.41

0.76    

Lj1g3v5020740.2

Medtr7g116330.1

0.95    

0.94    

0.98    

0.97    

0.98    

0.48

0.96    

0.84    

C.cajan_14834

Phvul.011G216400.1

C.cajan_38982

Glyma.12G241700

Glyma.09G0026000.25    
0.00    

Medtr4g031150.1

XP_004515179.1

Lj0g3v0302209.1

Lj3g3v0461750.1

0.94

1.00

0.96    

0.25    

GSVIVG01028053001_VvETR2

AT2G40940.1_ERS1

Lj1g3v4865380.1

Medtr7g109150.1

XP_004494398.10.98    

C.cajan_25020

Phvul.001G210200.1

Glyma.19G213300

Glyma.03G2167000.75    

0.74

0.43

0.88

0.97    

0.79

AT1G66340.1_ETR1

GSVIVG01038085001_VvETR1

1.00

0.80    

0.93    

0.90    

0.69

1.00    

0.98

AT2G17820.1_AHK1

GSVIVG01018749001_VvHK1

Lj2g3v1681040.2

Phvul.002G107100.1

C.cajan_12521

Glyma.01G164800

Glyma.11G0783000.91    

0.00    

XP_004512150.1

Medtr5g022470.1

C.cajan_47696

Phvul.003G264600.1

Glyma.02G046600

Glyma.16G125100

0.00

0.95

Lj0g3v0272749.1

XP_004509375.1

Medtr8g075340.10.60    

0.86    

0.92    

0.91    

0.71    

0.87    

0.70    

0.00

0.94    

0.90    

AT2G47430.1_AtCKI1

GSVIVG01028113001_VvHK2

Glyma.03G219100

Phvul.007G215000.1

C.cajan_06732

C.cajan_012491.00    

Lj2g3v2925240.1

Medtr1g090850.1

XP_004496150.1

Lj5g3v1599620.1

Medtr1g087140.1

XP_004496043.10.97    

1.00    

0.27    

0.72    

0.98    

0.84

0.96

0.99

0.98    

1.00    

1.00    

AT5G10720.1_AHK5/CKI2

Medtr1g014670.1

GSVIVG01033164001_VvHK3

Lj1g3v1798710.1

XP_004501404.1

Medtr3g105590.1

Phvul.009G084900.1

C.cajan_09255

Glyma.04G058400

Glyma.U003300

Glyma.06G0591000.90    

0.85

0.84

XP_004498825.1

Medtr1g013360.1

C.cajan_38212

Glyma.17G220800

Glyma.14G105400

Lj5g3v0473540.1

Phvul.001G043600.10.96    

0.71

0.57    

0.99    

0.83

0.94

1.00    

0.97    

0.00

0.60

0.85    

0.00

0.89    

Lj0g3v0327979.1

Phvul.002G173000.1

C.cajan_242660.71

XP_004502283.1

Medtr3g085130.1_CHK3

Glyma.05G148100

Glyma.08G105000

XP_004504407.1

Medtr8g080770.1_CHK20.99    

0.86    

0.96    

0.84    

0.50

0.44    

AT1G27320.1_AHK3

GSVIVG01010502001_VvCHK3

1.00

0.91    

Lj2g3v3338860.2_

Glyma.02G305900

Glyma.14G007100

XP_004491582.1

Medtr5g097410.1_CHK4

C.cajan_27186

Phvul.008G285800.1

0.97

0.77    

0.95    

0.75    

0.00    

AT5G35750.1_AHK2

GSVIVG01030058001_VvCHK2

1.00    

0.79

AT2G01830_AHK4_CRE1

GSVIVG01011612001_VvCHK4

Medtr8g106150.1_CHK1/CRE1

Medtr2g067240.1_CHK5

Lj4g3v3113830.1_

C.cajan_15537

Glyma.08G049000

Phvul.002G324900.1

Glyma.05G241600

Glyma.07G1588000.88    
0.75    

0.91    

XP_004503321.1

Lj2g3v0136400.1

Phvul.003G015500.1

C.cajan_29353

Glyma.02G087000

Glyma.07G1737000.88    
0.74    

0.77    

0.93

0.95    

0.85    

0.75    

0.91    

0.74

0.95    

0.49    

0.91    

1.00    

0.91

0.45    

1.00    

1.00    

0.99    

0.77    

1.00    

0.2

Cytokinin receptors

Osmosensors

Ethylene receptors


