
Table S1. Overview of tet-resistance genes surveyed in the guts of G. mellonella larvae. 

gene name gene product reference 

tetA efflux pump Fan et al., 2007 [1] 

tetB efflux pump Fan et al., 2007 [1] 

tetC efflux pump Fan et al., 2007 [1] 

tetD efflux pump Fan et al., 2007 [1] 

tetE efflux pump Fan et al., 2007 [1] 

tetG efflux pump Fan et al., 2007 [1] 

tetH efflux pump Fan et al., 2007 [1] 

tetJ efflux pump Aminov et al., 2002, 2004 [2, 3] 

tetK efflux pump Chopra and Roberts, 2001 [4] 

tetL efflux pump Tian et al., 2012 [5] 

tetY efflux pump Aminov et al., 2002, 2004 [2, 3] 

tetZ efflux pump Aminov et al., 2002, 2004 [2, 3] 

tet30 efflux pump Aminov et al., 2002, 2004 [2, 3] 

tetBP ribosomal protection protein Aminov et al., 2002, 2004 [2, 3] 

tetM ribosomal protection protein Aminov et al., 2002, 2004 [2, 3] 

tetO ribosomal protection protein Aminov et al., 2002, 2004 [2, 3] 

tetQ ribosomal protection protein Aminov et al., 2002, 2004 [2, 3] 

tetS ribosomal protection protein Aminov et al., 2002, 2004 [2, 3] 

tetT ribosomal protection protein Aminov et al., 2002, 2004 [2, 3] 

tetW ribosomal protection protein Aminov et al., 2002, 2004 [2, 3] 

tet32 ribosomal protection protein Aminov et al., 2002, 2004 [2, 3] 

tet34 efflux pump Szczepanowski et al., 2009 [6] 

tetX tetracycline destructase Bartha et al., 2011 [7] 

tetX2 tetracycline destructase Bartha et al., 2011 [7] 
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